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ISOLATION DETAILS  

Designation and date
#1. Isolate designation:/

give exact isolate designation not the species name of the virus which constitutes the items name in the database. To avoid duplicate names in the database the isolate designation can also be added to the items name. 
Example: items name: Influenza A virus, isolate A/Puerto Rico/8/34 (H1N1) 

 isolate designation: A/Puerto Rico/8/34

In case of species description, the isolate name of the original record should be recorded here. In the following questions the date, location and host of the original record should be given.

#2. Isolation date: <whether specified>/

1. <specified>/

2. not specified/

Please enter the date in the following format: day followed by month followed by year, selecting the day and month from the next two questions. Enter the appropriate year in the question following the month. The date will be assemble from the 3 separate questions to for example: 22 May 2001. 
#3. Isolation date: <day>/

1. <not specified>/

2. 01/

3. 02/

4. 03/

5. 04/

6. 05/

7. 06/

8. 07/

9. 08/

10. 09/

11. 10/

12. 11/

13. 12/

14. 13/

15. 14/

16. 15/

17. 16/

18. 17/

19. 18/

20. 19/

21. 20/

22. 21/

23. 22/

24. 23/

25. 24/

26. 25/

27. 26/

28. 27/

29. 28/

30. 29/

31. 30/

32. 31/

#4. Isolation date: <month>  /

1. <not specified>/

2. January/

3. February/

4. March/

5. April/

6. May/

7. June/

8. July/

9. August/

10. September/

11. October/

12. November/

13. December/

#5. Isolation date: <year>/

Original Location where virus was isolated
#6. <Geographic> location: <where virus infection occurred> <whether specified>/

1. <specified>/

2. not specified/

#7. <Geographic> location: <nearest town/city or regional name where virus infection occurred>/

enter the geographic location where the infected host has been first found, not the laboratory in which the virus had been isolated. In case of a species description, list here the location of the original record. This set of questions is seeking the origin and distribution of the virus, not the laboratory of isolation which will be addressed in the next set. For example, a virus found in imported plant material should be recorded under the country from which the infected material originated, NOT the country where the virus was isolated. Also do not list the tissues from which the virus has been isolated at this point, the target tissue/cell will be addressed later under "Biological Properties".

#8. <Geographic> location: <state/province/region where infection of original record occurred>/

in case of a description on the species level, list here the location of the original record, where the virus was first observed.

#9. <Geographic> location: <country of original record>/

1. Afghanistan <AF>/

2. Albania <AL>/

3. Algeria <DZ>/

4. American Samoa <AS>/

5. Andorra <AD>/

6. Angola <AO>/

7. Anguilla Island <AI>/

8. Antarctica <AQ>/

9. Antigua and Barbados <AG>/

10. Argentina <AR>/

11. Armenia <AM>/

12. Aruba <AW>/

13. Australia <AU>/

14. Austria <AT>/

15. Azerbaijan <AZ>/

16. the Bahamas <BS>/

17. Bahrain <BH>/

18. Bangladesh <BD>/

19. Barbados <BB>/

20. Belarus <BY>/

21. Belgium <BE>/

22. Belize <BZ>/

23. Benin <BJ>/

24. Bermuda <BM>/

25. Bhutan <BT>/

26. Bolivia <BO>/

27. Bosnia and Herzegovina <BA>/

28. Botswana <BW>/

29. Bouvet Island <BV>/

30. Brazil <BR>/

31. the British Indian Ocean Territory <IO>/

32. Brunei Darussalam <BN>/

33. Bulgaria <BG>/

34. Burkina Faso <BF>/

35. Burundi <BI>/

36. Cambodia (Kampuchea) <KH>/

37. Cameroon <CM>/

38. Canada <CA>/

39. Cape Verde <CV>/

40. the Cayman Islands <KY>/

41. the Central African Republic <CF>/

42. Chad <TD>/

43. Chile <CL>/

44. China <CN>/

45. the Christmas Islands <CX>/

46. the Cocos Islands <CC>/

47. Colombia <CO>/

48. Comoros <KM>/

49. the Congo <CG>/

50. Congo, Democratic Republic (Zaire) <CD>/

51. the Cook Islands <CK>/

52. Costa Rica <CR>/

53. Cote d'Ivoire <CI>/

54. Croatia (Hrvatska) <HR>/

55. Cuba <CU>/

56. Cyprus <CY>/

57. Czech Republic <CZ>/

58. Czechoslovakia (former) <CS>/

59. Denmark <DK>/

60. Djibouti <DJ>/

61. Dominica <DM>/

62. the Dominican Republic <DO>/

63. East Timor <TP>/

64. Ecuador <EC>/

65. Egypt <EG>/

66. El Salvador <SV>/

67. Equatorial Guinea <GQ>/

68. Eritrea <ER>/

69. Estonia <EE>/

70. Ethiopia <ET>/

71. the Falkland Islands (Malvinas) <FK>/

72. the Faroe Islands <FO>/

73. Fiji <FJ>/

74. Finland <FI>/

75. France <FR>/

76. French, Metropolitan <FX>/

77. French Guiana <GF>/

78. French Polynesia <PF>/

79. French Southern Territories <TF>/

80. F.Y.R.O.M. (Macedonia) <MK>/

81. Gabon <GA>/

82. Gambia <GM>/

83. Georgia <GE>/

84. Germany <DE>/

85. Ghana <GH>/

86. Gibraltar <GI>/

87. Great Britain (UK) <GB>/

88. Greece <GR>/

89. Greenland <GL>/

90. Grenada <GD>/

91. Guadeloupe <GP>/

92. Guam <GU>/

93. Guatemala <GT>/

94. Guinea <GN>/

95. Guinea Bissau <GW>/

96. Guyana <GY>/

97. Haiti <HT>/

98. Heard and McDonald Islands <HM>/

99. Honduras <HN>/

100. Hong Kong <HK>/

101. Hungary <HU>/

102. Iceland <IS>/

103. India <IN>/

104. Indonesia <ID>/

105. Iran <IR>/

106. Iraq <IQ>/

107. Ireland <IE>/

108. Israel <IL>/

109. Italy <IT>/

110. Jamaica <JM>/

111. Japan <JP>/

112. Jordan <JO>/

113. Kazakhstan <KZ>/

114. Kenya <KE>/

115. Kiribati <KI>/

116. Korea (North) <KP>/

117. Korea (South) <KR>/

118. Kuwait <KW>/

119. Kyrgystan <KG>/

120. Laos <LA>/

121. Latvia <LV>/

122. Lebanon <LB>/

123. Lesotho <LS>/

124. Liberia <LR>/

125. Libya <LY>/

126. Liechtenstein <LI>/

127. Lithuania <LT>/

128. Luxembourg <LU>/

129. Macau <MO>/

130. Madagascar <MG>/

131. Malawi <MW>/

132. Malaysia <MY>/

133. the Maldives <MV>/

134. Mali <ML>/

135. Malta <MT>/

136. the Marshall Islands <MH>/

137. Martinique <MQ>/

138. Mauritania <MR>/

139. Mauritius <MU>/

140. Mayotte <YT>/

141. Mexico <MX>/

142. Micronesia <FM>/

143. Monaco <MC>/

144. Moldova <MD>/

145. Mongolia <MN>/

146. Montserrat <MS>/

147. Morocco <MA>/

148. Mozambique <MZ>/

149. Myanmar (Burma) <MM>/

150. Namibia <NA>/

151. Nauru <NR>/

152. Nepal <NP>/

153. the Netherlands <NL>/

154. Netherlands Antilles <AN>/

155. Neutral Zone <NT>/

156. New Caledonia <NC>/

157. New Zealand (Aotearoa) <NZ>/

158. Nicaragua <NI>/

159. Niger <NE>/

160. Nigeria <NG>/

161. Niue <NU>/

162. Norfolk Island <NF>/

163. the Northern Mariana Islands <MP>/

164. Norway <NO>/

165. Oman <OM>/

166. Pakistan <PK>/

167. Palau <PW>/

168. Panama <PA>/

169. Papua New Guinea <PG>/

170. Paraguay <PY>/

171. Peru <PE>/

172. the Philippines <PH>/

173. Pitcairn <PN>/

174. Poland <PL>/

175. Portugal <PT>/

176. Puerto Rico <PR>/

177. Qatar <QA>/

178. Reunion <RE>/

179. Romania <RO>/

180. Russian Federation <RU>/

181. Rwanda <RW>/

182. S. Georgia and S. Sandwich Islands <GS>/

183. Saint Kitts and Nevis <KN>/

184. Saint Lucia <LC>/

185. Saint Vincent and Grenadines <VC>/

186. Samoa <WS>/

187. San Marino <SM>/

188. Sao Tome and Principe <ST>/

189. Saudi Arabia <SA>/

190. Senegal <SN>/

191. the Seychelles <SC>/

192. Sierra Leone <SL>/

193. Singapore <SG>/

194. Slovenia <SI>/

195. the Slovak Republic <SK>/

196. the Solomon Islands <SB>/

197. Somalia <SO>/

198. South Africa <ZA>/

199. Spain <ES>/

200. Sri Lanka <LK>/

201. St. Helena <SH>/

202. St. Pierre and Miquelon <PM>/

203. Sudan <SD>/

204. Suriname <SR>/

205. the Svalbard & Jan Mayen Islands <SJ>/

206. Swaziland <SZ>/

207. Sweden <SE>/

208. Switzerland <CH>/

209. Syria <SY>/

210. Taiwan <TW>/

211. Tajikistan <TJ>/

212. Tanzania <TZ>/

213. Thailand <TH>/

214. Togo <TG>/

215. Tokelau <TK>/

216. Tonga <TO>/

217. Trinidad and Tobago <TT>/

218. Tunisia <TN>/

219. Turkey <TR>/

220. Turkmenistan <TM>/

221. the Turks and Caicos Islands <TC>/

222. Tuvalu <TV>/

223. Uganda <UG>/

224. Ukraine <UA>/

225. the United Arab Emirates <AE>/

226. the United Kingdom <UK>/

227. the United States of America <US>/

228. the US Minor Outlying Islands <UM>/

229. the USSR (former) <SU>/

230. Uruguay <UY>/

231. Uzbekistan <UZ>/

232. Vanuatu <VU>/

233. Vatican City <VA>/

234. Venezuela <VE>/

235. Viet Nam <VN>/

236. the Virgin Islands (US) <VI>/

237. the Virgin Islands (British) <VG>/

238. Wallis and Futuna Islands <WF>/

239. Western Sahara <EH>/

240. Yemen <YE>/

241. Yugoslavia <YU>/

242. Zambia <ZM>/

243. Zimbabwe <ZW>/

244. <not specified>/

in case of a description on the species level, list here the location of the original record, where the virus was first observed.

Isolation host
#10. Source of isolate: <whether specified>/

1. <specified>/

2. not specified/

#11. Source of isolate: <common name of species; scientific family, genus, species names are optional>/

in case of a description on the species level, list here the host of the original record, in which the virus was first observed.

Name and address of person who isolated virus
#12. Virus was isolated by <whether designated person who has isolated the virus is known>/

1. <name known>/

2. unknown/

#13. Virus was isolated by <title>/

1. Dr /

2. Prof /

3. Mr /

4. Ms /

5. Mrs /

6. Miss /

7. <not specified>/

#14. Virus was isolated by <given name>/

#15. Virus was isolated by   <family name>/

#16. <Address 1: institute, department, section>/

#17. <Address 2: university, institution, company>/

#18. <Address 3: street address, post box, suite etc>/

#19. <Address 4: town/city>/

#20. <Address 5: state/province>/

#21. <Address 6: postal code/zip code>/

#22. <Address 7: country>/

1. Afghanistan <AF>/

2. Albania <AL>/

3. Algeria <DZ>/

4. American Samoa <AS>/

5. Andorra <AD>/

6. Angola <AO>/

7. Anguilla Island <AI>/

8. Antarctica <AQ>/

9. Antigua and Barbados <AG>/

10. Argentina <AR>/

11. Armenia <AM>/

12. Aruba <AW>/

13. Australia <AU>/

14. Austria <AT>/

15. Azerbaijan <AZ>/

16. the Bahamas <BS>/

17. Bahrain <BH>/

18. Bangladesh <BD>/

19. Barbados <BB>/

20. Belarus <BY>/

21. Belgium <BE>/

22. Belize <BZ>/

23. Benin <BJ>/

24. Bermuda <BM>/

25. Bhutan <BT>/

26. Bolivia <BO>/

27. Bosnia and Herzegovina <BA>/

28. Botswana <BW>/

29. Bouvet Island <BV>/

30. Brazil <BR>/

31. the British Indian Ocean Territory <IO>/

32. Brunei Darussalam <BN>/

33. Bulgaria <BG>/

34. Burkina Faso <BF>/

35. Burundi <BI>/

36. Cambodia (Kampuchea) <KH>/

37. Cameroon <CM>/

38. Canada <CA>/

39. Cape Verde <CV>/

40. the Cayman Islands <KY>/

41. the Central African Republic <CF>/

42. Chad <TD>/

43. Chile <CL>/

44. China <CN>/

45. the Christmas Islands <CX>/

46. the Cocos Islands <CC>/

47. Colombia <CO>/

48. Comoros <KM>/

49. the Congo <CG>/

50. Congo, Democratic Republic (Zaire) <CD>/

51. the Cook Islands <CK>/

52. Costa Rica <CR>/

53. Cote d'Ivoire <CI>/

54. Croatia (Hrvatska) <HR>/

55. Cuba <CU>/

56. Cyprus <CY>/

57. Czech Republic <CZ>/

58. Czechoslovakia (former) <CS>/

59. Denmark <DK>/

60. Djibouti <DJ>/

61. Dominica <DM>/

62. the Dominican Republic <DO>/

63. East Timor <TP>/

64. Ecuador <EC>/

65. Egypt <EG>/

66. El Salvador <SV>/

67. Equatorial Guinea <GQ>/

68. Eritrea <ER>/

69. Estonia <EE>/

70. Ethiopia <ET>/

71. the Falkland Islands (Malvinas) <FK>/

72. the Faroe Islands <FO>/

73. Fiji <FJ>/

74. Finland <FI>/

75. France <FR>/

76. French, Metropolitan <FX>/

77. French Guiana <GF>/

78. French Polynesia <PF>/

79. French Southern Territories <TF>/

80. F.Y.R.O.M. (Macedonia) <MK>/

81. Gabon <GA>/

82. Gambia <GM>/

83. Georgia <GE>/

84. Germany <DE>/

85. Ghana <GH>/

86. Gibraltar <GI>/

87. Great Britain (UK) <GB>/

88. Greece <GR>/

89. Greenland <GL>/

90. Grenada <GD>/

91. Guadeloupe <GP>/

92. Guam <GU>/

93. Guatemala <GT>/

94. Guinea <GN>/

95. Guinea Bissau <GW>/

96. Guyana <GY>/

97. Haiti <HT>/

98. Heard and McDonald Islands <HM>/

99. Honduras <HN>/

100. Hong Kong <HK>/

101. Hungary <HU>/

102. Iceland <IS>/

103. India <IN>/

104. Indonesia <ID>/

105. Iran <IR>/

106. Iraq <IQ>/

107. Ireland <IE>/

108. Israel <IL>/

109. Italy <IT>/

110. Jamaica <JM>/

111. Japan <JP>/

112. Jordan <JO>/

113. Kazakhstan <KZ>/

114. Kenya <KE>/

115. Kiribati <KI>/

116. Korea (North) <KP>/

117. Korea (South) <KR>/

118. Kuwait <KW>/

119. Kyrgystan <KG>/

120. Laos <LA>/

121. Latvia <LV>/

122. Lebanon <LB>/

123. Lesotho <LS>/

124. Liberia <LR>/

125. Libya <LY>/

126. Liechtenstein <LI>/

127. Lithuania <LT>/

128. Luxembourg <LU>/

129. Macau <MO>/

130. Madagascar <MG>/

131. Malawi <MW>/

132. Malaysia <MY>/

133. the Maldives <MV>/

134. Mali <ML>/

135. Malta <MT>/

136. the Marshall Islands <MH>/

137. Martinique <MQ>/

138. Mauritania <MR>/

139. Mauritius <MU>/

140. Mayotte <YT>/

141. Mexico <MX>/

142. Micronesia <FM>/

143. Monaco <MC>/

144. Moldova <MD>/

145. Mongolia <MN>/

146. Montserrat <MS>/

147. Morocco <MA>/

148. Mozambique <MZ>/

149. Myanmar (Burma) (MM)/

150. Namibia <NA>/

151. Nauru <NR>/

152. Nepal <NP>/

153. the Netherlands <NL>/

154. Netherlands Antilles <AN>/

155. Neutral Zone <NT>/

156. New Caledonia <NC>/

157. New Zealand (Aotearoa) <NZ>/

158. Nicaragua <NI>/

159. Niger <NE>/

160. Nigeria <NG>/

161. Niue <NU>/

162. Norfolk Island <NF>/

163. the Northern Mariana Islands <MP>/

164. Norway <NO>/

165. Oman <OM>/

166. Pakistan <PK>/

167. Palau <PW>/

168. Panama <PA>/

169. Papua New Guinea <PG>/

170. Paraguay <PY>/

171. Peru <PE>/

172. the Philippines <PH>/

173. Pitcairn <PN>/

174. Poland <PL>/

175. Portugal <PT>/

176. Puerto Rico <PR>/

177. Qatar <QA>/

178. Reunion <RE>/

179. Romania <RO>/

180. Russian Federation <RU>/

181. Rwanda <RW>/

182. S. Georgia and S. Sandwich Islands <GS>/

183. Saint Kitts and Nevis <KN>/

184. Saint Lucia <LC>/

185. Saint Vincent and Grenadines <VC>/

186. Samoa <WS>/

187. San Marino <SM>/

188. Sao Tome and Principe <ST>/

189. Saudi Arabia <SA>/

190. Senegal <SN>/

191. the Seychelles <SC>/

192. Sierra Leone <SL>/

193. Singapore <SG>/

194. Slovenia <SI>/

195. the Slovak Republic <SK>/

196. the Solomon Islands <SB>/

197. Somalia <SO>/

198. South Africa <ZA>/

199. Spain <ES>/

200. Sri Lanka <LK>/

201. St. Helena <SH>/

202. St. Pierre and Miquelon <PM>/

203. Sudan <SD>/

204. Suriname <SR>/

205. the Svalbard & Jan Mayen Islands <SJ>/

206. Swaziland <SZ>/

207. Sweden <SE>/

208. Switzerland <CH>/

209. Syria <SY>/

210. Taiwan <TW>/

211. Tajikistan <TJ>/

212. Tanzania <TZ>/

213. Thailand <TH>/

214. Togo <TG>/

215. Tokelau <TK>/

216. Tonga <TO>/

217. Trinidad and Tobago <TT>/

218. Tunisia <TN>/

219. Turkey <TR>/

220. Turkmenistan <TM>/

221. the Turks and Caicos Islands <TC>/

222. Tuvalu <TV>/

223. Uganda <UG>/

224. Ukraine <UA>/

225. the United Arab Emirates <AE>/

226. the United Kingdom <UK>/

227. the United States of America <US>/

228. the US Minor Outlying Islands <UM>/

229. the USSR (former) <SU>/

230. Uruguay <UY>/

231. Uzbekistan <UZ>/

232. Vanuatu <VU>/

233. Vatican City <VA>/

234. Venezuela <VE>/

235. Viet Nam <VN>/

236. the Virgin Islands (US) <VI>/

237. the Virgin Islands (British) <VG>/

238. Wallis and Futuna Islands <WF>/

239. Western Sahara <EH>/

240. Yemen <YE>/

241. Yugoslavia <YU>/

242. Zambia <ZM>/

243. Zimbabwe <ZW>/

244. <not specified>/

#23. <Address of person/group that has isolated the virus> email: [mailto]/

Additional Names
#24. Involved in the submission of the isolate was also <additional contact 1: title, given name and family name>/

#25. Involved in the submission of the isolate was also <additional contact 1: institutional address plus email>/

#26. Involved in the submission of the isolate was also <additional contact 2: title, given name and family name>/

#27. Involved in the submission of the isolate was also <additional contact 2: institutional address plus email>/

#28. Involved in the submission of the isolate was also <additional contact 3: title, given name and family name>/

#29. Involved in the submission of the isolate was also <additional contact 3: institutional address plus email>/

Reference to isolation
#30. Reference: <to isolation or first report(s)>/

List [author] (last_name first_name), [year], [title], [journal/bulletin/report/book], [volume], [pages]. If more than one reference should be cited, please add a ';' (semicolon) before the next reference.

#31. PubMed ID to this reference is PMID [[http:]www.ncbi.nlm.nih.gov/entrez/utils/qmap.cgi?form=6&db=m&Dopt=r&uid=*****]/

CLASSIFICATION  

General Classification
#32. This is a description of a(n) <whether known or unknown virus or subviral entity/agent>/

1. <virus or subviral entity/agent>/

2. <virus where the host has not been established, i.e., many tailed phages in the ocean>/

3. novel agent of unknown origin that causes symptoms in its <host>/

#33. This is a description of a(n) <whether an animal, bacterial, fungal or plant virus/subviral entity/agent (general host category list corresponds with the ICTV Subcommittees)>  /

1. algal/

2. archaeal/

3. bacterial <Eubacteria>/

4. fungal/

5. invertebrate/

6. plant <higher Planucleotides>/

7. protozoan/

8. vertebrate/

9. <host unknown>/

traditional (vernacular) grouping of host(s) listed here correspond with the ICTV categories. Questions concerning the formal taxonomic grouping of the host(s) will be addressed in detail under "Biological Properties", "Natural Host Range".

