
Probe Sets Down-regulated >= 2-fold by ATRA on HL-60 cells at 6 hrs.
AffyProbe Set ID RefSeq 

Transcript ID
Gene Name Gene Title INPUT

1552398_a_at NM_138337 MICL myeloid inhibitory C-type lectin-like receptor RefSeq NM #s or
NM_201623 Gene names
NM_201625

1555745_a_at NM_000239 LYZ lysozyme (renal amyloidosis)
201043_s_at NM_006305 ANP32A acidic (leucine-rich) nuclear phosphoprotein 32 family, member A
204897_at NM_000958 PTGER4 prostaglandin E receptor 4 (subtype EP4)
205129_at NM_006993 NPM3 nucleophosmin/nucleoplasmin, 3
206499_s_at NM_001269 CHC1 chromosome condensation 1

NM_018014 BCL11A B-cell CLL/lymphoma 11A (zinc finger protein)
NM_022893
NM_138552
NM_138553 Return to Promoter TFSites Comparison Page
NM_138559

227384_s_at NM_006241 KIAA0454-like Similar to KIAA0454 protein

Locations of transcriptional regulatory elements common to all of the genes. OUTPUT
table below

Input ===> NM_138337 NM_201623 NM_201625 NM_000239 NM_006305 NM_000958 NM_006993 NM_001269 NM_018014 NM_022893 NM_138553 NM_138559 NM_006241 -
Gene ===> NM_138337 NM_201623 NM_201625 NM_000239 NM_006305 NM_000958 NM_006993 NM_001269 NM_018014 NM_022893 NM_138553 NM_138559 NM_006241 -

CAC-bp-beta-globin-HS-3-2 -877 -877 -877 -1453,-1363 -922,-263
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-1115,-1030,-
143

-1115,-1030,-
143

-1115,-1030,-
143

-1115,-1030,-
143

-1367,-1158,-
513 CAGAC

Sp1-erk1_1! -768 -768 -768 -1482,-1350
-565,-513,-
388,-166 -782 -1005,-911 -556,-524,-177

-1274,-1250,-
830,-823,-559,-
449,-356,-339,-
291,-285,-196

-1274,-1250,-
830,-823,-559,-
449,-356,-339,-
291,-285,-196

-1274,-1250,-
830,-823,-559,-
449,-356,-339,-
291,-285,-196

-1274,-1250,-
830,-823,-559,-
449,-356,-339,-
291,-285,-196 -623,-210,-110 CCTCCC

T-Ag-SV40.4 -604 -604 -604 -772
-1161,-641,-
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