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EDUCATION:
1996 – Diploma (Biochemistry), Humboldt University, Berlin, Germany

1999 – Ph.D. (Genetics), Humboldt University, Berlin, Germany

PROFESSIONAL AND RESEARCH EXPERIENCE:

May 1995 - April 1996: 
Diploma student, Institute of Pathology, Charite University Hospital, Berlin, Germany (PD Dr. Thomas von Zglinicki)
May 1996 – August 1999: 
PhD student, Institute of Pathology, Charite University Hospital, Berlin, Germany (PD Dr. Iver Petersen)

September 1999 - August 2000: 
Research Scientist, Institute of Pathology, Charite University Hospital, Berlin, Germany (Prof. Dr. Manfred Dietel)
September 2000- July 2003: 
Postdoctoral fellow, Experimental Immunology Branch, National Cancer Institute, National Institutes of Health, Bethesda, MD (Dr. Andre Nussenzweig)


August 2003- February 2006: 
Research fellow, Experimental Immunology Branch, National Cancer Institute, National Institutes of Health, Bethesda, MD (Dr. Andre Nussenzweig)

March 2006- Present: 
Staff Scientist, Experimental Immunology Branch, National Cancer Institute, National Institutes of Health, Bethesda, MD (Dr. Andre Nussenzweig)


1995-1996: 
Diploma Student, Institute of Pathology, Charite University Hospital, Advisor:  Dr. Thomas von Zglinicki.


 Telomere shortening 

                     I studied the effect of DNA damaging agents such as oxidative stress on telomere shortening (see publication).

1996-2000:  Doctoral Student and Research Scientist, Institute of Pathology, Charite University Hospital, Dr. Iver Petersen/Prof. Manfred Dietel. 


Characterization of chromosomal changes during lung-cancer progression 


I studied genetic aberrations in lung and head and neck carcinomas using multiplex-FISH, comparative genomic hybridization, and gene expression profiling. Results from these studies have been published in numerous papers and indicated that certain chromosomal aberrations are correlated with disease stage and progression making them useful diagnostic markers. To further identify the actual genes affected by these aberrations, I cloned hundreds of differentially expressed genes that have been shown to be involved in carcinogenesis (see publications).


In addition to research, I was the laboratory manager and involved in developing scientific collaborations, applying for research grants, laboratory setup, hiring/training and supervision of technicians and doctoral students.

2000-2006: 
Postdoctoral and Research Fellow, National Cancer Institute. Advisor: Dr. Andre Nussenzweig.

DNA damage response, repair and maintenance of genomic stability.

My research centered on elucidating how normal cells maintain genomic stability.  In particular, I studied the interplay between DNA damage detection, signaling and repair proteins and the role of DNA damage proteins in the maintenance of genomic stability and prevention of oncogenic translocations.  Using several mouse models that colleagues and I generated, we were able to show that the DNA damage response is activated by antigen receptor rearrangement during B and T cell development. We showed that defects in proteins involved in the DNA damage response such as ATM, NBS1, H2AX, 53BP1 are required for efficient lymphocyte development and prevention of lymphomagenesis. One focus of my work was to study the role of Nbs1 in vivo through the development of a conditional knockout mouse. By restricting Nbs1 deletion to B lymphocytes, I discovered that loss of the encoded protein is not only a downstream target of AT mutated (ATM) kinase but also acts upstream, promoting optimal ATM activation, recruitment to breaks, and accessibility to substrates. These results explain the clinical overlap of patients with Ataxia-Telengiectasia and Nijmegen Breakage Syndrome. By reconstituting Nbs1 knockout mice with bacterial artificial chromosomes (BACs) containing mutations in functional domains of the human Nbs1 gene, we generated the first humanized mouse models recapitulating the patient phenotype characterized by lymphocyte and germ cell developmental defects, inefficient cell-cycle arrest upon DNA damage induction, genomic instability and cancer predisposition (see publications). 

2006-present:   Staff Scientist, National Cancer Institute. Advisor: Dr. Andre Nussenzweig.

DNA damage response, repair and maintenance of genomic stability.

I continue to generate new and utilize existing mouse models to study the role of the aforementioned proteins during development and tumorigenesis. My position carries the additional responsibility contributing intellectually to the direction of the lab as well as the training and supervision of technicians and post-docs.

TECHNICAL EXPERIENCE:

· DNA extraction, Southern blot analysis, PCR, Quantitative-PCR

· RNA-Extraction, Northern blot analysis, RT-PCR, Quantitative-RT-PCR, cloning of cDNA libraries

· Establishment of cell lines from primary tumors (mouse, human), culture of primary and immortalized cells, generation of mouse embryonic fibroblasts (MEFs), Embryonic Stem cell cultures

· Isolation, culture and analysis of murine T and B cells from lymph node, spleen, bone marrow

· Transient and stable transfections, Microcell mediated chromosome transfer (MMCT), growth curves, survival, cytotoxicity assays, soft-agar growth, nude mice assays
· Molecular cytogenetic techniques: Fluorescence in situ hybridization (FISH),  Comparative Genomic Hybridization (CGH), Spectral Karyotyping (SKY), 3D-FISH

· Immunocytochemistry, Immunofluorescence (IF), combined IF/FISH

· Microscopy: Brightfield, Fluorescence, confocal imaging, live-cell imaging

· Mutational analysis: microsatellite and SSCP analysis, sequencing

· Design and cloning of targeting vectors for generation of transgenic and knockout/conditional knockout mice, conventional cloning, Bacterial Artificial Chromosome (BAC) recombineering, site-directed mutagenesis

· Protein characterization: protein extraction, Western blot analysis, chromatin fractionation, ELISA, ELISPOT
· Fluorescence activated cell sorting (FACS), cell-cycle analysis, apoptosis assays

AWARDS:

Fellowship Advancement Award 2002

Fellows Award for Research Excellence 2003 
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