#34. This is a description of a(n) <whether virus or subviral entity/agent>/

1.  virus/

2.  satellite/

3.  prion/

4.  viroid/

5.  satellite virus/

#35. This is a description   at the <whether level of order, family, genus or species>/

1. order level/

2. family level/

3. subfamily level/

4. genus level/

5. serogroup level <described on the taxonomic level of species or below>/

6. serocomplex level <described on the taxonomic level of species or below>/

7. species level <also type species>/

8. strain level <taxonomic level below subspecies and serotype>/

9. isolate level <taxonomic level below subspecies, serotype and strain>/

10. subspecies level <taxonomic level below species>/

11. serotype level <taxonomic level below subspecies>/

12. clone level <taxonomic level below isolate>/

13. level of an obsolete taxonomic grouping, but the name has been kept here for historic reasons. The reclassified virus is listed under its new position <enter new name>/

Identify the level of description. The lowest taxonomic level of a description is the isolate level. A description can have only one level.

#36. This is a description   with data <whether all or few aspects of the virus>/

1. on all virus properties from morphology to genome, replication, antigenicity and biological properties/

2. describing symptoms and host range <subset of biological properties>/

3. restricted to the genomic sequence <subset of virus properties: nucleic acid>/

4. restricted to morphological and genomic aspects <subset of virus properties: morphology and nucleic acid>/

5. limited to classification details. If you have primary data on this virus, please submit them to ICTVdB [[http:]www.ncbi.nlm.nih.gov/ICTVdb/EntVir/index.htm] using the online data entry systems [/A] or contact the [[mailto:]buchen@bio2.edu] ICTVdB management [/a]./

6. for a variant <insert strain or species name>/

This is a "house keeping" question and will be filled in by the ICTVdB management. If data of the particle properties and biological properties are known and entered, then a description is considered complete.

ICTVdB Classification
#37. ICTVdB Virus Code: <decimal code number used throughout ICTVdB> <e.g., 03.019.0.01.001>/

Virus Code (VC) is the decimal code used throughout the ICTVdB database and is assigned by the ICTVdB management. The VC has the same function as EC for enzymes or ID for sequences. A new virus isolate should be submitted to ICTVdB in order to be registered with ICTVdB and be accepted by the ICTV Study Groups. Therefore ICTV has proposed that virus isolates must be registered in the ICTVdB before the data associated with them can be published. This proposal will ensure that the scientific community can clearly identify the source of the isolate from which data are produced (at present there are problems with this) and as more virus isolates are sequenced, the data are clearly linked and identified in databases such as GenBank. 

The code can change, if the taxon changes its taxonomic position. The old VC will be retained and point to the code.

#38. Virus accession number: <used only within ICTVdB database system, not as an outside reference>/

The virus accession number will be generated automatically when entering a new description online using EntVir, the data entry system of ICTVdB.

#39. Former Virus Code: <decimal code number before a taxonomic change moved the taxon into a different location>/

The former virus code number will be entered by the ICTVdB management.

#40. Former accession number: <previous WWW file name for ICTVdB>/

The former virus accession number will be entered by the ICTVdB management.

NCBI Taxon ID
#41. TaxID: <is used by sequence databases to link from the organism to the sequence and vice versa> [[http:]www.ncbi.nlm.nih.gov/htbin-post/Taxonomy/wgetorg?id=*****]/

Go to the web page www.ncbi.nlm.nih.gov/htbin-post/Taxonomy/wgetorg?name=Viruses and search for the virus name in question.

Biocontainment Level
#42. Health authorities recommend to handle this virus at the biocontainment level/

1. BSL-1/

2. BSL-2/

3. BSL-3/

4. BSL-4/

the biocontainment manual published by the U.S. National Institutes of Health can be found at www.cdc.gov/od/ohs/biosfty/bmbl4/bmbl4toc.htm. Be aware that even the most prominent alert lists provided by biocontainment, biohazard, biological warfare and others agencies such as the Australia Group (www.australiagroup.net/agcomcon.htm) or the Office International des Epizooties (OIE www.oie.int/eng/maladies/en_classification.htm), use a mixture of virus names and disease names. The European and Mediterranean Plant Protection Organization provides an alert lists for plant viruses and other plant pests at www.eppo.org/QUARANTINE/Alert_List/alert_list.html.

Taxon Name
#43. The taxon <has ICTV approved name or not>/

1. has the accepted ICTV name/

2. has a provisional name proposed to the ICTV, but is not yet accepted <reference: study group>/

3. has a name proposed by <reference to submission>/

4. is not listed in the current ICTV Report/

5. <unused - to be deleted>/

6. is an artificial holding bin for unassigned species/

7. has been taken off the list of ICTV approved names/

8. is a novel virus not yet listed in the current ICTV Report/

Taxon is used as neutral term instead of family or genus, because the descriptions in the database can be on any taxonomic level from order down to isolate.

#44. Alternative name: <or name previously approved by ICTV, if different from above name>/

Alternative name(s) are valid and found in the literature, however, according to ICTV, they are presently not the preferred names.

Synonyms and Acronyms
#45. Misnomer <found in the literature or sequence databanks>/

#46. Synonym(s): <names in use, but not currently approved by ICTV as a valid name>/

List synonyms, i.e. names which are no longer valid names or have been used in the literature to describe a "new species", which was later found to be a geographical race or strain of or identical to a previously described species. Include also common names in different languages. If reference(s) are available put them in braces ({ref.}) after the name. Do not include names of diseases or strains.

#47. ICTV approved acronym:/

List only the currently approved acronym. If there is more than one acronym list those under the following character.

#48. Acronym(s): <in use, but not accepted by ICTV as valid acronyms>/

Taxonomic Structure 

Classification at species level and below
#49. Virus <subspecies/serotype/strain/isolate/clone> is assigned to <whether strain, serotype or species>/

1. strain/

2. serotype/

3. serocomplex/

4. subspecies/

5. species/

6. isolate/

virus is assigned to isolate or strain
#50. <Virus clone or isolate is assigned to the strain: list name>  /

virus is assigned to species
#51. <Virus subspecies/serotype/strain/isolate is assigned to the species: list name>  /

In 1999 ICTV decided that the descriptions in ICTVdB should be on the isolate level. Species descriptions will be generated in future from a summation of primary data of isolates. Please list the name of the species to which the strain or isolate belongs.

virus is assigned to serotype
#52. <Virus strain/isolate is assigned to the serotype: list name>  /

virus is assigned to serocomplex
#53. <Virus serotype/strain/isolate is assigned to a serocomplex: list name>  /

virus is assigned to subspecies
#54. <Virus serotype/strain/isolate is assigned to the subspecies: list name>  /

ICTV species category
#55. Virus <if a species, whether it is a type, approved or tentative>/

1. is the type species <of the genus>/

2. is an ICTV approved species <but not type> <in the genus>/

3. <has similarities with other species in this genus and> is <considered> a tentative member <of the genus>/

4. <has similarities with other species of this subfamily but> has not been assigned to a <particular> genus <select subfamily below>/

5. <has similarities with other species of this family but> has not been assigned to a particular genus <select family below>/

6. is unclassified <does not belong to either a family or genus>/

7. is a novel species <in the genus and has not yet been approved by ICTV>/

8. is not listed in the 7th ICTV Report, but is considered to be a species <in the genus>/

9. is not listed in the 7th ICTV Report, but is considered to be a tentative member <of the genus>/

Select the higher taxonomic levels from lists provided in the following questions.

Classification at genus level
#56. Virus is <whether assigned to a genus>/

1. <assigned to a genus> <go to next question>/

2. not assigned to a genus/

#57. Virus is assigned to the genus <select genus>/

1. 00.010.0.01. Alfamovirus/

2. 00.091.0.01. Allexivirus/

3. 00.037.0.02. Allolevirus/

4. 00.049.0.03. Alphacryptovirus/

5. 00.045.0.01. Alphanodavirus/

6. 00.061.1.03. Alpharetrovirus/

7. 00.073.0.01. Alphavirus/

8. 00.017.0.03. Ampelovirus/

9. 00.052.0.05. Aphthovirus/

10. 80.001.0.04. Apscaviroid/

11. 00.009.0.01. Aquabirnavirus/

12. 00.060.0.05. Aquareovirus/

13. 00.003.0.01. Arenavirus/

14. 03.004.0.01. Arterivirus/

15. 00.082.0.01. Ascovirus/

16. 00.002.0.01. Asfivirus/

17. 00.005.0.01. Astrovirus <split into Avastrovirus and Mamastrovirus>/

18. 00.001.0.03. Atadenovirus/

19. 00.074.0.07. Aureusvirus/

20. 00.074.0.06. Avenavirus/

21. 00.001.0.02. Aviadenovirus/

22. 00.005.0.02. Avastrovirus/

23. 00.009.0.02. Avibirnavirus/

24. 00.030.0.02. Avihepadnavirus/

25. 00.058.1.03. Avipoxvirus/

26. 80.002.0.01. Avsunviroid/

27. 01.048.1.05. Avulavirus <was NDV-like viruses>/

28. 00.093.0.02. Babuvirus/

29. 00.015.0.05. Badnavirus/

30. 00.008.0.01. Barnavirus/

31. 00.042.0.05. Gokushuvirus <in place of Bdellomicrovirus, Chlamydiamicrovirus and Spiromicrovirus>/

32. 00.029.0.03. Begomovirus/

33. 00.088.0.01. Benyvirus/

34. 00.049.0.04. Betacryptovirus/

35. 00.045.0.02. Betanodavirus/

36. 00.061.1.01. Betaretrovirus/

37. 00.072.0.01. Betatetravirus/

38. 01.081.0.01. Bornavirus/

39. 00.055.0.02. Bracovirus/

40. 00.050.2.03. Brevidensovirus/

41. 00.010.0.03. Bromovirus/

42. 00.057.0.03. Bymovirus/

43. 02.066.0.05. "c2–like viruses"/

44. 00.012.0.01. Calicivirus <obsolete, now Vesivirus>/

45. 00.013.0.01. Capillovirus/

46. 00.058.1.04. Capripoxvirus/

47. 00.052.0.04. Cardiovirus/

48. 00.014.0.01. Carlavirus/

49. 00.074.0.02. Carmovirus/

50. 00.015.0.03. Cavemovirus (was "Cassava vein mosaic–like viruses")/

51. 00.015.0.01. Caulimovirus/

52. <00.042.0.04. Chlamydiamicrovirus>/

53. 00.036.0.02. Chloriridovirus/

54. 00.051.0.01. Chlorovirus/

55. 00.106.0.01. Chrysovirus <removed from Partitiviridae and proposed as genus in the novel family Chrysoviridae>/

56. 00.016.0.01. Circovirus/

57. 00.017.0.01. Closterovirus/

58. 80.001.0.03. Cocadviroid/

59. 80.001.0.05. Coleviroid/

60. 00.060.0.04. Coltivirus/

61. 00.018.0.01. Comovirus/

62. 03.019.0.01. Coronavirus/

63. 00.020.0.01. Corticovirus/

64. 00.074.0.03. Maculavirus <was first proposed as Cribovirus>/

65. 00.101.0.01. Cripavirus <="Cricket paralysis-like viruses"
>/

66. 00.017.0.02. Crinivirus/

67. 00.010.0.04. Cucumovirus/

68. 00.029.0.02. Curtovirus/

69. 00.060.0.06. Cypovirus/

70. 00.021.0.01. Cystovirus/

71. 00.031.2.01. Cytomegalovirus/

72. 01.062.0.04. Cytorhabdovirus/

73. 00.061.2.05. Deltaretrovirus/

74. 82.022.0.01. Deltavirus/

75. 00.050.2.01. Densovirus/

76. 00.050.1.03. Dependovirus/

77. 00.074.0.03. Dianthovirus/

78. 01.025.0.02. Ebolavirus <was "Ebola-like viruses">/

79. 00.039.0.03. Enamovirus/

80. 00.052.0.01. Enterovirus/

81. 00.009.0.03. Entomobirnavirus/

82. 00.058.2.01. Entomopoxvirus A/

83. 00.058.2.02. Entomopoxvirus B/

84. 00.058.2.03. Entomopoxvirus C/

85. 00.060.0.11. Entomoreovirus/

86. 01.062.0.03. Ephemerovirus/

87. 00.061.2.08. Epsilonretrovirus/

88. 00.052.0.07. Erbovirus <equine rhinitis virus>/

89. 00.098.0.02. Errantivirus/

90. 00.050.1.02. Erythrovirus/

91. 00.018.0.02. Fabavirus/

92. 00.060.0.07. Fijivirus/

93. 00.026.0.01. Flavivirus/

94. 00.090.0.01. Foveavirus/

95. 00.027.0.01. Furovirus/

96. 00.028.0.01. Fusellovirus/

97. 00.061.1.02. Gammaretrovirus/

98. 00.075.0.02. Giardiavirus/

99. 00.006.0.02. Granulovirus/

100. 00.016.0.02. Gyrovirus/

101. 00.011.0.02. Hantavirus/

102. 00.097.0.02. Hemivirus/

103. 01.048.1.04. Henipavirus/

104. 00.026.0.03. Hepacivirus/

105. 00.084.0.01. Hepevirus <was "Hepatitis E-like viruses">/

106. 00.052.0.03. Hepatovirus/

107. 00.102.0.01. "His1–like viruses"*/

108. 00.032.0.01. Hordeivirus/

109. 80.001.0.02. Hostuviroid/

110. 00.033.0.01. Hypovirus/

111. 00.055.0.01. Ichnovirus/

112. 00.031.0.01. Ictalurivirus <was "Ictalurid herpes-like viruses">/

113. 00.034.0.01. Idaeovirus/

114. 00.010.0.02. Ilarvirus/

115. 00.101.0.02. Iflavirus <was "Infectious flacherie-like viruses">/

116. 00.031.1.04. Iltovirus <was "Infectious laryngo-tracheitis-like viruses">/

117. 00.046.0.01. Influenzavirus A/

118. 00.046.0.04. Influenzavirus B/

119. 00.046.0.02. Influenzavirus C/

120. 00.035.0.01. Inovirus/

121. 00.057.0.05. Ipomovirus/

122. 00.036.0.01. Iridovirus/

123. 00.046.0.05. Isavirus <Infectious salmon anemia virus>/

124. 00.050.2.02. Iteravirus/

125. 00.052.0.08. Kobuvirus <Aichi virus>/

126. 02.066.0.04. "L5–like viruses"/

127. 00.012.0.02. Lagovirus/

128. 02.066.0.01. "λ–like phages"/

129. 00.075.0.03. Leishmaniavirus/

130. 00.061.1.06. Lentivirus/

131. 00.058.1.05. Leporipoxvirus/

132. 00.037.0.01. Levivirus/

133. 00.038.0.02. Lipocylindrusvirus* <not yet proposed to ICTV>/

134. 00.038.0.01. Lipothrixvirus/

135. 00.039.0.01. Luteovirus/

136. 00.031.3.01. Lymphocryptovirus/

137. 00.036.0.04. Lymphocystivirus/

138. 01.062.0.02. Lyssavirus/

139. 00.074.0.05. Machlomovirus/

140. 00.057.0.04. Macluravirus/

141. 00.005.0.01. Mamastrovirus/

142. 00.077.0.02. Marafivirus/

143. 01.025.0.01. Marburgvirus <was "Marburg–like viruses">/

144. 00.031.1.03. Mardivirus <was "Marek's disease-like viruses">/

145. 00.001.0.01. Mastadenovirus/

146. 00.029.0.01. Mastrevirus/

147. 01.048.2.02. Metapneumovirus/

148. 00.098.0.01. Metavirus/

149. 00.042.0.01. Microvirus/

150. 00.096.0.02. Mitovirus/

151. 00.058.1.07. Molluscipoxvirus/

152. 01.048.1.02. Morbillivirus/

153. 02.043.0.04. "Mu–like viruses"/

154. 00.031.2.02. Muromegalovirus/

155. 02.066.0.07. "N15-like viruses" <proposed>/

156. 02.054.0.04. "N4-like viruses" <proposed>/

157. 00.011.0.03. Nairovirus/

158. 00.093.0.01. Nanovirus/

159. 00.096.0.01. Narnavirus/

160. 00.074.0.04. Necrovirus/

161. 00.018.0.03. Nepovirus/

162. 00.012.0.03. Norovirus <was "Norwalk-like viruses">/

163. 01.062.0.06. Novirhabdovirus/

164. 00.006.0.01. Nucleopolyhedrovirus/

165. 01.062.0.05. Nucleorhabdovirus/

166. 03.104.0.01. Okavirus/

167. 00.010.0.05. Oleavirus/

168. 00.072.0.02. Omegatetravirus/

169. 00.094.0.01. Ophiovirus/

170. 00.060.0.02. Orbivirus/

171. 00.011.0.01. Orthobunyavirus/

172. 00.030.0.01. Orthohepadnavirus/

173. 00.058.1.01. Orthopoxvirus/

174. 00.060.0.01. Orthoreovirus/

175. 00.060.0.09. Oryzavirus/

176. 00.089.0.01. Ourmiavirus/

177. 02.043.0.02. "P1–like viruses"/

178. 02.043.0.03. "P2–like viruses"/

179. 02.054.0.03. "P22–like viruses"/

180. 00.104.0.01. "P4-like satellite viruses"/

181. 02.043.0.07. "PBS1-like viruses" <proposed>/

182. 00.074.0.08. Panicovirus/

183. 00.099.0.01. Papillomavirus/

184. 00.058.1.02. Parapoxvirus/

185. 00.052.0.06. Parechovirus/

186. 00.049.0.01. Partitivirus/

187. 00.050.1.01. Parvovirus/

188. 00.087.0.01. Pecluvirus/

189. 80.002.0.02. Pelamoviroid/

190. 00.006.0.03. Penaeovirus* <not yet proposed to ICTV>/

191. 00.026.0.02. Pestivirus/

192. 00.015.0.06. Petuvirus < was "Petunia vein clearing–like viruses">/

193. 00.051.0.04. Phaeovirus/

194. 02.054.0.02. "φ 29–like viruses"/

195. 02.043.0.08. "φC13-like viruses"/

196. 02.043.0.06. "φH–like viruses"/

197. 00.011.0.04. Phlebovirus/

198. 00.060.0.08. Phytoreovirus/

199. 00.053.0.01. Plasmavirus/

200. 00.035.0.02. Plectrovirus/

201. 01.048.2.01. Pneumovirus/

202. 00.039.0.02. Polerovirus/

203. 00.047.0.01. Polyomavirus/

204. 00.086.0.01. Pomovirus/

205. 80.001.0.01. Pospiviroid/

206. 00.056.0.01. Potexvirus/

207. 00.057.0.01. Potyvirus/

208. Potyvirus, VIDE unassigned/

209. 00.051.0.02. Prasinovirus/

210. 00.051.0.03. Prymnesiovirus/

211. 02.066.0.06. "ψM1–like viruses"/

212. 00.097.0.01. Pseudovirus/

213. 00.036.0.03. Ranavirus/

214. 01.048.1.01. Respirovirus/

215. 00.031.3.02. Rhadinovirus/

216. 01.062.0.0I. Rhabdovirus, Unassigned Invertebrate/

217. 01.062.0.0P. Rhabdovirus, Unassigned Plant/

218. 01.062.0.0V. Rhabdoviruses, Unassigned Vertebrate/

219. Rhabdovirus, VIDE unassigned Plant/

220. 00.052.0.02. Rhinovirus/

221. 00.063.0.01. Rhizidiovirus/

222. 00.015.0.04. Tungrovirus <was "Rice tungro bacilliform–like viruses">/

223. 00.031.2.03. Roseolovirus/

224. 00.060.0.03. Rotavirus/

225. 00.073.0.02. Rubivirus/

226. 01.048.1.03. Rubulavirus/

227. 00.083.0.01. Rudivirus/

228. 00.057.0.02. Rymovirus/

229. 00.012.0.04. Sapovirus <was "Sapporo-like viruses">/

230. 00.060.0.10. Seadornavirus/

231. 00.065.0.01. Sequivirus/

232. 00.001.0.04. Siadenovirus/

233. 00.031.1.01. Simplexvirus/

234. 00.067.0.01. Sobemovirus/

235. 00.015.0.02. Soymovirus <was "Soybean chlorotic mottle–like viruses">/

236. 02.043.0.05. "SP01–like Phages/

237. <00.042.0.02. Spiromicrovirus>/

238. 00.061.2.07. Spumavirus/

239. 00.058.1.06. Suipoxvirus/

240. 00.095.0.01. "Sulfolobus SNDV-like viruses" <Guttavirus*>/

241. 02.066.0.02. "T1–like viruses"/

242. 02.043.0.01. "T4–like viruses"/

243. 02.066.0.03. "T5–like viruses"/

244. 02.054.0.01. "T7–like viruses"/

245. 00.068.0.01. Tectivirus/

246. 00.069.0.01. Tenuivirus/

247. 00.052.0.09. Teschovirus/

248. 00.046.0.03. Thogotovirus/

249. 00.071.0.01. Tobamovirus/

250. 00.072.0.01. Tobravirus/

251. 00.074.0.01. Tombusvirus/

252. 00.029.0.04. Topocuvirus/

253. 03.019.0.02. Torovirus/

254. 00.011.0.05. Tospovirus/

255. 00.075.0.01. Totivirus/

256. 00.048.1.06. "TPMV–like viruses"*/

257. 00.076.0.01. Trichovirus/

258. 00.057.0.06. Tritimovirus/

259. 00.077.0.01. Tymovirus/

260. 00.078.0.01. Umbravirus/

261. 00.031.1.02. Varicellovirus/

262. 00.092.0.01. Varicosavirus/

263. 01.062.0.01. Vesiculovirus/

264. 00.012.0.02. Vesivirus/

265. 00.085.0.01. Vitivirus/

266. 00.065.0.02. Waikavirus/

267. 00.103.0.01. Whispovirus/

268. 00.058.1.08. Yatapoxvirus/

269. 81.002.1. double stranded Satellite DNAs/

270. 81.002.3. double stranded Satellite RNAs/

271. 81.001.2. single-stranded DNA Satellite Viruses/

272. 81.002.4. single stranded Satellite RNAs/

273. 81.001.4. single-stranded RNA Satellite Viruses/

274. <name of a not yet listed genus>/

Classification at subfamily level
#58. Virus is <whether assigned to a subfamily>/

