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Major References of MALDI to Study Non-covalent
Complexes

F. Hillenkamp, 1990, Strepavidin, a tetramer, nicotinic acid in 10% ethanol in water
F. Hillenkamp, 1995, Omp F porin, a trimer, feruic acid in THF

A. S. Woods and R. J. Cotter, 1995, enzyme and substrate complexes, sinapinic acid
in ethanol-1M ammonium citrate at near pH 7.

M. Pryzbylski et al, 1996, RNAse S consisting of S-protein and S-peptide using ATT
with 10 mM ammonium acetate at pHS.5 .

F. Hillenkamp, 1997, Strepavidin, a tetramer, using DHAP in THF, ethanol, THAP
in THF and ACN-TFA.






Possible Solutions

Eliminate the organic co-solvent and TFA.

Other new neutral matrices; use acidic matrices, then adjust
the pH to neutral with base such as ammonium hydroxide.

Compounds tested: 4-bromo-2,6-dimethylaniline, 2-pyridine
carboxylic acid, 2-pyrazine-carboxylic acid, 2-qunaldic acid,
2-1soqunolinecarboxylic acid, and other compounds.

Sinapinic acid with ammonium citrate adjusted to pH 7 with

ammonium hydroxide was found to be effective matrix for the
detection of non-covalent protein complexes.
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Conclusions

Protein-protein complexes were detected by MALDI
using a new sample preparation method.

The new method wuses aqueous solution at
physiological pH, which can be broadly used to study
protein-protein complexes.

Good correlation was observed between the gas phase
complexes detected by MALDI and their known
associations in solution by other methods.

The results suggest that MALDI can be used to study
protein quaternary structures.
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