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Rationale

- Broccoli and cauliflower are different botanical varieties of the same
species (Brassica oleracea), with very different phenotypic traits. The

Materials and Methods

Table 1. Twenty six B. oleracea accessions genotyped at
the BoCAL locus.

-DNA extraction from ~50 to 100 mg plant leaf
tissue was performed using a miniprep DNA
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Fig 2. Agarose gel electrophoresis of PCR
amplified fragments representing mutant
and wild-type BoCAL alleles after restriction
digestion with Spel, as compared to 100-base
pair size standard.

genotype at BoCAL

Fig. 3. Frequency of BoCAL genotypes in broccoli, cauliflower
and purple cauliflower plants (w = wild-type allele, m =

mutant allele).

Conclusions

- Results indicated that genotype at the BoCAL locus
was significantly correlated with phenotype (Fig. 3).

- All three genotypic classes contained all three
phenotypes, and the mutant allele was neither necessary
nor sufficient to generate the cauliflower phenotype.

- There was no evidence that the gene action of the
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wild-type allele was dominant.

- Additional loci and additional mutations at BoOCAL
could explain our findings. It is also possible that this
BoCAL mutant allele is found at a relatively high
frequency in cauliflower but is not a causative agent of
curding phenotype.

- Selection for morphological change in B. oleracea
continues to be important (Fig. 4). Understanding the
molecular basis of curding could be valuable for
marker-assisted selection.

Fig 4. Zeus, small-beaded
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