1. <assigned to a subfamily> <go to next question>/

2. <not assigned to a subfamily>/

#59. Virus is assigned to the subfamily <select name of subfamily>/

1. 00.031.1. Alphaherpesvirinae <00.031. Herpesviridae>/

2. 00.031.2. Betaherpesvirinae <00.031. Herpesviridae>/

3. 00.058.1. Chordopoxvirinae <00.058. Poxviridae>/

4. 00.050.2. Densovirinae <00.050. Parvoviridae>/

5. 00.058.2. Entomopoxvirinae <00.058. Poxviridae>/

6. 00.031.3. Gammaherpesvirinae <00.031. Herpesviridae>/

7. 01.048.1. Paramyxovirinae <01.048. Paramyxoviridae>/

8. 00.050.1. Parvovirinae <00.050. Parvoviridae>/

9. 01.048.2. Pneumovirinae <01.048. Paramyxoviridae>/

10. 00.061.1. Orthoretrovirinae <00.061. Retroviridae>/

11. 00.061.2. Spumaretrovirinae <00.061. Retroviridae>/

Classification at family level
#60. Virus is <whether assigned to a family>/

1. <assigned to a family> <go to next question>/

2. not assigned to a family/

#61. Virus is assigned to the family <select family name>/

1. 00.001. Adenoviridae/

2. 00.003. Arenaviridae/

3. 03.004. Arteriviridae/

4. 00.082. Ascoviridae/

5. 00.002. Asfarviridae/

6. 00.005. Astroviridae/

7. 80.002. Asunviroidae/

8. 00.006. Baculoviridae/

9. 00.008. Barnaviridae/

10. 00.009. Birnaviridae/

11. 01.081. Bornaviridae/

12. 00.010. Bromoviridae/

13. 00.011. Bunyaviridae/

14. 00.012. Caliciviridae/

15. 00.015. Caulimoviridae/

16. 00.016. Circoviridae/

17. 00.017. Closteroviridae/

18. 00.018. Comoviridae/

19. 03.019. Coronaviridae/

20. 00.020. Corticoviridae/

21. 00.021. Cystoviridae/

22. 00.101. Dicistroviridae <new. Houston 2002>/

23. 01.025. Filoviridae/

24. 00.026. Flaviviridae/

25. 00.028. Fuselloviridae/

26. 00.029. Geminiviridae/

27. 00.030. Hepadnaviridae/

28. 00.031. Herpesviridae/

29. 00.033. Hypoviridae/

30. 00.035. Inoviridae/

31. 00.036. Iridoviridae/

32. 00.037. Leviviridae/

33. 00.038. Lipothrixviridae/

34. 00.039. Luteoviridae/

35. 00.098. Metaviridae/

36. 00.042. Microviridae/

37. 02.043. Myoviridae/

38. 00.093. Nanoviridae <new. Houston 2002>/

39. 00.096. Narnaviridae/

40. 00.103. Nimaviridae <new. Houston 2002>/

41. 00.045. Nodaviridae/

42. 00.046. Orthomyxoviridae/

43. 03.104. Roniviridae <new. Houston 2002>/

44. 00.099. Papillomaviridae/

45. 01.048. Paramyxoviridae/

46. 00.049. Partitiviridae/

47. 00.050. Parvoviridae/

48. 00.051. Phycodnaviridae/

49. 00.052. Picornaviridae/

50. 00.053. Plasmaviridae/

51. 02.054. Podoviridae/

52. 00.055. Polydnaviridae/

53. 00.047. Polyomaviridae/

54. 80.001. Pospiviroidae/

55. 00.057. Potyviridae/

56. 00.058. Poxviridae/

57. 90.001. Prion/

58. 00.097. Pseudoviridae/

59. 00.060. Reoviridae/

60. 00.061. Retroviridae/

61. 01.062. Rhabdoviridae/

62. 00.083. Rudiviridae/

63. 81. Satellites/

64. 00.065. Sequiviridae/

65. 02.066. Siphoviridae/

66. 00.068. Tectiviridae/

67. 00.070. Tetraviridae/

68. 00.073. Togaviridae/

69. 00.074. Tombusviridae/

70. 00.075. Totiviridae/

71. 00.077. Tymoviridae <new. Houston 2002>/

72. 00.079. Unassigned Viruses/

73. 00.106. Chrysoviridae <new. Houston 2002>/

Classification at order level
#62. Virus is <whether assigned to an order>/

1. <assigned to an order> <go to next question>/

2. not assigned to an order/

#63. Virus is assigned to the order <select name of order>/

1. 02. Caudovirales/

2. 01. Mononegavirales/

3. 03. Nidovirales/

DEPOSITORIES and COLLECTIONS 

Fate of isolate
#64. The isolate <whether still available or not>/

1. has been deposited <e.g., a culture collection, go to next set of questions>/

2. is listed in historic records, but original is lost <give reference below>/

3. has been lost/

4. has been destroyed/

5. is available <from person or Institution>/

Depositories and Collections
#65. <The isolate has been deposited>   at <whether culture collection, private collection or institution>/

1. the American Type Culture Collection (ATCC)/

2. the German Collection of Microorganisms and Cell Cultures (DSMZ)/

3. a culture collection/

4. a private collection/

5. an institution/

6. <other>/

#66. <The isolate has been deposited at an institution not listed above>   at <give name of culture collection or institution if not listed above>/

#67. <The plant virus isolate has been deposited at ATCC>   and is listed in the ATCC catalogue with the reference number [[http:]www.atcc.org/SearchCatalogs/directdetail.cfm?collection=plvrs&atccNum=*****] <list catalog number>/

#68. <The animal virus isolate has been deposited at ATCC>   and is listed in the ATCC catalogue with the reference number [[http:]www.atcc.org/SearchCatalogs/directdetail.cfm?collection=av&atccNum=*****] <list catalog number>/

#69. <The bacteriophage isolate has been deposited at ATCC>   and is listed in the ATCC catalogue with the reference number [[http:]www.atcc.org/SearchCatalogs/directdetail.cfm?collection=bapg&atccNum=*****] <list catalog number>/

#70. <The plant virus isolate has been deposited at DSMZ>   and is listed in the DSMZ catalogue with the reference number [[http:]www.dsmz.de/plvirus/viruses/acronym.html] <enter acronym of virus species name and reference number to isolate>/

#71.   And is listed in the catalogue with the reference number/

Reference to taxon elsewhere
#72. A description of this taxon can also be found on the web pages of <in other lists, databanks or catalogues>/

1. World Health Organization (WHO) [[http:]www.who.int/health_topics/en/]/

2. U.S. Centers for Disease Control and Prevention (CDC), National Center for Infectious Diseases (NCID) [[http:]www.cdc.gov/ncidod/diseases/index.htm]/

3. VIDEdB, the plant virus database of the Australian National University [[http:]image.fs.uidaho.edu/vide/refs.htm] <all descriptions of VIDEdB are only updated in ICTVdB>/

4. AVIS, the Poona Arbovirus database <give ID number for description>/

5. <other database>/

6. United States Department of Agriculture [[http:]www.aphis.usda.gov/oa/at.html]/

7. Emedicine [[http:]www.emedicine.com/emerg/topiclist.htm]/

Give reference to isolate and not sequence lists.

TAXONOMIC PROPOSALS and CHANGES 

Proposals Submitted
#73. A taxonomic proposal has been submitted to the ICTV by the <Subcommittee (SC)>/

1. Bacterial Virus Subcommittee/

2. Fungal Virus Subcommittee/

3. Invertebrate Virus Subcommittee/

4. Plant Virus Subcommittee/

5. Vertebrate Virus Subcommittee/

The following section deals with the submission and evaluation of taxonomic proposals to the ICTV and will be a useful account of taxonomic movements and historic interest to virus systematists.

#74. <A taxonomic proposal has been submitted to the Executive Committee of the ICTV by the Fungal Virus SC>   Study Group for <virus group>/

1. Algal Viruses/

2. Hypoviridae/

3. Nudoviridae/

4. Protozoan Viruses/

5. Retroelements/

6. Partitiviridae/

#75. <A taxonomic proposal has been submitted to the Executive Committee of the ICTV by the Invertebrate Virus SC>   Study Group for <virus group>/

1. Ascoviridae/

2. Baculoviridae/

3. Iridoviridae/

4. Nodaviridae and Tetraviridae/

5. Polydnaviridae/

#76. <A taxonomic proposal has been submitted to the Executive Committee of the ICTV by the Plant Virus SC>   Study Group for <virus group>/

1. Bromoviridae/

2. Closteroviridae/

3. Comoviridae/

4. Caulimoviridae/

5. Furovirus/

6. Geminiviridae/

7. Luteoviridae/

8. Potexvirus and Carlavirus/

9. Potyviridae/

10. Nanoviridae/

11. Sobemovirus/

12. <Sequiviridae>/

13. <Tenuivirus>/

14. Tobamovirus <and Tobravirus>/

15. Tombusviridae/

16. Umbravirus/

17. Viroids/

18. Marafivirus/

19. Tymoviridae/

20. Satellites/

21. Unclassified Plant Viruses/

#77. <A taxonomic proposal has been submitted to the Executive Committee of the ICTV by the Vertebrate Virus SC>   Study Group for <virus group>/

1. Adenoviridae/

2. Asfarviridae/

3. Arenaviridae/

4. Arteriviridae/

5. Astroviridae/

6. Birnaviridae/

7. Bornaviridae/

8. Bunyaviridae/

9. Caliciviridae/

10. Circoviridae/

11. Coronaviridae/

12. Filoviridae/

13. Flaviviridae/

14. Hepadnaviridae/

15. Herpesviridae/

16. Orthomyxoviridae/

17. Papovaviridae/

18. Paramyxoviridae/

19. Parvoviridae/

20. Picornaviridae/

21. Poxviridae/

22. Prions/

23. Reoviridae/

24. Retroviridae/

25. Rhabdoviridae/

26. Togaviridae/

27. Unclassified Viruses/

#78. <A taxonomic proposal has been submitted to the Executive Committee>   at the meeting in <year>/

1. Jerusalem, August 1996/

2. Strasburg, April 1997/

3. San Diego, March 1998/

4. Sydney, August 1999/

5. Washington, DC, April 2001/

6. Houston, March 2002/

7. Paris, July 2002/

Recent Changes
#79. <A taxonomic proposal has been submitted to the Executive Committee of the ICTV>   to <amend status of taxon>/

1. change the position of the taxon/

2. include a new taxon/

3. create a new taxon/

4. remove the taxon from the position held/

5. reclassify the position of type species/

6. change the name/

7. move the taxon from its tentative position/

8. move the taxon from its unclassified position/

9. split the taxon/

10. recognize the taxon/

11. rename the taxon <from... to...>/

12. retire the taxon/

#80. The proposal <that has been submitted to the Executive Committee> has been <approved or not>/

1. discussed, but not yet approved/

2. approved/

3. approved by postal ballot following discussions/

4. rejected/

5. discussed and put to the ICTV members for final approval/

#81. <The proposal that has been submitted and decision held>   at the meeting of the Executive Committee in <year>/

1. Jerusalem, 1996/

2. Strasburg, 1997/

3. San Diego, 1998/

4. Sydney, 1999/

5. Washington, DC, April 2001/

6. Houston, March 2002/

7. Paris, 2002/

#82. <After discussions of the Executive Committee>   the taxon has <moved according to the proposal>/

1. been moved to its new position <list position>/

2. been removed from the Species <list name>/

3. been removed from the Subgenus <list name>/

4. been removed from the Genus <list name>/

5. been removed from the Subfamily <list name>/

6. been removed from the Family <list name>/

7. been removed from the Order <list name>/

8. <removed, but> not been given a new position/

9. been archived/

10. been consolidated with the Species <list name>/

11. been consolidated with the Subgenus <list name>/

12. been consolidated with the Genus <list name>/

13. been consolidated with the Subfamily <list name>/

14. been consolidated with the Family <list name>/

15. been consolidated with the Order <list name>/

#83. <After discussions of the Executive Committee>   the taxon has <resolution of taxonomic proposal>/

1. been designated as Species <list name of higher level taxon>/

2. been designated as Type Species/

3. been designated as Genus <list name of higher level taxon>/

4. been designated as Family <list name of higher level taxon>/

5. been designated as Order/

6. lost its status of Species/

7. lost its status of Type Species/

8. lost its status of Genus/

9. lost its status of Family/

10. lost its status of Order/

11. been accepted as tentative member <list name of higher level taxon>/

12. been accepted as unclassified member <list name of higher level taxon>/

#84. <Comments to the taxonomical proposal submitted to the E.C.>/

#85. <Comments:> <on name and taxonomic position, if position is not fully resolved>/

Comment on the taxonomic position and list, for example, the characters, that define it.

#86. WHO pathogen description <URL for description>/

#87. CDC pathogen description <URL for description>/

#88. AVIS database description <URL for description>/

VIRION PROPERTIES
 INTRODUCTION
#89. Symptoms in the host are well established <causative agent determined?>/

1. and the causative agent is determined <implicit>/

2. but the causative agent has not yet been clearly determined/

3. but viral-like structures have not yet been found/

In most cases when obvious symptoms are observed the nature of the agent causing the disease has been established. However, sometimes the virus, or subviral agent causing the symptoms or disease has not yet been determined. The next few questions are designed to separate naked viruses, viroids and prions from all other viruses during an interactive identification with INTKEY. During a data submission session these questions should be a only be considered if the causative agent is not yet known.

#90. <Whether viral-like structures or vesicles have been isolated from partially purified preparations>/

1. distinct viral structures are visible in thin sections of infected tissue <implicit>/

2. enveloped structures occur in vacuoles of infected cells, but no conventional virus structure have been found <e.g.,, Umbravirus>/

3. evidence of virions has been suggested by filtration, but viral particles have not yet been visualized by electron microscopy/

4. pleomorphic vesicles surrounded by rough endoplasmatic reticulum occur in infected tissue, but they do not contain typical viral structures <Hypoviridae: 50–80 nm in diameter>/

5. rod-shaped particles are visible in microsomal membranes of infected brain cells <Prions>/

6. no viral structures observed/

7. rod-like structures of about 165 nm <range 25–550 nm> in length and 11 nm in diameter are visible in electron microscopic preparations/

virions are infective particles that consist of a genome which is usually encapsidated by virus encoded protein(s). In contrast subviral agents consist of either a genome plus capsid protein, e.g., satellite virus, but need a helper virus for infection or replication, or a genome which will be inserted into a capsid provided by the helper virus, e.g., P4 satellites. Viroids are unencapsidated, small, circular, single-stranded RNAs, resembling in structure mRNA, and replicate autonomously when inoculated into host plants. Prions are found in microsomal fractions of infected tissue which contains numerous infective membrane vesicles. The rod-like structures found in brain microsomes are not infective. To date, no nucleic acid has been associated with prion protein.

#91. <Whether viral-like structures or vesicles have been isolated from partially purified preparations>/

1.   are found in partially purified preparations < Umbravirus>/

2.   are isolated from infected tissue <e.g.,, Hypovirus>/

3. have not been isolated from infected tissue/

4.   infectious vesicles found in enriched microsomal preparations, but there is no evidence for an essential nucleic acid within the particles/

#92. Isolated material is <whether infectious or not infectious; whether contains or does not contain proteins and or nucleic acids>/

1. infectious and is composed of nucleic acid and non-structural proteins <e.g., Umbravirus>/

2. rod-shaped, but not considered to be the infective entity <Prions>/

3. infectious and contains nucleic acid and polymerase activity <e.g., Hypovirus>/

#93. Particles <whether contain nucleic acid or not>/

1. contain nucleic acid/

2. do not contain nucleic acid/

#94. <Nucleic acid of virus/phage/viroid is> <whether encapsidated or not, or whether relies on helper virus for encapsidation>  /

1. nucleic acid of virions is encapsidated <implicit>/

2. nucleic acid is not encapsidated <Narnaviridae, Satellites, Viroids>/

3. virus relies for encapsidation on a helper virus/

#95. <Methods used to determine> size and shape of virus has been/

1. determined by crystallography/

2. determined by electron microscopy/

3. estimated by its sedimentation coefficient/

4. estimated by filtration/

MORPHOLOGY 

Virion structure and components
#96. <Type of virus, whether virions, phages, transposons or virus-like particles>/

1. virions /

2. phages /

3. retrotransposons /

4. virus-like particles /

5. satellite virus /

6. satellite /

7. viroids /

This question provides synonyms so that a bacteriophage can be termed phage instead of virus.

#97. <Virions/phages/transposons/satellites whether have a simple, complex, or compound construction or no structure>/

1. have a simple construction <round or elongated, unenveloped virions>/

2. have a complex construction <enveloped virions or unenveloped virions with multilayerd capsids>/

3. are compound <and consist of a head and tail>/

4. are poorly characterized/

5. have no true particles/

6. are unencapsidated nucleic acid strands which replicate autonomously <viroids>/

7. are nucelic acid molecules that depend for their productive multiplication on co-infection of a host with a helper virus <satellites>/

8. encode the coat protein <satellite virus>/

#98. <Virions or phages>   and consist of <structural components of particle>/

1. an envelope <including inner and outer envelope>/

2. a surface membrane/

3. a tegument/

4. a head <of a phage> <phage heads are treated in the context of the database equivalent to isometric capsid; all questions asked to describe isometric capsids also apply to phage heads>/

5. a capsid <including inner and outer capsid>/

6. spikes/

7. a tail/

8. fibers/

9. a nucleocapsid/

10. a core/

11. a polymerase complex/

12. <nucleocapsid> associated protein(s)/

13. a nucleoprotein complex/

14. a nucleoid/

15. lateral bodies/

16. a matrix protein/

17. appendages <e.g., Tectiviridae, Phycodnaviridae or Nimaviridae, Fuselloviridae>/

18. an internal lipid membrane <e.g., Iridoviridae, Corticoviridae>/

List of structural building blocks that make up a virion or phage and are surrounding the nucleic acid. Non-structural proteins, such as enzymes are covered later.

Extracellular phase and encapsidation
#99. During their life cycle, virions <do or do not have an extracellular transcription phase>/

1. have an extracellular transcription phase/

2. produce extracellular particles <extracellular enveloped virus EEV>/

3. produce intracellular particles <intracellular mature virus IMV>/

4. have not been observed outside a cellular environment/

5. never leave the cellular environment/

6. never leave the coenocytic environment/

7. have a cell-associated cycle/

Phenotypes and occlusion bodies
#100. During their life cycle, virions <one or more phenotypes during infection>/

1. occur in one phenotype only <implicit>/

2. can occur in two phenotypes/

The majority of viruses have only one phenotype. Baculoviridae have more than one, where e.g. during the extracellular life cycle phase virions are enveloped but not during the intracellular phase.

#101. During their life cycle, virions <when having an extracellular transcription phase whether encapsidated or enveloped>/

1.    are encapsidated during extracellular transcription phase <implicit>/

2.    are dependent on co-infection and a close relationship for encapsidation <with another virus, e.g., Umbravirus>/

3. may be enveloped during their extracellular phase/

4. loose during the extracellular phase the sometimes observed intracellular envelope/

#102. <Virion dependent for encapsidation>   with a member from the <genus>/

1. genus Luteovirus/

2. genus Enamovirus/

3. genus <list name>/

#103. The infection is initiated by <whether by occlusion derived, extracellular virions (ODV) or budded virions (BV)>/

1. extracellular virions/

2. extracellular virions in the gut epithelium (phenotype I)/

3. phenotype II virions generated when the nucleocapsids bud through the plasma membrane at the surface of infected cells (termed budded virions or BV) <Baculoviridae progeny of secondary infection in epithelial gut cells and most other viruses>/

4. intracellular particles are referred to as virus-like particles (VLPs)/

#104. Virus <whether sequestered within inclusion bodies>/

1. may be sequestered within inclusion bodies/

2. is not sequestered within inclusion bodies/

#105. <Virions>   which are <whether occluded by protein bodies or crystals in thin sections>/

1. occluded by protein bodies/

2. occluded by a crystalline protein matrix <Baculoviridae progeny of primary infection (phenotype I)>/

3. not occluded <phenotype II> and typically contain one nucleocapsid/

This includes virions occluded by occlusion or inclusion proteins in cells, including polyhedrin of Nuclearpolyhedrovirus or granulin of Granulovirus, or crystalline protein matrix of Cypovirus.

#106.   Composed of a single viral protein, <name of occlusion protein>/

1. polyhedrin <Nucleopolyhedrovirus>/

2. granulin <Granulovirus>/

3. spheroidin/

#107.   Designated <name of occlusion protein>/

#108. Virus initiating infection is occluded by a crystalline protein matrix <whether shape of matrix is polyhedral, ovicylindrical or spherical>/

1. of polyhedral shape/

2. of ovicylindrical shape/

3. of spherical shape/

#109.   Each occlusion body measures/

μm/

#110.   Each occlusion body contains <number of virions>/

1. one virion/

2. two virions/

3. three virions/

4. several virions/

5. many enveloped virions/

#111. Virions in occlusions consist of <number of nucleocapsids>/

1. a single nucleocapsid (S)/

2. multiple nucleocapsids (M) within a single viral envelope/

Enveloped Particles 

Envelope

#112. Virions are <enveloped> <or whether found in vesicles or not enveloped>/

1. enveloped/

2. found in membranous vesicles/

3. not enveloped/

#113. Virions are <enveloped>   by <whether a single or double layer envelope>/

1. a single layer envelope/

2. a double layer envelope/

3. two unit-membrane envelops/

4. a detergent sensitive lipoprotein/

5. a trilaminar loose fitting envelope <e.g., Nimaviridae>/

#114. Virions are <enveloped>   <whether external, mature or immature virions>/

1. and mature naturally by budding through the membrane of the host cell/

2. when immature particles are budding into the endoplasmatic reticulum acquiring a transient lipid envelope before leaving the infected cell/

3. before leaving the host cell/

4. within the occlusion body <ODV virions of first phenotype>/

#115. Virions are not enveloped <whether external, mature or immature virions>/

1. although fully matured as long as they are inside the host cell/

2. while inside the host cell as immature virions/

3. when released from the host cell as a mature virion/

4. although they are often associated with membranes in crude extracts/

Enveloped Virions: Shapes

#116. Virions are <the shape of enveloped virions whether filamentous, rod-shaped, spherical, etc.>/

1. filamentous <thin and long, straight or flexuous>/

2. rod–shaped <rigid with flat ends>/

3. bacilliform <elongated, parallel sides with two rounded ends and helical symmetry>/

4. bullet–shaped <elongated, parallel sides with one rounded and one flat end>/

5. spherical <round>/

6. kidney–shaped <elongated with one convex and one concave side; e.g., Torovirus>/

7. lemon-shaped <e.g., Fuselloviridae>/

8. ovoid <elongated with convex sides>/

9. brick–shaped/

10. drop–shaped <e.g., Polydnaviridae>/

11. angular/

12. pleomorphic/

13. ellipsoid/

virions may be (a) rod-shaped: straight, parallel sides, flat ends; (b) filamentous: rod-shaped but often curved or flexuous; (c) bullet-shaped: straight, parallel sides with one rounded end; (d) ovoid: cigar-shaped; (e) spherical: globular and may be slightly pleomorphic; (f) isometric: round or angular (never pleomorphic).

#117.   <Enveloped pleomorphic virions can assume elongated and bizarre forms depending on preparation procedures>/

1. <filamentous> with extensive branching/

2. U-shaped, 6-shaped, or circular forms occur (particularly after purification) <Filoviridae>/

3. filamentous forms occur/

4. filamentous and other forms are common/

5. spherical structures that lack cores are common/

#118.   <Whether elongated enveloped virions are rigid or flexible>/

1. rigid/

2. flexible/

Enveloped Virions: Protrusions

#119.   <Enveloped elongated virions having protrusions or not>/

1. have protrusions/

2. have no protrusions/

#120.   <Enveloped elongated virions have protrusions> extending <whether from core, nucleocapsid or envelope>/

1. from the core through the envelope/

2. from the nucleocapsid through the envelope/

3. through the envelope/

#121.   <Elongated enveloped virions> <type of protrusions>/

1. arising asymmetrically from both ends <Lipothrixvirus>/

2. short tail-like fibers attached to one pole <Fuselloviridae>/

3. a thread- or tail-like polar extension at one end/

Enveloped Virions: Sizes

#122. Virions are    <width of rounded and elongated virions including envelope>/

nm in diameter/

For diameter of unenveloped rounded virions or nucleocapsids go to question in the section for unenveloped particles. If in doubt whether a virion is enveloped or not check value in both locations during an identification process.

#123. Virions are <length of elongated virions including envelope>/

nm long/

#124. Virions are <height of brick-shaped virions including envelope>/

nm high/

if you want to code for sizes of unenveloped elongated virions or capsids or nucleocapsids go further down to the questions for sizes of capsid. If you try to identify a virus using INTKEY and are in doubt during the identification process whether a virion is enveloped or not, check for values in both locations.

Enveloped Virions: Second phenotype

#125. A cell-associated virus, second phenotype,/

1. is generated when the nucleocapsid buds through the plasma membrane at the surface of infected cells. BVs typically contain a single nucleocapsid/

2. is needed if infection is not restricted to the gut epithelium cells. The secondary infected tissue produces occluded virions (ODV) <Baculoviridae>/

#126. Intracellular virions are <of second phenotype whether enveloped>/

1. enveloped/

2. not enveloped/

#127. <Intracellular virions enveloped>   with a <loose or tight fitting membrane>/

1. loose fitting membrane <BV (second phenotype) of Baculoviridae>/

2. tight fitting membrane/

Enveloped Virions: Number of Nucleocapsids

#128. The envelope surrounds <number of nucleocapsids per envelope>/

1. one nucleocapsid <implicit>/

2. two nucleocapsids/

3. three nucleocapsids/

4. several nucleocapsids/

5. twelve nucleocapsids in groups/

6. many nucleocapsids/

The envelope of Baculoviridae or Herpesviridae can contain more than one nucleocapsid.

Enveloped Virions: Surface projection

#129. The envelope    has <surface projections whether present or not>/

1. surface projections/

2. terminal surface projections/

3. no surface projections/

#130. The surface projections are <whether distinctive or small>/

1. distinctive  /

2. small  /

3. inconspicuous <using conventional electron microscopic methods>/

#131. The surface projections are <whether club-shaped or filamentous>/

1. knob-shaped  /

2. club–shaped  /

3. drumstick–shaped  /

4. filamentous  /

5. hook-shaped  /

6. square–shaped  /

#132. The surface projections are <type of envelope surface projections>  /

1. peplomers  /

2. spikes  /

3. protrusions  /

#133. The surface projections are composed of <whether one type of protein or more than one type>/

1. one type of protein/

2. different types of proteins <clustered or evenly dispersed>/

#134. The surface projections are <whether distributed evenly>  /

1. evenly covering the <entire> surface/

2. surrounded by a prominent fringe/

3. surrounded by a double fringe made up of longer and shorter peplomers/

4. covered except for the quasi-planar end/

#135. They are <whether densely dispersed>  /

1. densely dispersed <less than 3 nm apart>/

2. spaced widely apart <more than 3 nm apart>/

Surface projections are restricted to particular areas of the envelope surface e.g. the neuraminidase or hemagglutinin in Orthomyxoviridae.

#136. They are <whether clustered>  /

1. evenly dispersed/

2. clustered/

#137. The surface projections are    embedded in a lipid <envelope membrane type>/

1. monolayer/

2. bilayer/

3. multilamellar envelope/

#138. The surface projections are <embedded in a lipid envelope>   that is <thickness in nm>/

nm thick/

#139. The surface projections <embedded in the lipid membrane> comprise <name of types>/

1. hemagglutinin/

2. neuraminidase/

3. fusion proteins/

4. esterase-esterase/

5. S proteins responsible for attachment to cells, hemagglutination and membrane fusion/

6. hemagglutinin esterase proteins (HE) which form short projections/

7. surface glycoproteins (GP)/

8. adsorption proteins/

#140. The surface projection proteins are <whether glycosylated, phosphorylated, myristylated or antigenic>/

1. glycosylated/

2. phosphorylated/

3. myristylated/

4. antigenic/

#141. The surface projection proteins    are formed by proteins, designated <names>/

#142. The surface projection proteins    <activity of protein> which exhibit/

1. hemagglutinin activity/

2. esterase-esterase activity/

3. neuraminidase activity/

4. <other activity>/

5. no special activity/

#143. The surface projection proteins <which exhibit an enzymatic activity>    are designated <name of protein>/

#144. Surface projections <patterns of enveloped virion exhibiting>/

1. may exhibit a honeycomb pattern  /

2. produce a grid–like structure  /

3. form ring–like subunits  /

4. form hexagonal patterns  /

5. do not reveal any structure in electron micrographs/

#145. Surface projections <of envelope> are <length>/

nm long/

#146. Surface projections <of envelope> are <in diameter>/

nm in diameter/

#147. Surface projections <of envelope> are spaced <length>/

nm apart/

#148. Surface projections <of envelope> patterns are <size of pattern>/

nm in size/

Envelope enclosures, host ribosomes

#149. Host ribosomes are <whether seen in thin sections inside the envelope>/

1. seen inside the envelope/

2. not seen inside the envelope/

Brief description of enveloped virions

#150. <Brief description of shape if not covered by previous questions>/

Surface Membrane, Tegument, and Internal Lipid Membranes
#151. <Surface membrane (coat), tegument or lipid membrane, term used>/

1. surface membrane <e.g., Poxviridae>/

2. tegument/

3. internal lipid membrane/

#152. <Surface membrane>  displaying <shape of units (Poxviridae)>/

1. tubular units/

2. globular units/

3. regular spiral filaments/

4. no structure/

#153. <Tegument or internal lipid membrane> proteins arranged in <layer symmetry>/

1. an asymmetric layer/

2. a symmetric layer/

#154. <Surface membrane appearance>  /

1. with mulberry-like appearance/

2. giving rise to a cross-hatched pattern/

#155. <Tegument or internal lipid membrane>  located between <envelope or capsid>/

1. envelope/

2. capsid/

3. outer and inner protein shell <Corticovirus>/

#156. <Surface, tegument proteins> designated <insert name>/

Capsids of enveloped, unenveloped or tailed virions 

Capsid, nucleocapsid types
#157. Virions are <whether with compound structure e.g., tailed or not>/

1. <tailed> <choose shape of head from question for capsid shape>/

2. not tailed <implicit>/

3. tail-less, but can produce tail-like tubes <Tectiviridae, Phycodnaviridae>/

#158. <Virions produce tail-like tubes under what circumstances>/

1. upon adsorption <Tectiviridae, Phycodnaviridae>/

2. after chloroform treatment/

#159. A regular capsid structure is <whether present or absent>/

1. present/

2. not detectable/

Capsid symmetry
#160. <Capsid/nucleocapsid/core elongated or round whether with helical or isometric symmetry, or complex symmetry>/

1. capsid/nucleocapsid is elongated <with helical symmetry including rod-shaped, filamentous, excluding elongated virus with isometric symmetry>/

2. capsid/nucleocapsid is round <with icosahedral symmetry excluding gemini, bacilliform and prolate>/

3. capsid is elongated <with icosahedral symmetry including bacilliform e.g., Alfamovirus and Geminiviridae>/

4. phage has a head with icosahedral symmetry and a tail with helical symmetry/

5. inner particle is elongated and has a complex symmetry <e.g., Ascoviridae>/

6. <core/nucleoid with neither helical nor icosahedral symmetry, e.g., Retroviridae>/

7. <core has a complex symmetry, e.g., Poxviridae>/

8. nucleocapsid is elongated, but a specific structure has not been revealed <e.g., Polydnaviridae>/

9. capsid elongated <with a regular symmetry>/

10. an internal electron-dense core is discernible/

#161. <Capsid or nucleocapsid>     exhibits <icosahedral or helical symmetry>/

1. icosahedral symmetry/

2. polyhedral symmetry/

3. helical symmetry/

4. symmetry which is derived from a basic icosahedral structure by adding rows of capsomers to it/

5. regular symmetry/

#162. <Capsid/nucleocapsid with icosahedral symmetry with a triangulation number>  (T = /

)/

Capsids with isometric or polyhedral symmetry
#163. The <term used for isometric structure of virion or phage (compound virus)>/

1. capsid <used mostly for unenveloped virions>/

2. nucleocapsid <used for enveloped virions>/

3. core <used for some enveloped virions, e.g., Retroviridae>/

4. head <used for phages and other tailed virions>/

#164. <Capsid shape including capsids of enveloped or rounded unenveloped virions, or heads of phages>   is/

1. geminate <two incomplete icosahedra joined together>/

2. isometric/

3. quasi–isometric <slightly elongated form of an icosahedron>/

4. bacilliform <with icosahedral symmetry e.g., Bromoviridae>/

5. prolate in shape <forming a pentagonal bipyramidal antiprism derived from an icosahedron by adding rows of capsomers>/

Nucleocapsid shapes are classified according to their symmetry.

#165. <Capsid> consists of <number of incomplete icosahedra>/

incomplete icosahedra/

Size of capsids with isometric or polyhedral symmetry

#166. <Rounded capsid including outer capsid shell>     has a diameter of/

nm/

#167. The capsid shells of <rounded> virions are composed of <one or more layers>/

1. a single layer <implicit>/

2. two layers/

3. three layers/

4. multiple layers/

5. a single inner capsid layer <the outer is permanently lost>/

Shell of virion e.g., single or double capsid and core of Reoviridae, or double capsid of Tectiviridae.

#168. The protein shell <of rounded particles> is <thickness of shell>/

nm thick/

Outer capsids

#169. The outer capsid <of rounded particles> consists of a <whether smooth or rough shell>/

1. smooth/

2. rough/

#170. The outer capsid <of rounded particles> consists of a <whether rigid or flexible shell>/

1. rigid/

2. flexible/

#171. The outer capsid <of rounded particles> consists of a <thickness of shell>/

nm/

#172. The outer capsid <of rounded particles> consists of a <whether thin or thick protein shell>/

1. thin protein shell/

2. thick protein shell/

3. thick lipoprotein shell/

4. shell/

#173. <Shells of rounded virions present or lost>/

1. all shells are usually present/

2. the outer shell is often lost during preparation/

3. the outer shell is not present/

Surface structure of capsids with isometric or polyhedral symmetry

#174. Capsids <with icosahedral symmetry> appear <round or angular>/

1. round/

2. hexagonal in outline/

3. slightly angular/

4. roughly spherical/

5. slightly elongated/

#175. The capsid surface structure <whether reveals a regular pattern with distinctive features>/

1. reveals a regular pattern with distinctive features/

2. does not reveal a regular pattern with distinctive features  /

Regular surface pattern appears e.g. star-like as in Astroviridae or Caliciviridae, wheel-like as in Rotavirus.

#176. The capsid surface structure <maintained by conventional or cryo EM> is/

1. maintained using conventional electron microscopy <implicit>/

2. only maintained using cryo-electron microscopy/

#177. The capsid surface structure <of rounded particles exhibiting distinctive features>  /

1. exhibits cup-shaped depressions/

2. exhibits a distinctive five- or six-pointed star appearance/

3. reveals channels/

4. has a granular appearance/

5. reveals distinct features/

6. is smooth/

7. appears rough/

Capsomer structure of capsids with isometric or polyhedral symmetry

#178. The <surface> capsomer arrangement <whether distinct>/

1. is clearly visible/

2. is not distinct/

3. becomes distinct after cryo-electron microscopy and image reconstruction/

#179. The capsid consists of <estimated number of capsomers (morphological subunits)>/

capsomers/

#180. <The capsid consists of number of pentons>/

of which are pentons/

#181. <The capsid consists of number of hexons>/

are hexons/

#182. Designated <name(s) of capsomer protein(s)>/

#183. Each capsomer measures/

nm in diameter/

Surface projection of capsids with isometric or polyhedral symmetry

#184. Surface projections are <whether present at the surface of a capsid with isometric symmetry (including bacilliform)>/

1. distinct /

2. small  (surface appears rough)/

3. often lost during preparation/

4. not present/

5. not prominent/

#185. Surface projections are <whether knobs, spikes or filaments at the surface of a capsid with isometric symmetry (including bacilliform)>/

1. knobs/

2. club–shaped/

3. spikes/

4. filaments/

5. fibers/

6. hair-like appendages with swollen structures at the end/

7. brush-like spikes/

#186. Surface projections are <whether evenly dispersed over the surface of isometric capsid>/

1. evenly dispersed over the surface/

2. protruding from the 12 vertices/

3. extending from the 60 vertices/

4. protruding from each apex/

5. extending from at least some vertices/

6. extend from one vertex/

7. trailing from the icosahedron/

Surface projections are restricted to parts of the virion surface e.g. to the vertices in Adenoviridae; to one side as the tail-like fibers in Oryctes rhinoceros virus (an unassigned virus that was formerly thought to be a member of the Baculoviridae).

#187. <Term used for capsomer, whether hexons or pentons>/

1. capsomers/

2. hexons/

3. pentons/

#188. <Capsomers/hexons> consist of a hexagonal base with a/

1. central cavity/

2. hole running half-way down the long axis/

#189. Penton bases are tightly associated with/

1. one fiber/

2. two fibers/

3. one or two fibers/

#190. Fiber proteins interact to form a shaft of characteristic length <whether with or without a distal knob>/

1. with a distal knob/

2. with two distal knobs/

3. without a distal knob/

#191. The length of fibers is/

nm/

Inner capsids

#192. Inner capsids <designated name(s) of protein(s)>/

#193. Inner capsids <or core of rounded particles> consist of a <rigid or flexible shell>/

1. rigid shell/

2. flexible shell/

#194. Inner capsids <or core of rounded particles> consists of a <whether smooth or rough shell>/

1. smooth shell/

2. rough shell/

#195. Inner capsids <or core of rounded particles> consist of a <thickness of shell>/

nm  /

#196. Inner capsids <or core of rounded particles> consist of a <whether thin or thick protein shell>/

1. thin protein shell/

2. thick protein shell/

3. thick lipoprotein vesicle/

#197. Inner capsids have a diameter of <diameter of capsids that have lost their outer shell>/

nm/

Capsids, nucleocapsids, tails with helical symmetry
#198. The <term used for elongated virions, elongated nucleocapsids of enveloped virions or phage tails>/

1. capsid  <used mostly for unenveloped virions>/

2. nucleocapsid  <used for enveloped virions>/

3. ribonucleocapsid  <used for enveloped virions>/

4. core  <used for enveloped virions>/

5. tail  <used for phages and other tailed virions>/

Shapes of capsids or tails with helical symmetry

#199. <Capsid shape of elongated unenveloped virion or tail of phage> is/

1. filamentous/

2. rod-shaped/

3. bacilliform/

4. rhabdo-like/

5. fusiform (prolate ellipsoid) <Polydnaviridae>/

6. cylindrical/

7. helical/

8. tubular/

9. <tails> built of stacked disks/

10. forming a closed circle <Arenaviridae>/

Number of nucleocapsid species

#200. <Unenveloped> virus preparations contain <number of particle components>/

1. one particle component <implicit>/

2. more than one particle component/

#201. Virions consist of <number of nucleocapsids>/

1. a single nucleocapsid (S)/

2. two nucleocapsids/

3. three nucleocapsids/

4. several nucleocapsids/

5. multiple nucleocapsids (M)/

#202. The nucleocapsid <designation of protein>/

#203. The nucleocapsid is <of enveloped virions i.e., Orthomyxoviridae whether segmented or not>/

1. segmented  /

2. not segmented/

Length and appearance of elongated capsids, nucleocapsids and tails

#204. <Size of unenveloped virus particle or enveloped virions with segmented nucleocapsid when more than one type> and segments have/

1. roughly the same size/

2. different lengths, but constant diameter/

3. different predominant lengths/

4. a length proportional to the size of their RNA/

5. different size classes/

Tail features

#205. The tail <of phage> is <whether long or short>/

1. long/

2. short/

#206. The tail <of phage> is <whether contractile>/

1. contractile/

2. non-contractile/

#207. <Elongated capsid, nucleocapsid or tail>  is <whether straight, bent, curved, flexuous, spiral, circular or branched>/

1. straight/

2. rigid/

3. bent/

4. curved/

5. flexible/

6. flexuous/

7. spiral/

8. branched/

9. circular/

10. thightly coiled/

Features and length of elongated capsid or tail

#208. <Elongated capsid, nucleocapsid or phage tail> <what striation patterns or other features>/

1. is cross–banded/

2. is longitudinally striated <e.g., Carlavirus>/

3. has a herring–bone pattern/

4. is obliquely striated with a crisscrossed appearance/

5. has rope–like features/

6. is cross-striated/

7. is not banded/

8. has a "string of beads" appearance/

9. has a tight-fitting capsid with a cross-hatched appearance/

#209. <Elongated capsids of unenveloped virions, whether modal length(s) are clear> has/

1. a length <specify length in following questions>/

2. a clear modal length/

3. a clear modal length <range between>/

4. <more than one> clear modal lengths/

5. no clear modal length/

6. a varying length/

#210. <Elongated capsids, nucleocapsids or tails, length(s) of longest or only> of/

nm/

#211. <Elongated capsid, length(s) of second longest>/

nm/

#212. <Elongated capsid, length(s) of third longest>/

nm/

#213. <Elongated capsids, length(s) of shortest>/

nm/

Diameter of elongated capsids, nucleocapsids and tails

#214. Tail <of phage whether thick>/

1. thin/

2. thick/

#215. <Width of elongated capsid, nucleocapsid or tail>/

nm in diameter/

Central canal and helix

#216. Axial canal is <distinct or indistinct>/

1. distinct/

2. indistinct/

#217. Axial canal is <diameter>/

nm in diameter/

#218. Basic helix is <whether obvious or obscure>/

1. obvious/

2. obscure/

#219. Pitch of helix is/

nm/

Tail compartments and their features

#220. Tail has <what sort of components>/

1. a collar/

2. a sheath, which is separated from the head by a neck/

3. a base plate/

4. fibers/

5. spikes/

6. appendages/

#221. Sheath is <of contractile phage tail, helical or composed of stacked rings>/

1. helical/

2. composed of stacked rings/

#222. During contraction, sheath subunits of contractile tails <slide over each other (and the sheath becomes shorter and thicker) or do not slide over each other>/

1. slide over each other (and the sheath becomes shorter and thicker)/

2. do not slide over each other/

#223. Tail sheath is <give length of contracted sheath>/

nm long when contracted/

#224. Tail has <number of fibers>/

fibers/

#225. Tail fibers are <whether short or long>/

1. short/

2. long/

#226. Tail fibers are <whether terminal or subterminal>/

1. terminal/

2. subterminal/

#227. Tail has <number of spikes>/

spikes/

#228. Spikes are <whether short or long>/

1. short/

2. long/

#229. Base plate is <whether large or small>/

1. small/

2. large/

#230. Central core of phage tail <whether helical or composed of stacked rings>/

1. helical/

2. composed of stacked rings/

#231. <Stacked capsomer rings> which are composed of <number of subunits>/

subunits/

Nucleocapsid and polymerase complex
#232. Nucleocapsid contains <whether a polymerase complex or nucleoprotein complex>/

1. a polymerase complex/

2. a nucleoprotein complex/

3. DNA-protein core/

4. RNA-protein core/

#233. <Shape of polymerase complex> that is <whether dodecahedral, spherical or cylindrical>/

1. dodecahedral in shape/

2. spherical in shape/

3. cylindrical in shape/

#234. <Polymerase complex> has a diameter of <size in nm>/

nm/

#235. Nucleocapsids are <secondary structure of nucleocapsids: circular, coiled, looped, segmented with loops or linear arrays>/

1. organized in closed circles <e.g., Arenaviridae>/

2. circular <e.g., Bunyaviridae>/

3. segmented with loops at one end <e.g., Orthomyxoviridae>/

4. coiled around a central axis <e.g., Rhabdoviridae, Filoviridae>/

5. tightly coiled with a doughnut-shaped appearance; in thin section electron microscopy the nucleocapsids appear as kidney-, disc- or rod-shaped forms <e.g., Torovirus>/

6. display a linear array of nucleosomal subunits <e.g., Arenaviridae>/

7. forming kinked (probably internally coiled) circles, whcih can collapse to form pseudo linear duplex structures <e.g., Ophiovirus>/

#236. Nucleoprotein <in virion center> is condensed <whether asymmetrically or symmetrically>/

1. asymmetrically/

2. symmetrically/

#237. Capsid <describe shape if not covered by questions>/

Core and lateral bodies
#238. <Virion> center appears in thin sections <whether densely stained or lucent (depending if they contain a nucleoprotein or not)>/

1. densely stained <if they contain no nucleoprotein>/

2. lucent <when they contain a nucleoprotein>/

#239. The core <designation of protein>/

#240. The core <shape>/

1. is unilaterally concave/

2. is biconcave/

3. is cylindrical/

4. is spherical/

5. is rod-shaped/

6. is truncated cone-shaped/

7. is spool-shaped/

8. is dodecahedral/

9. structure has not yet been established/

Nucleoid
#241. The nucleoid <of spherical capsid whether concentric or eccentric> is/

1. concentric/

2. eccentric/

#242. <Core> with <presence of lateral bodies>/

1. one lateral body/

2. two lateral bodies/

3. no lateral bodies/

#243. <Lateral bodies are> nested <relation to concavity of core membrane or surface membrane>/

1. in the concavity of core membrane/

2. between the core membrane/

3. between the surface membrane/

#244. Lateral bodies are <shape of single body>/

1. sleeve-shaped/

2. lens-shaped/

3. <other>/

#245. The core consists of/

1. the genome/

2. the dsRNA genome/

3. the genome complexed with polypeptides/

4. a nucleoprotein complex/

5. a polymerase complex/

6. a fibrillar spool on which the DNA is wrapped/

7. proteins/

Although a nucleoprotein complex consists of the genome plus protein, a core can have only one or the other.

#246. <Core> with a diameter of/

nm/

#247. The end of the <core> fibers/

1. are anchored to the underside of the capsid shell/

2. protrude almost through to the capsid surface/

3. <other>/

#248. <Describe shape of core if not covered by previous questions>/

#249. <Arrangement of genome in capsid or nucleocapsid> the genome/

1. forms a tightly packed coil/

2. is condensed/

3. forms a complex with polypeptides/

4. forms an unbranched rod-shaped structure/

5. appears to be packed into an asymmetrically condensed nucleoprotein bounded by a lipid-protein membrane/

Virion population
#250. Virion populations are comprised of <same particles of uniform size or not>/

1. particles of uniform size <implicit>/

2. populations in which some particles are of different sizes/

#251. Some particles are <much many percent larger or smaller in size>/

percent/

#252. Some particles are <larger or smaller, longer or shorter>/

1. larger/

2. longer/

3. smaller/

4. shorter/

#253. The length <of particles with different size> is about/

nm/

#254. The diameter <of particles with different size> is about/

nm/

#255. <Isometric> capsids <whether penetrated by stain>/

1. all have the same appearance/

2. can be penetrated by stain and some appear dark in the center/

3. are frequently penetrated by stain and most centers are dark/

Helper and satellite viruses
#256. <Whether one or more virus species found in preparations>/

1.    only one <particle> species is recovered in preparations <implicit>/

2. virus may occur together with a dependent virus <e.g., Luteovirus together with Umbravirus>/

3. virus may occur together with a satellite virus <e.g., Adenovirus together with Dependovirus>/

4. virus is associated with a helper virus <e.g., Deltavirus associated with Hepadnavirus>/

#257. Satellites are dependent on a helper virus for their/

1. genome replication/

2. encapsidation/

Incomplete or defective particles
#258. <Whether incomplete, abnormal or aberrant virus particles are present>/

1. incomplete particles are common/

2. incomplete particles are found/

3. morphologically aberrant forms are observed/

#259. They are <types of incomplete virus particles>/

1. devoid of nucleic acid characterized by capsids with dark centers in negative stain preparations/

2. incompletely assembled capsids/

3. filamentous or tubular in form as result of aberrant maturation/

4. cores lacking capsid shells/

5. disintegrated particles/

6. of abnormal length/

7. two heads joined by a bridge/

This is a morphological question and is not concerned with the an incomplete genome as long as the shape of the particle is not altered through the lack of part of its nucleic acid content, such as the nucleic acid-free lipoprotein particles e.g. HBsAg of Hepadnaviridae. The term incomplete virus particles refers to faulty assembled capsids forming tubules as found in Reoviridae; particles lacking parts of the capsid or envelope; empty particles i.e. shells that do not contain a full set of the nucleic acid.

Electron micrographs, images and links
#260. Electron micrograph of <name of virus and author and path to image file>/

#261. Leaf sap <concentration of virions contained>/

1. contains few virions <fewer than 10 per field at a magnification of 20,000>/

2. contains many virions <more than 10 per field at a magnification of 20,000>/

#262. <Electron microscopy> <comments: e.g., special fixation or stains required, differences between negatively stained virions and those in thin sections>/

Give any helpful hints for a successful EM preparation.

#263. Reference for <or outline of> electron microscopic methods:/

#264. Diagrams of virion are found at <URL to image file on the Web>/

#265. 3D image of virus reconstruction can be found at <URL to image>/

#266. Movie of reconstructed viruses can be found at <URL to movie>/

PHYSICOCHEMICAL AND PHYSICAL PROPERTIES
#267. The molecular mass (Mr) of virions <also give values for different types of particles and their designation, or for incomplete particles> is/

x 106/

Density
#268. Virions have a buoyant density in CsCl of <state if fixed with aldehydes>/

g cm–3/

#269. Virions have a buoyant density in CsSO4 of/

g cm–3/

#270. Virions have a buoyant density in sucrose of/

g cm–3/

#271. Virions have a buoyant density in amidotrizoate compounds of/

g cm–3/

#272. The density of virions is <in solutions other than above listed compounds>/

g cm–3/

Sedimentation
#273. There are <number of sedimenting components in purified preparations>/

sedimenting component(s) found in purified preparations/

#274. The sedimentation coefficient <of fastest or only component> is/

S20w/

#275. <Sedimentation coefficient(s)> of the other(s) <slower components> are/

S20w/

Isoelectric point
#276. Isoelectric point pH is/

#277. A260/A280 ratio is <list if separated components>/

Infectivity and stability 

Longevity, thermal inactivation and dilution end point

#278. The thermal inactivation point (TIP) is at <temperature>/

°C/

#279. The longevity in vitro (LIV) is <days>/

days/

#280. Although the titer is dependent on the host, the decimal exponent (DEX) of the dilution end point is usually around <insert the DEX>/

Sensitivity to radiation

#281. Virion infectivity is <whether inactivated or not by irradiation>/

1. rapidly inactivated/

2. inactivated/

3. reduced/

4. not affected/

5. increased/

6. enhanced/

#282. <Whether virion infectivity is reduced or not> following <radiation type>/

1. UV radiation/

2. X radiation/

3. irradiation/

4. light/

Sensitivity to temperature

#283. Virion infectivity is <whether resistant or sensitive to heating>/

1. destroyed/

2. rapidly inactivated/

3. inactivated/

4. decreased by 10-fold/

5. reduced/

6. not affected/

7. increased/

8. enhanced/

9. decreased with increasing temperature/

#284. <Whether virion infectivity is affected by exposure to high or low temperatures>/

1. by heating/

2. after incubation/

3. by freezing and thawing cycles/

#285. <Whether virus infectivity is affected by exposure to high or low temperatures>   for <duration of time>/

1. 10 min/

2. 30 min/

3. 60 min/

4. 120 min/

5. 24 hr/

#286. <Virion infectivity is affected at what temperature>   above/

°C/

#287. Extent of effect on virion infectivity <whether increased or reduced in <next question> unpurified or purified preparations>/

1. is increased/

2. remains unaltered/

3. is reduced/

the next 3 questions are a set and have to be considered as one sentence that will be put together from the different options in the 2 questions. For example, the extent on virion infection is reduced  in crude sap.

#288. <Virion infectivity is affected by temperature in what type of preparation>  /

1. in crude sap/

2. in unpurified preparation/

3. in aqueous solution/

4. in presence of high concentrations of Mg2+ ions/

5. in presence of serum/

Sensitivity to storage conditions

#289. Under in vitro conditions virions are stable when stored at <temperature>/

1. -70°C/

2. -40°C/

3. -20°C/

4. -10°C/

5. 4°C/

6. 10°C/

7. 15°C/

8. 20°C/

9. 25°C/

10. 37°C/

#290. Under in vitro conditions virions are relatively stable when stored at <temperature>/

1. -70°C/

2. -40°C/

3. -20°C/

4. -10°C/

5. 4°C/

6. 10°C/

7. 15°C/

8. 20°C/

9. 25°C/

10. 37°C/

#291. Under in vitro conditions virions are not stable when stored at <temperature>/

1. -70°C/

2. -40°C/

3. -20°C/

4. -10°C/

5. 4°C/

6. 10°C/

7. 15°C/

8. 20°C/

9. 25°C/

10. 37°C/

Sensitivity to acid and alkaline environment

#292. Under in vitro conditions virions are <whether stable in acid environment>/

1. very stable/

2. stable/

3. relatively stable/

4. sensitive/

5. inactivated/

6. not stable/

7. disintegrated/

#293.  In acid environment of pH <give exact number or range between ph 1–7>/

#294. Under in vitro conditions virions are <stable in alkaline environment>/

1. very stable/

2. stable/

3. relatively stable/

4. sensitive/

5. inactivated/

6. not stable/

7. disintegrate/

#295. <Stability>  in alkaline environment of pH <give exact number or range between 7–14>/

Sensitivity to metal ions

#296. <Under in vitro conditions> virions are <stable in presence of ions>/

1. stable/

2. relatively stable/

3. not stable/

4. disintegrated/

5. inactivated/

6. sensitive/

#297. <Stability>   in presence of <ion type>/

1. Mg++/

2. Mn++/

3. heavy metals/

4. <cation other than Mg++ or Mn++>/

Sensitivity to solvents, detergents and enzymes

#298. Virions are sensitive to treatment with <reagents>/

1. organic solvents/

2. lipid solvents/

3. detergents/

4. phenol (phenolic disinfectants)/

5. ether/

6. proteases/

7. trypsin/

8. pepsin/

9. catalase/

10. non-ionic detergents/

11. chloroform/

12. formaldehyde/

13. oxidizing agents/

14. heat/

15. ß-propiolactone/

#299. Virions are not sensitive to treatment with <reagent>/

1. organic solvents/

2. lipid solvents/

3. detergents/

4. phenol/

5. ether/

6. proteases/

7. trypsin/

8. pepsin/

9. catalase/

10. non-ionic detergents/

11. chloroform/

12. formaldehyde/

13. oxidizing agents/

14. heat/

#300. The infectivity is enhanced after treatment with <reagent>/

1. organic solvents/

2. lipid solvents/

3. detergents/

4. phenol/

5. ether/

6. proteases/

7. trypsin/

8. pepsin/

9. catalase/

10. non-ionic detergents/

11. chloroform/

12. formaldehyde/

13. oxidizing agents/

14. heat/

Sensitivity to ether and deproteinizing reagents

#301. The infectivity is <effect after exposure to irradiation>/

1. reduced after exposure to irradiation/

2. not affected by irradiation/

#302. The infectivity is <whether increased or not in sap after treatment with ether>/

1. increased by treatment with ether/

2. decreased by treatment with ether/

3. not changed by treatment with ether/

#303. The infectivity is <of genome, whether retained when deproteinized with proteases>/

1. retained when deproteinized with proteases/

2. decreased when deproteinized with proteases/

3. lost when deproteinized with proteases/

#304. The infectivity is <of genome, whether retained when genome deproteinized with phenol or detergent>/

1. retained when deproteinized with phenol or detergent/

2. lost when deproteinized with phenol or detergent/

NUCLEIC ACID
#305. The Mr of the genome constitutes <% nucleic acid>/

% of the virion by weight/

Genome Type and Configuration
#306. The genome is <monomer, dimer or multiple molecules of nucleic acid>/

1. monomeric <implicit>/

2. dimeric <Retroviridae>/

3. polymeric <Polydnaviridae>/

4. multiploid/

#307. The genome is <whether monopartite or segmented>/

1. not segmented/

2. bipartite/

3. tripartite/

4. multipartite/

5. segmented/

This question is similar to the next, but not identical. Plant virologists prefer to use tripartite rather than 3 segments, animal virologists generally refer to segments or molecules. Polydnaviridae are multipartite whereas Orthomyxoviridae have a segmented genome.

#308. The genome is consisting of    <number of molecules of (major) nucleic acid species>/

1. a single molecule of/

2. two segments of/

3. three segments of/

4. four segments of/

5. five segments of/

6. six segments of/

7. seven segments of/

8. eight segments of/

9. nine segments of/

10. ten segments of/

11. eleven segments of/

12. twelve segments of/

13. thirteen segments of/

14. fourteen segments of/

15. fifteen segments of/

16. sixteen segments of/

17. <x number of segments of>/

The next questions are a set and will read as a sentence. At first glance, the questions appear to be in the wrong order starting with the number of molecules rather than the nucleic acid type. However in the natural language translation it will read e.g. as follows: The genome is tripartite, consists three molecules of linear, positive-sense single stranded RNA, or The genome consists of one molecule of circular double stranded DNA forming a non-covalently closed circle.

#309. The genome is <circular or linear>/

1.  circular/

2.  linear/

#310. The genome is <supercoiled>/

1. supercoiled/

2. positively supercoiled/

3. negative superhelical/

supercoiled is a conformation that dsDNA (Fuselloviridae, Polydnaviridae) or dsRNA (Phytoreovirus) molecules can adopt. When boths strands of a ds molecule are covalently colased one of the strands becomes over- or under-wound in relation to the other. The torsional strain causes the molecules to coil into a characteristic shape. Superhelical means the same, but is usually used for the underwound coil.

#311. The genome is <negative-, positive- or ambisense>/

1.  negative-sense/

2.  positive-sense/

3.  ambisense/

#312. The genome is <single- or double-stranded>/

1.  single-stranded/

2.  double-stranded/

#313. The genome is <DNA or RNA>/

1.  DNA/

2.  RNA/

#314. <Genome>  forming <whether a closed or open circle>/

1. a closed circle/

2. a covalently closed circle/

3. an open circle/

4. a non-covalently closed circle/

#315. The genome is <infectious or not>/

1. infectious/

2. not infectious/

3. transcriptional inactive/

Additional Types of Encapsidated Nucleic Acids
#316. Minor species of genomic nucleic acid are <whether found>/

1. found in addition to the full length genome/

2. not found/

subgenomic, satellite and host genomic nucleic acids encapsidated in the virion are considered minor species.

#317. There are <number of minor species of genomic nucleic acid>/

minor species found/

#318. Minor species of non–genomic nucleic acid are <whether found in virion>/

1. also found <encapsidated> in virions/

2. not found in virions/

#319. The encapsidated nucleic acid is mainly of genomic origin, but virions may also contain <nucleic acid of host, subgenomic or satellite origin>/

1. nucleic acid of host origin/

2. subgenomic RNA/

3. satellite RNA/

4. defective RNA/

#320. Virions may contain <how many species of host genomic nucleic acid>/

1. one host genomic species/

2. two host genomic species/

3. three host genomic species/

4. four host genomic species/

5. five host genomic species/

6. six host genomic species/

7. seven host genomic species/

Host genomic NA

#321. <Encapsidated host genomic nucleic acid>   including <RNA or genomic DNA>/

1. host RNA/

2. host rRNA/

3. host tRNA/

4. host mRNA/

5. fragments of host DNA/

6. fragments of mitochondrial DNA/

7. fragments of chloroplast DNA/

#322. Virions may contain <how many species of subgenomic nucleic acid>/

1. one subgenomic nucleic acid species/

2. two subgenomic nucleic acid species/

3. three subgenomic nucleic acid species/

Subgenomic, satellite and defective interfering RNA

#323. Virions may contain <subgenomic nucleic acid species> of <whether mRNA or tRNA>  /

1. mRNA/

2. tRNA/

3. 3' co-terminal RNA/

4. 5' co-terminal RNA/

#324. Subgenomic <mRNA names>/

1. RNA-1/

2. RNA-2/

3. RNA-3/

4. RNA-4/

5. RNA-5/

#325. <Subgenomic mRNA>  derived from genomic <name of RNA template>/

1. RNA–1/

2. RNA–2/

3. RNA–3/

4. RNA–4/

5. RNA-5/

6. S RNA/

7. L RNA/

#326. Virions may contain <how many species of satellite nucleic acid>/

1. one satellite nucleic acid species/

2. two satellite nucleic acid species/

3. three satellite nucleic acid species/

#327.  Including <encapsidated> satellite <type>/

1. RNA/

2. RNA that has a viroid-like structure/

3. DNA/

#328. RNA segments <have homologous sequence sections or not>/

1. have homologous sequence sections/

2. are not homologous/

#329. Virions may also contain <positive-sense, negative-sense, or both or otherwise related genomic nucleic acid>/

1. a positive sense single-stranded copy of the genome/

2. full-length viral-complementary RNAs/

3. a mixed population of positive and negative-stranded nucleic acid/

4. defective RNA species arising from a deletion of full-length genomic RNA/

5. small interfering RNA or siRNA <mediating the degradation of the target mRNA>/

6. dsRNA replicative intermediates/

7. dsRNA of unknown origin and function/

8. homologous DNA sequences that are shared among two or more DNA genome segments/

9. single stranded DNA circles, that are formed by specific deletions in DNA/

10. defective interfering DNA/

Genome Size
#330. The complete genome is <nucleotides (nucleotides) long; give range if an estimate has been calculated from the molecular weight>/

nucleotides long/

Many taxa have only a single value recorded. When using this character for identification, you should enter a range of values to be sure of encompassing the recorded value. If the number of nucleotides is not known, but a molecular weight, then calculate the length and enter the rough estimate.

Genome segmented. Segment 1

#331. The <designation/name of the largest or only segment>/

1. RNA-1 /

2. RNA-A /

3. segment A /

4. RNA /

5. RNA-L /

6. DNA /

7. DNA-1 /

8. segment 1 /

9. L1/

the following 120 characters refer to the different genome segments associated with virions having multipartite genomes. This covers repetitive questions for up to 15 segments.

#332. <Segment 1>  has been <whether fully or partially sequenced>/

1. fully sequenced/

2. partially sequenced/

3. estimated/

#333.    Complete sequence <segment 1> is <length in nucleotides>/

nucleotides long/

If a virus has only one genome segment, this questions seems to be redundant, but for the sake of data comparison it should be filled in as well.

#334. Sequence(s) can be accessed at <databanks>/

1. EBI-EMBL <[[http]:us.expasy.org/cgi-bin/niceprot.pl?*****]>/

2. GenBank <[[http]:www.ncbi.nlm.nih.gov/entrez/viewer.cgi?val=*****]>/

3. Rothamsted <with link to plant virus sequences [[http:]www.iacr.bbsrc.ac.uk/ppi/links/pplinks/viruseqs/viruses.html]>/

4. TIGR, The Institute of Genomic Research/

5. DNA Data Bank of Japan <DDBJ> <[http:ftp2.ddbj.nig.ac.jp:8000/cgi-bin/get_entry.pl?*****]>/

6. <others, insert link with search path to sequence>/

#335. <The largest or only segment>  has the accession number [[http:]www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?val=*****]/

#336. The sequenced region <of segment 1>  is <number of nucleotides sequenced>/

nucleotides long/

#337. <The sequence of segment 1>    encodes <gene(s), ORF(s), protein(s) designation, name or comment>/

Genome segmented. Segment 2

#338. <Designation/name of second segment>/

1. RNA-2 /

2. RNA-B /

3. segment B /

4. RNA-M /

5. RNA-S /

6. DNA-2 /

7. segment 2 /

8. L2/

9. DNA-H/

#339. <Segment 2> has been <whether fully or partially sequenced>/

1. fully sequenced/

2. partially sequenced/

3. estimated/

#340.    Complete sequence <of segment 2> is <length in nucleotides>/

nucleotides long/

#341. The sequence <of second segment> which can be accessed at <databanks>/

1. EBI - EMBL <[[http]:us.expasy.org/cgi-bin/niceprot.pl?*****]>/

2. GenBank <[[http]:www.ncbi.nlm.nih.gov/entrez/viewer.cgi?val=*****]>/

3. Rothamsted <with link to plant virus sequences [[http:]www.iacr.bbsrc.ac.uk/ppi/links/pplinks/viruseqs/viruses.html]>/

4. TIGR, The Institute of Genomic Research/

5. DDBJ, DNA Data Bank of Japan, <[http:ftp2.ddbj.nig.ac.jp:8000/cgi-bin/get_entry.pl?*****]>/

6. <others, insert link with search path to sequence>/

#342. <Second segment> has the accession number [[http:]www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?val=*****]/

#343. The sequenced region <of segment 2> is <number of nucleotides sequenced>/

nucleotides long/

#344. <The sequence of segment 2>    encodes <gene(s), ORF(s), protein(s) designation, name or comment>/

#345. <Size of> the subgenomic RNA-2 is <length in nucleotides>/

nucleotides long/

#346. The sequence <of subgenomic RNA-2> can be accessed at <databanks>/

1. EBI - EMBL <[[http]:us.expasy.org/cgi-bin/niceprot.pl?*****]>/

2. GenBank <[[http]:www.ncbi.nlm.nih.gov/entrez/viewer.cgi?val=*****]>/

3. Rothamsted <with link to plant virus sequences [[http:]www.iacr.bbsrc.ac.uk/ppi/links/pplinks/viruseqs/viruses.html]>/

4. TIGR, The Institute of Genomic Research <[http:www.tigr.org/tdb/mdb/mdbcomplete.html]>/

5. <others, insert link with search path to sequence>/

6. DDBJ, DNA Data Bank of Japan, <[http:ftp2.ddbj.nig.ac.jp:8000/cgi-bin/get_entry.pl?*****]>/

#347. <Subgenomic RNA-2>  with the accession number [[http:]www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?val=*****]

/

Genome segmented. Segment 3

#348. <Designation/name of third segment>/

1. RNA-3 /

2. RNA-C /

3. segment C /

4. RNA-S /

5. RNA /

6. DNA-3 /

7. segment 3 /

8. L3/

#349. <RNA-3> is <whether genomic or subgenomic>/

1. genomic /

2. subgenomic /

3. a satellite RNA /

#350. <Segment 3> has been <whether fully or partially sequenced>/

1. fully sequenced/

2. partially sequenced/

#351.    Complete sequence <segment 3> is <length in nucleotides>/

nucleotides long/

#352. The sequence <of third segment> which can be accessed at <databanks>/

1. EBI - EMBL <[[http]:us.expasy.org/cgi-bin/niceprot.pl?*****]>/

2. GenBank <[[http]:www.ncbi.nlm.nih.gov/entrez/viewer.cgi?val=*****]>/

3. Rothamsted <with link to plant virus sequences [[http:]www.iacr.bbsrc.ac.uk/ppi/links/pplinks/viruseqs/viruses.html]>/

4. <other, insert link with search path to sequence>/

5. DDBJ, DNA Data Bank of Japan, <[http:ftp2.ddbj.nig.ac.jp:8000/cgi-bin/get_entry.pl?*****]>/

#353. <Third segment>  with the accession number [[http:]www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?val=*****]

/

#354. The sequenced region <of segment 3> is <number of nucleotides sequenced>/

nucleotides long/

#355. <The sequence of segment 3>    encodes <gene(s), ORF(s), protein(s) designation, name or comment>/

#356. The sub-genomic RNA-3 derived from <RNA template>/

1. RNA-1 negative strand template /

2. RNA-2 negative strand template /

3. RNA-3 negative strand template /

4. RNA-4 negative strand template /

#357. The sub-genomic RNA-3 is <length in nucleotides>/

nucleotides long/

#358. The sequence <of subgenomic RNA-3> can be accessed at <databanks>/

1. EBI - EMBL <[[http]:us.expasy.org/cgi-bin/niceprot.pl?*****]>/

2. GenBank <[[http]:www.ncbi.nlm.nih.gov/entrez/viewer.cgi?val=*****]>/

3. Rothamsted <with link to plant virus sequences [[http:]www.iacr.bbsrc.ac.uk/ppi/links/pplinks/viruseqs/viruses.html]>/

4. DDBJ, DNA Data Bank of Japan, <[http:ftp2.ddbj.nig.ac.jp:8000/cgi-bin/get_entry.pl?*****]>/

5. <other, insert link with search path to sequence>/

#359. <Subgenomic RNA-3>  with the accession number [[http:]www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?val=*****]

/

#360. The satellite RNA-3 derived from <name of satellite>/

#361. The satellite RNA-3  is <length in nucleotides>/

nucleotides long/

#362. The sequence <of satellite RNA-3> can be accessed at <databanks>/

1. EBI - EMBL <[[http]:us.expasy.org/cgi-bin/niceprot.pl?*****]>/

2. GenBank <[[http]:www.ncbi.nlm.nih.gov/entrez/viewer.cgi?val=*****]>/

3. Rothamsted <with link to plant virus sequences [[http:]www.iacr.bbsrc.ac.uk/ppi/links/pplinks/viruseqs/viruses.html]>/

4. DDBJ, DNA Data Bank of Japan, <[http:ftp2.ddbj.nig.ac.jp:8000/cgi-bin/get_entry.pl?*****]>/

5. <other, insert link with search path to sequence>/

#363. <Satellite RNA-3>  with the accession number [[http:]www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?val=*****]

/

Genome segmented. Segment 4

#364. <Designation/name of fourth segment>/

1. RNA-4 /

2. RNA-D /

3. segment D /

4. segment 4 /

5. M1/

6. M4/

#365. <RNA-4> is <ether genomic or subgenomic>/

1. genomic /

2. subgenomic /

3. a satellite RNA /

#366. <Segment 4> has been <whether fully or partially sequenced>/

1. fully sequenced/

2. partially sequenced/

#367.    Complete sequence <segment 4> is <length in nucleotides>/

nucleotides long/

#368. The sequence <of fourth segment> which can be accessed at <databanks>/

1. EBI - EMBL <[[http]:us.expasy.org/cgi-bin/niceprot.pl?*****]>/

2. GenBank <[[http]:www.ncbi.nlm.nih.gov/entrez/viewer.cgi?val=*****]>/

3. Rothamsted <with link to plant virus sequences [[http:]www.iacr.bbsrc.ac.uk/ppi/links/pplinks/viruseqs/viruses.html]>/

4. DDBJ, DNA Data Bank of Japan, <[http:ftp2.ddbj.nig.ac.jp:8000/cgi-bin/get_entry.pl?*****]>/

5. <other, insert link with search path to sequence>/

#369. <Fourth segment>  with the accession number [[http:]www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?val=*****]

/

#370. The sequenced region <of segment 4> is <number of nucleotides sequenced>/

nucleotides long/

#371. <The sequence of segment 4>    encodes <gene(s), ORF(s), protein(s) designation, name or comment>/

#372. Subgenomic RNA-4 is <whether an mRNA or not>/

1. an mRNA <and derived from template>/

2. apparently not an mRNA/

#373. Subgenomic RNA-4 is derived from <template>/

1. RNA-1 negative strand template /

2. RNA-2 negative strand template /

3. RNA-3 negative strand template /

#374. Subgenomic RNA-4 is <length in nucleotides>/

nucleotides long/

#375. The sequence <of subgenomic RNA-4> can be accessed at <databanks>/

1. EBI - EMBL <[[http]:us.expasy.org/cgi-bin/niceprot.pl?*****]>/

2. GenBank <[[http]:www.ncbi.nlm.nih.gov/entrez/viewer.cgi?val=*****]>/

3. Rothamsted <with link to plant virus sequences [[http:]www.iacr.bbsrc.ac.uk/ppi/links/pplinks/viruseqs/viruses.html]>/

4. DDBJ, DNA Data Bank of Japan, <[http:ftp2.ddbj.nig.ac.jp:8000/cgi-bin/get_entry.pl?*****]>/

5. <other, insert link with search path to sequence>/

#376. <Subgenomic RNA-4>  with the accession number [[http:]www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?val=*****]

/

#377. Satellite RNA-4 is <length in nucleotides>/

nucleotides long/

#378. Satellite RNA-4 is derived from <name of satellite>/

#379. The sequence <of satellite RNA-4> can be accessed at <databanks>/

1. EBI - EMBL <[[http]:us.expasy.org/cgi-bin/niceprot.pl?*****]>/

2. GenBank <[[http]:www.ncbi.nlm.nih.gov/entrez/viewer.cgi?val=*****]>/

3. Rothamsted <with link to plant virus sequences [[http:]www.iacr.bbsrc.ac.uk/ppi/links/pplinks/viruseqs/viruses.html]>/

4. DDBJ, DNA Data Bank of Japan, <[http:ftp2.ddbj.nig.ac.jp:8000/cgi-bin/get_entry.pl?*****]>/

5. <other, insert link with search path to sequence>/

#380. <Satellite RNA-4>  with the accession number [[http:]www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?val=*****]/

Genome segmented. Segment 5

#381. <Designation/name of fifth segment>/

1. RNA-5 /

2. RNA-G /

3. segment 5 /

4. M2/

5. M5/

#382. <RNA-5>  is <whether genomic or subgenomic>/

1. genomic /

2. subgenomic /

3. a satellite RNA /

#383. <Segment 5>  has been <whether fully or partially sequenced>/

1. fully sequenced/

2. partially sequenced/

#384.    Complete sequence <segment 5> is <length in nucleotides>/

nucleotides long/

#385. The sequence <of fifth segment> which can be accessed at <databanks>/

1. EBI - EMBL <[[http]:us.expasy.org/cgi-bin/niceprot.pl?*****]>/

2. GenBank <[[http]:www.ncbi.nlm.nih.gov/entrez/viewer.cgi?val=*****]>/

3. Rothamsted <with link to plant virus sequences [[http:]www.iacr.bbsrc.ac.uk/ppi/links/pplinks/viruseqs/viruses.html]>/

4. DDBJ, DNA Data Bank of Japan, <[http:ftp2.ddbj.nig.ac.jp:8000/cgi-bin/get_entry.pl?*****]>/

5. <other, insert link with search path to sequence>/

#386. <Fifth segment>  with the accession number [[http:]www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?val=*****]/

#387. The sequenced region <of segment 5> is <number of nucleotides sequenced>/

nucleotides long/

#388. <The sequence of segment 5>    encodes <gene(s), ORF(s), protein(s) designation, name or comment>/

#389. Sub-genomic RNA-5 is derived from <template>/

1. RNA-1 negative strand template /

2. RNA-2 negative strand template /

3. RNA-3 negative strand template /

4. RNA-4 negative strand template /

#390. Subgenomic RNA-5 is <length in nucleotides>/

#391. The sequence <of subgenomic RNA-5> can be accessed at <databanks>/

1. EBI - EMBL <[[http]:us.expasy.org/cgi-bin/niceprot.pl?*****]>/

2. GenBank <[[http]:www.ncbi.nlm.nih.gov/entrez/viewer.cgi?val=*****]>/

3. Rothamsted <with link to plant virus sequences [[http:]www.iacr.bbsrc.ac.uk/ppi/links/pplinks/viruseqs/viruses.html]>/

4. DDBJ, DNA Data Bank of Japan, <[http:ftp2.ddbj.nig.ac.jp:8000/cgi-bin/get_entry.pl?*****]>/

5. <other, insert link with search path to sequence>/

#392. <Subgenomic RNA-5>  with the accession number [[http:]www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?val=*****]/

#393. Satellite RNA-5 is derived from <name of satellite>/

#394. Satellite RNA-5 is <length in nucleotides>/

nucleotides long/

#395. The sequence <of satellite RNA-5> can be accessed at <databanks>/

1. EBI - EMBL <[[http]:us.expasy.org/cgi-bin/niceprot.pl?*****]>/

2. GenBank <[[http]:www.ncbi.nlm.nih.gov/entrez/viewer.cgi?val=*****]>/

3. Rothamsted <with link to plant virus sequences [[http:]www.iacr.bbsrc.ac.uk/ppi/links/pplinks/viruseqs/viruses.html]>/

4. <other, insert link with search path to sequence>/

5. DDBJ, DNA Data Bank of Japan, <[http:ftp2.ddbj.nig.ac.jp:8000/cgi-bin/get_entry.pl?*****]>/

#396. <Satellite RNA-5>  with the accession number [[http:]www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?val=*****]

/

Genome segmented. Segment 6

#397. <Designation/name of sixth segment>/

1. RNA-6 /

2. RNA /

3. segment 6 /

4. M3/

5. M6/

#398. <Segment 6> has been <whether fully or partially sequenced>/

1. fully sequenced/

2. partially sequenced/

#399.    Complete sequence <segment 6> is <length in nucleotides>/

nucleotides long/

#400. The sequence <of sixth segment> which can be accessed at <databanks>/

1. EBI - EMBL <[[http]:us.expasy.org/cgi-bin/niceprot.pl?*****]>/

2. GenBank <[[http]:www.ncbi.nlm.nih.gov/entrez/viewer.cgi?val=*****]>/

3. Rothamsted <with link to plant virus sequences [[http:]www.iacr.bbsrc.ac.uk/ppi/links/pplinks/viruseqs/viruses.html]>/

4. DDBJ, DNA Data Bank of Japan, <[http:ftp2.ddbj.nig.ac.jp:8000/cgi-bin/get_entry.pl?*****]>/

5. <other, insert link with search path to sequence>/

#401. <Sixth segment>  with the accession number [[http:]www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?val=*****]

/

#402. The sequenced region <of segment 6> is <number of nucleotides sequenced>/

nucleotides long/

#403. <The sequence of segment 6>    encodes <gene(s), ORF(s), protein(s) designation, name or comment>/

Genome segmented. Segment 7

#404. <Designation/name of seventh segment>/

1. RNA-7 /

2. RNA /

3. segment 7 /

4. S1/

5. S7/

#405. <Segment 7> has been <whether fully or partially sequenced>/

1. fully sequenced/

2. partially sequenced/

#406.    Complete sequence <segment 7> is <length in nucleotides>/

nucleotides long/

#407. The sequence <of seventh segment> which can be accessed at <databanks>/

1. EBI - EMBL <[[http]:us.expasy.org/cgi-bin/niceprot.pl?*****]>/

2. GenBank <[[http]:www.ncbi.nlm.nih.gov/entrez/viewer.cgi?val=*****]>/

3. Rothamsted <with link to plant virus sequences [[http:]www.iacr.bbsrc.ac.uk/ppi/links/pplinks/viruseqs/viruses.html]>/

4. DDBJ, DNA Data Bank of Japan, <[http:ftp2.ddbj.nig.ac.jp:8000/cgi-bin/get_entry.pl?*****]>/

5. <other, insert link with search path to sequence>/

#408. <Seventh segment>  with the accession number [[http:]www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?val=*****]

/

#409. The sequenced region <of segment 7> is <number of nucleotides sequenced>/

nucleotides long/

#410. <The sequence of segment 7>    encodes <gene(s), ORF(s), protein(s) designation, name or comment>/

Genome segmented. Segment 8

#411. <Designation/name of eighth segment>/

1. RNA-8 /

2. RNA /

3. segment 8 /

4. S2/

5. S8/

#412. <Segment 8> has been <whether fully or partially sequenced>/

1. fully sequenced/

2. partially sequenced/

#413.    Complete sequence <segment 8> is <length in nucleotides>/

nucleotides long/

#414. The sequence <of eighth segment> which can be accessed at <databanks>/

1. EBI - EMBL <[[http]:us.expasy.org/cgi-bin/niceprot.pl?*****]>/

2. GenBank <[[http]:www.ncbi.nlm.nih.gov/entrez/viewer.cgi?val=*****]>/

3. Rothamsted <with link to plant virus sequences [[http:]www.iacr.bbsrc.ac.uk/ppi/links/pplinks/viruseqs/viruses.html]>/

4. DDBJ, DNA Data Bank of Japan, <[http:ftp2.ddbj.nig.ac.jp:8000/cgi-bin/get_entry.pl?*****]>/

5. <other, insert link with search path to sequence>/

#415. <Eighth segment>  with the accession number [[http:]www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?val=*****]

/

#416. The sequenced region <of segment 8> is <number of nucleotides sequenced>/

nucleotides long/

#417. <The sequence of segment 8>    encodes <gene(s), ORF(s), protein(s) designation, name or comment>/

Genome segmented. Segment 9

#418. <Designation/name of ninth segment>/

1. RNA-9 /

2. RNA /

3. segment 9 /

4. S3/

5. S9/

#419. <Segment 9> has been <whether fully or partially sequenced>/

1. fully sequenced/

2. partially sequenced/

#420.    Complete sequence <segment 9> is <length in nucleotides>/

nucleotides long/

#421. The sequence <of ninth segment> which can be accessed at <databanks>/

1. EBI - EMBL <[[http]:us.expasy.org/cgi-bin/niceprot.pl?*****]>/

2. GenBank <[[http]:www.ncbi.nlm.nih.gov/entrez/viewer.cgi?val=*****]>/

3. Rothamsted <with link to plant virus sequences [[http:]www.iacr.bbsrc.ac.uk/ppi/links/pplinks/viruseqs/viruses.html]>/

4. DDBJ, DNA Data Bank of Japan, <[http:ftp2.ddbj.nig.ac.jp:8000/cgi-bin/get_entry.pl?*****]>/

5. <other, insert link with search path to sequence>/

#422. <Ninth largest segment>  with the accession number [[http:]www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?val=*****]

/

#423. The sequenced region <of segment 9> is <number of nucleotides sequenced>/

nucleotides long/

#424. <The sequence of segment 9>    encodes <gene(s), ORF(s), protein(s) designation, name or comment>/

Genome segmented. Segment 10

#425. <Designation/name of tenth segment>/

1. RNA-10 /

2. RNA /

3. segment 10 /

4. S4/

5. S10/

#426. <Segment 10> has been <whether fully or partially sequenced>/

1. fully sequenced/

2. partially sequenced/

#427. <Segment 10> has been <whether fully or partially sequenced>/

1. fully sequenced/

2. partially sequenced/

#428.    Complete sequence <segment 10> is <length in nucleotides>/

nucleotides long/

#429. The sequence <of tenth segment> which can be accessed at <databanks>/

1. EBI - EMBL <[[http]:us.expasy.org/cgi-bin/niceprot.pl?*****]>/

2. GenBank <[[http]:www.ncbi.nlm.nih.gov/entrez/viewer.cgi?val=*****]>/

3. Rothamsted <with link to plant virus sequences [[http:]www.iacr.bbsrc.ac.uk/ppi/links/pplinks/viruseqs/viruses.html]>/

4. DDBJ, DNA Data Bank of Japan, <[http:ftp2.ddbj.nig.ac.jp:8000/cgi-bin/get_entry.pl?*****]>/

5. <other, insert link with search path to sequence>/

#430. <Tenth segment> with accession number [[http:]www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?val=*****]

/

#431. The sequenced region <of segment 10> is <number of nucleotides sequenced>/

nucleotides long/

#432. <The sequence of segment 10>    encodes <gene(s), ORF(s), protein(s) designation, name or comment>/

Genome segmented. Segment 11

#433. <Designation/name of eleventh segment>/

1. RNA-11 /

2. RNA /

3. segment 11 /

#434. <Segment 11> has been <whether fully or partially sequenced>/

1. fully sequenced/

2. partially sequenced/

#435.    Complete sequence <segment 11> is <length in nucleotides>/

nucleotides long/

#436. The sequence <of eleventh segment> which can be accessed at <databanks>/

1. EBI - EMBL <[[http]:us.expasy.org/cgi-bin/niceprot.pl?*****]>/

2. GenBank <[[http]:www.ncbi.nlm.nih.gov/entrez/viewer.cgi?val=*****]>/

3. Rothamsted <with link to plant virus sequences [[http:]www.iacr.bbsrc.ac.uk/ppi/links/pplinks/viruseqs/viruses.html]>/

4. DDBJ, DNA Data Bank of Japan, <[http:ftp2.ddbj.nig.ac.jp:8000/cgi-bin/get_entry.pl?*****]>/

5. <other, insert link with search path to sequence>/

#437. <Eleventh segment>  with the accession number [[http:]www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?val=*****]

/

#438. The sequenced region <of segment 11> is <number of nucleotides sequenced>/

nucleotides long/

#439. <The sequence of segment 11>    encodes <gene(s), ORF(s), protein(s) designation, name or comment>/

Genome segmented. Segment 12

#440. <Designation/name of twelfth segment>/

1. RNA-12 /

2. RNA /

3. segment 12 /

#441. <Segment 12> has been <whether fully or partially sequenced>/

1. fully sequenced/

2. partially sequenced/

#442.    Complete sequence <segment 12> is <length in nucleotides>/

nucleotides long/

#443. The sequence <of twelfth segment> which can be accessed at <databanks>/

1. EBI - EMBL <[[http]:us.expasy.org/cgi-bin/niceprot.pl?*****]>/

2. GenBank <[[http]:www.ncbi.nlm.nih.gov/entrez/viewer.cgi?val=*****]>/

3. Rothamsted <with link to plant virus sequences [[http:]www.iacr.bbsrc.ac.uk/ppi/links/pplinks/viruseqs/viruses.html]>/

4. DDBJ, DNA Data Bank of Japan, <[http:ftp2.ddbj.nig.ac.jp:8000/cgi-bin/get_entry.pl?*****]>/

5. <other, insert link with search path to sequence>/

#444. <Twelfth segment>  with the accession number [[http:]www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?val=*****]

/

#445. The sequenced region <of segment 12> is <number of nucleotides sequenced>/

nucleotides long/

#446. <The sequence of segment 12>    encodes <gene(s), ORF(s), protein(s) designation, name or comment>/

Genome segmented. Segment 13

#447. <Designation/name of thirteenth segment>/

1. RNA-13 /

2. RNA /

3. segment 13 /

#448. <Segment 13> has been <whether fully or partially sequenced>/

1. fully sequenced/

2. partially sequenced/

#449.    Complete sequence <segment 13> is <length in nucleotides>/

nucleotides long/

#450. The sequence <of thirteenth segment> which can be accessed at <databanks>/

1. EBI - EMBL <[[http]:us.expasy.org/cgi-bin/niceprot.pl?*****]>/

2. GenBank <[[http]:www.ncbi.nlm.nih.gov/entrez/viewer.cgi?val=*****]>/

3. Rothamsted <with link to plant virus sequences [[http:]www.iacr.bbsrc.ac.uk/ppi/links/pplinks/viruseqs/viruses.html]>/

4. DDBJ, DNA Data Bank of Japan, <[http:ftp2.ddbj.nig.ac.jp:8000/cgi-bin/get_entry.pl?*****]>/

5. <other, insert link with search path to sequence>/

#451. <Thirteenth segment>  with the accession number [[http:]www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?val=*****]

/

#452. The sequenced region <of segment 13> is <number of nucleotides sequenced>/

nucleotides long/

#453. <The sequence of segment 13>    encodes <gene(s), ORF(s), protein(s) designation, name or comment>/

Genome segmented. Segment 14

#454. <Designation/name of fourteenth segment>/

1. RNA-14 /

2. RNA /

3. segment 14 /

#455. <Segment 14> has been <whether fully or partially sequenced>/

1. fully sequenced/

2. partially sequenced/

#456.    Complete sequence <segment 14> is <length in nucleotides>/

nucleotides long/

#457. The sequence <of fourteenth segment> which can be accessed at <databanks>/

1. EBI - EMBL <[[http]:us.expasy.org/cgi-bin/niceprot.pl?*****]>/

2. GenBank <[[http]:www.ncbi.nlm.nih.gov/entrez/viewer.cgi?val=*****]>/

3. Rothamsted <with link to plant virus sequences [[http:]www.iacr.bbsrc.ac.uk/ppi/links/pplinks/viruseqs/viruses.html]>/

4. DDBJ, DNA Data Bank of Japan, <[http:ftp2.ddbj.nig.ac.jp:8000/cgi-bin/get_entry.pl?*****]>/

5. <other, insert link with search path to sequence>/

#458. <Fourteenth segment>  with the accession number [[http:]www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?val=*****]

/

#459. The sequenced region <of segment 14> is <number of nucleotides sequenced>/

nucleotides long/

#460. <The sequence of segment 14>    encodes <gene(s), ORF(s), protein(s) designation, name or comment>/

Genome segmented. Segment 15

#461. <Designation/name of fifteenth segment>/

1. RNA-15 /

2. RNA /

3. segment 15 /

#462. <Segment 15> has been <whether fully or partially sequenced>/

1. fully sequenced/

2. partially sequenced/

#463.    Complete sequence <segment 15> is <length in nucleotides>/

nucleotides long/

#464. The sequence <of fifteenth segment> which can be accessed at <databanks>/

1. EBI - EMBL <[[http]:us.expasy.org/cgi-bin/niceprot.pl?*****]>/

2. GenBank <[[http]:www.ncbi.nlm.nih.gov/entrez/viewer.cgi?val=*****]>/

3. Rothamsted <with link to plant virus sequences data at Rothamsted>/

4. DDBJ, DNA Data Bank of Japan, <[http:ftp2.ddbj.nig.ac.jp:8000/cgi-bin/get_entry.pl?*****]>/

5. <other, insert link with search path to sequence>/

#465. <Fifteenth segment>  with the accession number [[http:]www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?val=*****]

/

#466. The sequenced region <of segment 15> is <number of nucleotides sequenced>/

nucleotides long/

#467. <The sequence of segment 15>    encodes <gene(s), ORF(s), protein(s) designation, name or comment>/

Genome segmented. Segment 16

#468. <Designation/name of sixteenth segment>/

1. RNA-16/

2. segment 16/

#469. <Segment 16> has been <whether fully or partially sequenced>/

1. fully sequenced/

2. partially sequenced/

#470.    Complete sequence <segment 16> is <length in nucleotides>/

nucleotides long/

#471. The sequence <of sixteenth segment> which can be accessed at <databanks>/

1. EBI - EMBL <[[http]:us.expasy.org/cgi-bin/niceprot.pl?*****]>/

2. GenBank <[[http]:www.ncbi.nlm.nih.gov/entrez/viewer.cgi?val=*****]>/

3. Rothamsted <with link to plant virus sequences data at Rothamsted>/

4. DDBJ, DNA Data Bank of Japan, <[http:ftp2.ddbj.nig.ac.jp:8000/cgi-bin/get_entry.pl?*****]>/

5. <other, insert link with search path to sequence>/

#472. <Sixteenth segment> with the accession number [[http:]www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?val=*****]/

#473. The sequenced region <of segment 16> is <number of nucleotides sequenced>/

nucleotides long/

#474. <The sequence of segment 16>    encodes <gene(s), ORF(s), protein(s) designation, name or comment>/

Base ratio, unusual bases and nucleotides
#475. The <single-stranded> genome has a base ratio of <% guanine>/

% guanine/

The next 4 questions deal with the base ratio of single stranded genomes.

#476. The <single-stranded> genome has a base ratio of <% adenine>/

% adenine/

#477. The <single-stranded> genome has a base ratio of <% cytosine>/

% cytosine/

#478. The <single-stranded> genome has a base ratio of <% uracil>/

% uracil/

#479. The <single-stranded> genome has a base ratio of <% thymidine>/

% thymidine/

#480. The genome has a guanine + cytosine content of <%>/

%/

This question applies only to double stranded genomes.

#481. The genome <whether contains unusual bases>/

1. contains unusual bases/

2. does not contain unusual bases <implicit>/

next to the common set of nucleotide bases (A, G, C, T, or U) virus genomes can contain unusual nucleotide bases that are i.e. methylated derivates of the common nucleotide bases.

#482.  They are <insert full name of unusual nucleotide, if not listed>/

1. 5–methyl deoxy–cytosine residues/

2. 5–methylated cytosine residues/

3. cytidylic acid/

4. N6–methyl deoxy–adenosine residues/

5. 5–hydroxy–methyl cytosine/

6. glycosylated bases/

#483.  The bases are <describe>/

Double Stranded DNA: Terminal and internal repeats

#484. Double stranded DNA is <whether permuted>/

1. circularly permuted/

2. non–permuted/

#485. The genome sequence has termini with <cohesive ends or hairpin structure>/

1. cohesive ends/

2. hairpin structure/

3. cross–linked hairpin ends/

#486. The genome <has terminally redundant sequences or not>/

1. has terminally redundant sequences/

2. does not have terminally redundant sequences/

terminal redundancy: The presence of identical nucleotide sequences at both ends of a nucleic acid molecule which have linear genomes, e.g. T2, T4, T7 phages and retroviral genomic RNA

#487. The terminally redundant sequences <whether terminal repeats are direct or inverted> have/

1. direct terminal repeats/

2. long terminal repeats (LTR)/

3. inverted terminal repetitions (ITR)/

4. inverted terminal repetitions with a palindromic sequence/

5. reiterated terminal sequences/

6. reiterated terminal sequences that are tandemly repeated/

7. reiterated inverted terminal sequences which are tandemly repeated/

terminal repetition: The presence of nucleotide sequences at both ends of a nucleic acid molecule which are either identical (terminal redundancy) or are identical but inverted. Inverted terminal repeats are found in the genomic DNA of adenoviruses.

palindromic: a segment of double-stranded DNA in which the nucleotide sequence of one strand reads in reverse order to that of the complementary strand

#488. The terminally redundant sequences <whether terminal repetitions reiterated internally or not> are/

1. reiterated internally in inverted form/

2. reiterated internally as direct repeats in tandem form/

3. reiterated, but not repeated internally/

4. reiterated internally/

reiterated sequences: nucleotide sequences which occur many times in a nucleic acid.

Double Stranded Genomes 

Repeats

#489. The genome sequence is <whether repeated at ends>/

1. repeated at one end/

2. repeated at both ends/

#490. The sequence has <specific types of regions>/

1. an enhancer region <specify name>/

2. a direct repeat sequence <specify name and length>/

3. a U5–like sequence/

4. a polyadenylated signal <specify i.e., TATAAA>/

5. a putative glucocorticoid-responsive element/

6. <specify other regions>/

#491. The negative-sense or non-coding strand (complementary to the viral mRNA) is <whether variable in length>/

1. full-length/

2. variable in size/

3. shorter than full-length/

4. longer than full-length/

#492. The positive sense strand (the viral mRNA) is <whether variable in length>/

1. full-length/

2. variable in size/

3. shorter than full-length/

4. longer than full-length/

Breaks

#493. The double stranded genome <whether nicked or with a break>/

1. has a single break/

2. is intact/

3. has two breaks/

4. has four breaks/

5. has a nick <specify>/

#494. <Double stranded genome with nick or break, position>  /

1. at a unique site on full length negative strand/

2. on the plus strand/

3. on both strands/

#495.  At a position <number of nucleotides>/

nucleotides/

#496. <Position whether downstream or up stream>  /

1. downstream from the 5' end of the positive sense strand/

2. downstream from the 5' end of the negative sense strand/

3. upstream from the 3' end of the positive sense strand/

4. upstream from the 3' end of the negative sense strand/

Discontinuities

#497. The genome has <discontinuities or not>/

1. single–stranded discontinuities at specific sites/

2. no discontinuities/

#498. The transcribed strand has <one or two discontinuities>/

1. one discontinuity/

2. two discontinuities/

#499. The non–transcribed strand has <one or two discontinuities>/

1. one discontinuity/

2. two discontinuities/

Genome sequence arrangements and terminal repeats
#500. Double-stranded DNA <whether both strands covalently linked at the end>/

1. is covalently <whether linked at both strands or cross-linked>/

2. has free 5' and 3' termini/

3. consists of covalently linked segments/

If the double stranded DNA is covalently linked, go to the next question.

#501. Double-stranded DNA is <covalently linked at both ends or cross-linked>/

1. linked at both ends/

2. cross-linked at both ends/

3. flanked by inverted repeated sequences/

#502. Terminal nucleotides are <whether base-paired or not>/

1. base-paired, forming non-covalently closed, circular RNAs/

2. base-paired, forming covalently closed, circular RNAs/

3. not base-paired/

#503. <Whether> the genome <has a virus coded terminal protein or not>/

1. has a virus coded terminal protein/

2. does not have a virus coded terminal protein/

#504. The genome <has a virus coded terminal protein> which is <whether covalently linked>/

1. covalently linked to the 5'-end of each DNA strand/

2. covalently linked to the 5'-end of positive-sense strand/

3. covalently linked to the 5'-end of negative-sense strand/

4. covalently linked to the 3'-end of each DNA strand/

5. covalently linked to the 3'-end of positive-sense strand/

6. covalently linked to the 3'-end of negative-sense strand/

7. not covalently linked/

8. circular, but not covalently closed/

#505. Nucleotide sequences at the 3'–terminus are <whether identical or complementary>/

1. identical/

2. similar/

3. complementary to similar regions on the 5' end/

4. complementary to the 5' end and form a panhandle/

5. unrelated to the 5'–terminus/

5'-terminal sequence structures

#506. The 5'–terminal sequence has <whether conserved regions or repeats>/

1. conserved regions/

2. repeats of the 3'–terminus/

3. inverted repeats of the 3'–terminus/

4. repeats complementary to the 3'–terminus/

5. palindromic arrangements/

6. hairpin structures/

7. palindromic repeats, forming a hairpin structure/

8. palindromic repeats, folding into a T– or Y–shaped structure/

9. basepair stem configuration/

10. <no conserved regions>/

Repeats, conserved, coding and non-coding regions

#507. Terminal repeats at the 5'–end are <nucleotides long>/

nucleotides long/

#508. <Conserved sequence> at the 5'–end <sequence>/

1. AGUAGUGUGUGCU.../

2. UAGUAGUA.../

3. UCUCAAAGA.../

4. ACACAAAG.../

5. AGAGCAAU.../

#509. The 5'–terminus has <whether a long non-coding region>/

1. a long non-coding region/

2. a non-coding region/

3. no long non-coding region/

#510. The 5'–terminus has <a long non-coding region> that contains <whether special site>/

1. an internal ribosomal entry site/

2. <other>/

#511. The 5'–terminus is <a long non-coding region nucleotides in length>/

nucleotides in length/

Covalently attached protein and cap structure

#512. The 5'–end of the negative-sense strand <whether terminal protein>/

1. has a covalently attached terminal protein/

2. does not have a covalently attached terminal protein/

#513. The 5'–end of the positive-sense strand <whether a 5' capped oligoribonucleotide primer>/

1. has a 5' capped oligoribonucleotide primer/

2. does not have a 5' capped oligoribonucleotide primer/

#514. The 5'–end of the genome <whether capped>/

1. has a cap/

2. does not have cap/

#515. The cap is a <type of cap, VPg, mono-, di or tri-phosphate>/

1. methylated nucleotide cap/

2. genome–linked protein (VPg)/

3. monophosphate/

4. diphosphate/

5. triphosphate/

6. <other types if similar otherwise see next question>/

#516. The 5'–end of the genome has <describe if not a cap, VPg, mono-, di- or tri-phosphate>/

#517. The cap sequence type is <select type>/

1. m7G5'ppp5/

2. m7G5ppp5'GmpNp <type A>/

3. m7G5pppGUA/

4. m7GpppA/

5. m7G (7–methylguanosine) type 0/

6. ppApGpUp.../

#518. The cap sequence is <describe if not any of the above type>/

Poly (C) tract

#519. The 5'–terminus <whether has a poly (C) tract> has/

1. a poly (C) tract/

2. no poly (C) tract/

#520. The 5'–terminus <a poly (C) tract at what location> has/

1. near the terminus/

2. less than 200 bases away from the terminus/

3. 200–500 bases away from the terminus/

3'-terminal sequences 

Non-coding regions

#521. The 3'–terminus has <whether a long non-coding region>/

1. a long non-coding region/

2. no long non-coding region/

#522. The 3'–terminus has <a long non-coding region nucleotides in length> of/

nucleotides in length/

Conserved regions

#523. The 3'–terminus has <whether has conserved nucleotide sequences> has/

1. conserved nucleotide sequences/

2. a sequence variable region/

3. no conserved nucleotide sequences/

4. a subgenomic promoter, a conserved region known as "tymobox" <Ding et al. (1990) Journal of Ultrastructural Research 89, 56–64>/

5. no subgenomic promoter region/

#524. The 3'–terminus <has a conserved region nucleotides in length>   has/

nucleotides in length/

#525. <Sequence of conserved region> at the 3' end <sequence>/

1. UCAUCACAUGA.../

2. AUCAUCAUCUG.../

3. AGAGUUUCU.../

4. UGUGUUUC.../

5. UCUCGUUA..../

#526. The 3'–terminus has <the conserved sequence(s)> in <different strands or segments>/

1. both strands/

2. all segments/

3. viruses of same species/

4. species of same genus/

5. genera of same family/

#527. The 3'–terminus has <the conserved sequence(s)> in <all RNA species or some segments>/

1. all RNA species/

2. each gene segment/

3. some RNA segments/

4. <insert comment on which> RNA/

#528. The 3'–terminus sequence has <whether conserved regions, direct, inverted or palindromic repeats>/

1. conserved regions/

2. repeats/

3. inverted repeats/

4. palindromic arrangement/

5. hairpin structure/

6. palindromic repeats, forming a hairpin structure/

7. palindromic repeats, folding into a T– or Y–shaped structure/

#529. The 3'–terminus sequence has <conserved nucleotide sequences> <length in nucleotides>/

nucleotides in length/

#530. The 3'-terminus has <whether variable regions>/

1. variable regions/

2. no variable regions/

#531. The 3'–terminus <has whether has variable regions nucleotides in length> has/

nucleotides in length/

Polypyrimidine or polypurine regions

#532. The 3'–terminus <has whether a polypyrimidine region> has/

1. a polypyrimidine region/

2. a polypurine region/

3. no polypyrimidine/

4. no polypurine region/

#533. The 3'–terminus <has whether a polypyrimidine or polypurine region> <nucleotides in length> has/

nucleotides in length/

Poly (A) tract

#534. The 3'–terminus has <whether has a poly (A) tract>/

1. a poly (A) tract/

2. no poly (A) tract/

#535. The 3'–terminus <has a poly (A) tract nucleotides in length>  /

nucleotides in length/

#536. The 3'–terminus <has whether a poly (A) tract on all segments or only on some>   on/

1. all genome components/

2. each RNA sequence/

3. some genome components <specify>/

4. RNA-2/

5. <specify others>/

tRNA structure

#537. The 3'–terminus <has whether a tRNA–like structure> has/

1. a tRNA–like structure/

2. no tRNA–like structure/

#538. The 3'–terminus has <a tRNA-like structure>  that <whether can be aminoacylated>/

1. can be aminoacylated/

2. cannot be aminoacylated/

#539. The 3'–terminus has <a tRNA-like structure that can be aminoacylated>  with <amino acid>/

1. tyrosine/

2. histidine/

3. valine/

Internal poly A region, hairpin, basepair stem configuration, triple gene block

#540. The genome has <whether an intergenic poly (A) region>/

1. an intergenic poly (A) region/

2. no intergenic poly (A) region/

#541. The genome has <an intergenic poly A region>  at <position>/

#542. The intergenic region has <whether a hairpin configuration>/

1. a hairpin configuration/

2. no hairpin configuration/

#543. The intergenic region has <whether a basepair stem configuration>/

1. a basepair stem configuration/

2. no basepair stem configuration/

#544. The sequence has <whether a triple gene block coding arrangement>/

1. a triple gene block coding arrangement/

2. no triple gene block coding arrangement/

Packaging of genome 

Distribution of multipartite genomes

#545. The multipartite genome is <whether divided among more than one type of particle>/

1. divided among more than one type of particle/

2. found in one type of particle only/

3. divided among different particles, each segment encapsidated separately/

4. encapsidated, each segment in a separate nucleocapsid, and the nucleocapsids are surrounded by one envelope/

5. possible packaged in one particle, but it is not known whether they are packaged together or separately/

#546. The multipartite genome <is divided among different particles>  and the segments are distributed between <different types of particles>/

<insert number> different types of particles/

#547. Populations of mature viruses contain particles with/

1. positive sense ssDNA/

2. plus strands/

3. negative sense ssDNA/

4. minus strands/

5. equivalent numbers of positive and negative sense ssDNA . Upon extraction, the complementary DNA strands usually form dsDNA <i.e., Parvoviridae>/

6. minus strands, however, some particles contain the plus strand/

7. ssRNA/

8. a single molecule of ssRNA corresponding to the plus-strand (M1; M2) <i.e., Partitiviridae>/

9. dsRNA/

10. a single molecule of dsRNA with ssRNA tails (H) <i.e., Partitiviridae>/

11. one molecule each of dsRNA and ssRNA (H) <i.e., Partitiviridae>/

12. a single molecule of dsRNA (L1, L2) <i.e., Partitiviridae>/

13. two molecules of dsRNA (P) <i.e., Partitiviridae>/

14. both ssRNA and dsRNA/

15. replicative intermediate forms/

#548. The largest particles contain/

1. each one molecule of RNA-1 (sedimenting component B)/

2. one molecule of RNA-1/

3. RNA-1/

4. one molecule each of RNA-1 and RNA-2/

#549. The medium sized particles contain/

1. each one molecule of RNA-2 (sedimenting component M)/

2. one molecule of RNA-2/

3. two molecules of RNA-2/

4. RNA-2/

#550. The smallest particles contain/

1. each one molecule of RNA3 (sedimenting component Tb)/

2. one molecule of RNA3/

3. two molecules of RNA-4 (sedimenting component Ta)/

4. one molecule each of RNA-3 and RNA-4 (sedimenting component T)/

5. deletion mutants in the shortest particles/

6. no nucleic acid and are found in the top (sedimenting component T) band after sedimentation/

Number of copies per particle

#551. Each virion contains <single or multiple copies of genome>/

1. a single copy of the genome <implicit>/

2. a single copy of the genome plus a subgenomic RNA/

3. multiple copies of the genome/

4. multiple isomeric forms of the genome <as described for i.e., Herpesviridae>/

5. two copies of the genome in a dimeric configuration <diploid genome>/

#552. Each virion contains <type of genome>/

1. a full length copy/

2. a longer than full length copy/

3. shorter <non-interfering> copies/

4. defective interfering copies/

5. segments of the genome in non-equimolar proportions/

#553. Each virion contains <number of copies packed per particle>/

copies per particle/

#554. Reference to nucleotide sequence Medline ID: <not the accession number!> [[http:]www.ncbi.nlm.nih.gov/htbin-post/Entrez/query_old?form=6&db=m&Dopt=r&uid=xxxxx]/

References
#555. Reference(s) to nucleotide sequence: <for wider list of reference, not restricted to a single Pubmed or Medline entry>/

List [author(s)] (last_name first_name), [year], [title], [journal/bulletin/report/book], [volume], [pages]. If more than one reference should be cited, please add a ';' (semicolon) before the next reference.

PROTEINS
#556. Proteins constitute about <% of the particle weight>/

% of the particle weight/

#557. Proteins have <whether identified or characterized>/

1. been identified/

2. been characterized and functions are assigned to them/

3. not been identified/

4. not been characterized/

As in previous sections, the questions start very broad to establish basic categories which lead further down to more detailed questions such as sequence status and their functions.

#558. Particles are made up of <number of different proteins>/

proteins <polypeptides>/

#559. The viral genome encodes <whether structural or non-structural proteins>/

1. structural proteins/

2. non-structural proteins/

3. proteins found only in infected host cell/

4. non-viral proteins/

5. proteins of yet undetermined origin/

Structural and non-structural proteins are dealt with separately. The structural proteins are listed according to their location in particle structure from the outside in. There are 2–4 sets of questions each for envelope, surface membrane, capsid, outer and inner capsid, spikes and fibers, tails, core, matrix, tegument, nucleoid and lateral body proteins.

Size and function
#560. Virions consist of <number of all structural virion protein(s)>/

structural protein(s)/

#561. <Structural proteins>   located in the <location of protein in virion>/

1. envelope/

2. surface membrane <e.g., Poxviridae>/

3. membrane/

4. peplomers <absorption complex>/

5. coat/

6. capsid/

7. head/

8. head-tail connector/

9. tail/

10. baseplate/

11. fibers/

12. spikes <not envelope spikes>/

13. internal capsid/

14. outer capsid/

15. inner capsid/

16. nucleocapsid/

17. core/

18. subcore/

19. nucleoid/

20. matrix/

21. tegument/

22. lateral bodies/

23. polymerase complex/

24. occlusion bodies/

25. inclusion bodies/

26. ribonucleoprotein complex/

27. <others>/

#562. The viral envelope contains <number of integral membrane proteins and types>/

integral membrane proteins/

Envelope proteins 

Envelope protein 1

#563. Envelope protein <designation, abbreviation and transcription class of envelope protein 1>/

the next 11 questions are a set and form one to several sentences. If you code for example 

563:E1  564:10  565:P  566:1&2  567:P12345  568 :6  5691&6  570:heamgglutinase activity  571:1  572:2  it will translate into: "Envelope protein  "E1"  has a molecular mass of  "10" kDa  is the product of the polyprotein  "P"  has been sequenced and a function assigned.  Envelope protein sequence has the accession number  P12345 . Envelope protein is expressed in the  late transcription phase ; its function is  attachment protein and forming the viral spikes,  which possess(es) "hemagglutinase activity". During post-translational processing envelope protein  has been cleaved from the precursor protein  "E"  and modifications occur that include  glycosylation".

#564. Envelope protein   has a molecular mass of/

kDa/

The molecular mass of a protein is usually very similar to the relative molecular mass Mr. In cases where the molecular mass is significantly different, please enter the value for Mr in angle brackets before the kDa value.

#565. Envelope protein <1>     is the product of the polyprotein <insert designation of polyprotein>/

#566. Envelope protein <1> has <whether been sequenced or characterized>/

1. been sequenced/

2. a function assigned/

3. no function assigned/

4. not been sequenced/

#567. Envelope protein <1> sequence has the accession number [[http:]us.expasy.org/cgi-bin/niceprot.pl?*****]/

#568. Envelope protein is expressed in the <time of expression>/

1. very early <pre-alpha> transcription phase/

2. early <alpha> transcription phase/

3. intermediate early <pre-beta> transcription phase/

4. intermediate <beta> transcription phase/

5. intermediate late <beta/gamma> transcription phase/

6. late <gamma 1> transcription phase/

7. very late <gamma 2> transcription phase/

8. <other transcription phase>/

#569. Envelope protein is <type of function for envelope protein 1>/

1. an attachment protein/

2. involved in absorption/

3. a fusion protein/

4. a membrane protein/

5. involved in membrane assembly/

6. forming the viral spikes/

7. a glycoprotein/

8. a surface protein/

#570. Which possess(es) <enzymatic activity of envelope protein 1>/

#571. During post-translational processing envelope protein <1> <whether derived from a precursor protein>/

1. has been cleaved from the precursor protein <insert designation of precursor protein>/

2. has not been cleaved/

#572. During post-translational processing envelope protein <1> modifications occur that include <type of modification>/

1. phosphorylation/

2. glycosylation/

3. ribosylation/

4. sulfation/

5. acylation/

6. myristylation/

7. binding metal ions/

8. disulfide cross-linking/

9. <others>/

Envelope protein 2

#573. Envelope protein <designation and abbreviation of envelope protein 2>/

#574. Envelope protein   has a molecular mass of/

kDa/

#575. Envelope protein <2> is the product of the polyprotein <insert designation of polyprotein>/

#576. Envelope protein <2> has <whether been sequenced or characterized>/

1. been sequenced/

2. a function assigned/

3. no function assigned/

4. not been sequenced/

#577. Envelope protein <2> sequence has the accession number [[http:]us.expasy.org/cgi-bin/niceprot.pl?*****]/

#578. Envelope protein is expressed in the <time of expression>/

1. very early <pre-alpha> transcription phase/

2. early <alpha> transcription phase/

3. intermediate early <pre-beta> transcription phase/

4. intermediate <beta> transcription phase/

5. intermediate late <beta/gamma> transcription phase/

6. late <gamma 1> transcription phase/

7. very late <gamma 2> transcription phase/

8. <other transcription phase>/

#579. Envelope protein is <type of function for envelope protein 2>/

1. an attachment protein/

2. involved in absorption/

3. a fusion protein/

4. a membrane protein/

5. involved in the membrane assembly/

6. a transmembrane protein/

7. interacting with viral receptors/

#580. Which possess(es) <activity of envelope protein 2>/

#581. During post-translational processing envelope protein <2> <whether derived from a precursor protein>/

1. has been cleaved from the precursor protein <insert designation of precursor protein>/

2. has not been cleaved/

#582. During post-translational processing envelope protein <2> modifications occur that include/

1. phosphorylation/

2. glycosylation/

3. ribosylation/

4. sulfation/

5. acylation/

6. myristylation/

7. binding metal ions/

8. disulfide cross-linking/

9. <others>/

Envelope protein 3

#583. Envelope protein <designation and abbreviation of envelope protein 3>/

#584. Envelope protein   has a molecular mass of/

kDa/

#585. Envelope protein <3> is the product of the polyprotein <insert designation of polyprotein>/

#586. Envelope protein <3> has <whether been sequenced or characterized>/

1. been sequenced/

2. a function assigned/

3. no function assigned/

4. not been sequenced/

#587. Envelope protein <3> sequence has the accession number [[http:]us.expasy.org/cgi-bin/niceprot.pl?*****]/

#588. Envelope protein is expressed in the <time of expression>/

1. very early <pre-alpha> transcription phase/

2. early <alpha> transcription phase/

3. intermediate early <pre-beta> transcription phase/

4. intermediate <beta> transcription phase/

5. intermediate late <beta/gamma> transcription phase/

6. late <gamma 1> transcription phase/

7. very late <gamma 2> transcription phase/

8. <other transcription phase>/

#589. Envelope protein is <type of function for envelope protein 3>/

1. an attachment protein/

2. involved in absorption/

3. a fusion protein/

4. a membrane protein/

5. involved in membrane assembly/

6. involved in membrane fusion for viral entry/

#590. Which possess(es) <activity of envelope protein 3>/

#591. During post-translational processing envelope protein <3> <whether derived from a precursor protein>/

1. has been cleaved from the precursor protein <insert designation of precursor protein>/

2. has not been cleaved/

#592. During post-translational processing envelope protein <3> modifications occur that include/

1. phosphorylation/

2. glycosylation/

3. ribosylation/

4. sulfation/

5. acylation/

6. myristylation/

7. binding metal ions/

8. disulfide cross-linking/

9. <others>/

Envelope protein 4

#593. Envelope protein <designation and abbreviation of envelope protein 4>/

#594. Envelope protein   has a molecular mass of/

kDa/

#595. Envelope protein <4> is the product of the polyprotein <insert designation of polyprotein>/

#596. Envelope protein <4> has <whether been sequenced or characterized>/

1. been sequenced/

2. a function assigned/

3. no function assigned/

4. not been sequenced/

#597. Envelope protein <4> sequence has the accession number [[http:]us.expasy.org/cgi-bin/niceprot.pl?*****]/

#598. Envelope protein is expressed in the <time of expression>/

1. very early <pre-alpha> transcription phase/

2. early <alpha> transcription phase/

3. intermediate early <pre-beta> transcription phase/

4. intermediate <beta> transcription phase/

5. intermediate late <beta/gamma> transcription phase/

6. late <gamma 1> transcription phase/

7. very late <gamma 2> transcription phase/

8. <other transcription phase>/

#599. Envelope protein is <type of function for envelope protein 4>/

1. an attachment protein/

2. involved in absorption/

3. is a fusion protein/

4. a membrane protein/

5. involved in membrane assembly/

#600. Which possess(es) <activity of envelope protein 4>/

#601. During post-translational processing envelope protein <4> <whether derived from a precursor protein>/

1. has been cleaved from the precursor protein <insert designation of precursor protein>/

2. has not been cleaved/

#602. During post-translational processing envelope protein <4> modifications occur that include/

1. proteolytic cleavage/

2. phosphorylation/

3. glycosylation/

4. ribosylation/

5. sulfation/

6. acylation/

7. myristylation/

8. binding metal ions/

9. disulfide cross-linking/

10. <others>/

#603. Envelope protein <4> exhibits antigenic determinants characteristic for the/

1. order/

2. family/

3. subfamily/

4. genus/

5. species/

6. subspecies/

#604. <List additional envelope proteins>/

Surface Membrane Protein 

Surface membrane protein 1

#605. Surface membrane protein <designation and abbreviation of surface membrane protein 1>/

#606. Surface membrane protein   has a molecular mass of/

kDa/

#607. Surface membrane protein <1> is the product of the polyprotein <insert designation of polyprotein>/

#608. Surface membrane protein <1> has <whether been sequenced or characterized>/

1. been sequenced/

2. a function assigned/

3. no function assigned/

4. not been sequenced/

#609. Surface membrane protein <1> sequence has the accession number [[http:]us.expasy.org/cgi-bin/niceprot.pl?*****]/

#610. Surface membrane protein is expressed in the <time of expression>/

1. very early <pre-alpha> transcription phase/

2. early <alpha> transcription phase/

3. intermediate early <pre-beta> transcription phase/

4. intermediate <beta> transcription phase/

5. intermediate late <beta/gamma> transcription phase/

6. late <gamma 1> transcription phase/

7. very late <gamma 2> transcription phase/

8. <other transcription phase>/

#611. Surface membrane protein is <type of function for protein 1>/

1. <type of function>/

2. <type of function>/

#612. Which possess(es) <activity of surface membrane protein 1>/

#613. Surface membrane protein <1> <whether derived from a precursor protein>/

1. has been cleaved during post-translational processing from the precursor protein <insert designation of precursor protein>/

2. has not been cleaved/

#614. Modifications during post-translational processes include/

1. phosphorylation/

2. glycosylation/

3. ribosylation/

4. sulfation/

5. acylation/

6. myristylation/

7. binding metal ions/

8. disulfide cross-linking/

9. <others>/

Surface membrane protein 2

#615. Surface membrane protein <designation and abbreviation of surface membrane protein 2>/

#616. Surface membrane protein   has a molecular mass of/

kDa/

#617. Surface membrane protein <2> is the product of the polyprotein <insert designation of polyprotein>/

#618. Surface membrane protein <2> has <whether been sequenced or characterized>/

1. been sequenced/

2. a function assigned/

3. no function assigned/

4. not been sequenced/

#619. Surface membrane protein <2> sequence has the accession number [[http:]us.expasy.org/cgi-bin/niceprot.pl?*****]/

#620. Surface membrane protein is expressed in the <time of expression>/

1. very early <pre-alpha> transcription phase/

2. early <alpha> transcription phase/

3. intermediate early <pre-beta> transcription phase/

4. intermediate <beta> transcription phase/

5. intermediate late <beta/gamma> transcription phase/

6. late <gamma 1> transcription phase/

7. very late <gamma 2> transcription phase/

8. <other transcription phase>/

#621. Surface membrane protein is <type of function for protein 2>/

1. <type of function>/

2. <type of function>/

#622. Which possess(es) <activity of surface membrane protein 2>/

#623. Surface membrane protein <2> <whether derived from a precursor protein>/

1. has been cleaved during post-translational processing from the precursor protein <insert designation of precursor protein>/

2. has not been cleaved/

#624. Modifications during post-translational processes include/

1. phosphorylation/

2. glycosylation/

3. ribosylation/

4. sulfation/

5. acylation/

6. myristylation/

7. binding metal ions/

8. disulfide cross-linking/

9. <others>/

Surface membrane protein 3

#625. Surface membrane protein <designation and abbreviation of surface membrane protein 3>/

#626. Surface membrane protein   has a molecular mass of/

kDa/

#627. Surface membrane protein <3> is the product of the polyprotein <insert designation of polyprotein>/

#628. Surface membrane protein <3> has <whether been sequenced or characterized>/

1. been sequenced/

2. a function assigned/

3. no function assigned/

4. not been sequenced/

#629. Surface membrane protein <3> sequence has the accession number [[http:]us.expasy.org/cgi-bin/niceprot.pl?*****]/

#630. Surface membrane protein is expressed in the <time of expression>/

1. very early <pre-alpha> transcription phase/

2. early <alpha> transcription phase/

3. intermediate early <pre-beta> transcription phase/

4. intermediate <beta> transcription phase/

5. intermediate late <beta/gamma> transcription phase/

6. late <gamma 1> transcription phase/

7. very late <gamma 2> transcription phase/

8. <other transcription phase>/

#631. Surface membrane protein is <type of function for protein 3>/

1. <type of function>/

2. <type of function>/

#632. Which possess(es) <activity of surface membrane protein 3>/

#633. Surface membrane protein <3> <whether derived from a precursor protein>/

1. has been cleaved during post-translational processing from the precursor protein <insert designation of precursor protein>/

2. has not been cleaved/

#634. Modifications during post-translational processes include/

1. phosphorylation/

2. glycosylation/

3. ribosylation/

4. sulfation/

5. acylation/

6. myristylation/

7. binding metal ions/

8. disulfide cross-linking/

9. <others>/

Surface membrane protein 4

#635. Surface membrane protein <designation and abbreviation of surface membrane protein 4>/

#636. Surface membrane protein   has a molecular mass of/

kDa/

#637. Surface membrane protein <4> is the product of the polyprotein <insert designation of polyprotein>/

#638. Surface membrane protein <4> has <whether been sequenced or characterized>/

1. been sequenced/

2. a function assigned/

3. no function assigned/

4. not been sequenced/

#639. Surface membrane protein <4> sequence has the accession number [[http:]us.expasy.org/cgi-bin/niceprot.pl?*****]/

#640. Surface membrane protein is expressed in the <time of expression>/

1. very early <pre-alpha> transcription phase/

2. early <alpha> transcription phase/

3. intermediate early <pre-beta> transcription phase/

4. intermediate <beta> transcription phase/

5. intermediate late <beta/gamma> transcription phase/

6. late <gamma 1> transcription phase/

7. very late <gamma 2> transcription phase/

8. <other transcription phase>/

#641. Surface membrane protein is <type of function for protein 4>/

1. <type of function>/

2. <type of function>/

#642. Which possess(es) <activity of surface membrane protein 4>/

#643. Surface membrane protein <4> <whether derived from a precursor protein>/

1. has been cleaved during post-translational processing from the precursor protein <insert designation of precursor protein>/

2. has not been cleaved/

#644. Modifications during post-translational processes include/

1. phosphorylation/

2. glycosylation/

3. ribosylation/

4. sulfation/

5. acylation/

6. myristylation/

7. binding metal ions/

8. disulfide cross-linking/

9. <others>/

#645. <List additional surface membrane proteins>/

Capsid Protein 

Capsid protein 1

#646. Capsid protein <designation and abbreviation of capsid 1>/

#647. Capsid protein   has a molecular mass of/

kDa/

#648. <Give number of copies of capsid protein 1> with/

copies per virion/

#649. Capsid protein <1> is the product of the polyprotein <insert designation of polyprotein>/

#650. Capsid protein <1> has <whether been sequenced or characterized>/

1. been sequenced/

2. a function assigned/

3. no function assigned/

4. not been sequenced/

#651. Capsid protein <1> sequence has the accession number [[http:]us.expasy.org/cgi-bin/niceprot.pl?*****]/

#652. Capsid protein is expressed in the <time of expression>/

1. very early <pre-alpha> transcription phase/

2. early <alpha> transcription phase/

3. intermediate early <pre-beta> transcription phase/

4. intermediate <beta> transcription phase/

5. intermediate late <beta/gamma> transcription phase/

6. late <gamma 1> transcription phase/

7. very late <gamma 2> transcription phase/

8. <other transcription phase>/

#653. Capsid protein is <type of function for capsid protein 1>/

1. the surface protein <of NC>/

2. forming the nucleocapsid/

3. part of the polymerase complex/

4. the coat protein/

5. involved in viral encapsidation/

6. forming the ribonucleoprotein complex/

7. involved in protein movement/

#654. Which possess(es) <activity of capsid protein 1>/

#655. Capsid protein <1> <whether derived from a precursor protein>/

1. has been cleaved during post-translational processing from the precursor protein <insert designation of precursor protein>/

2. has not been cleaved/

#656. Capsid protein <1> modifications during post-translational processes include <type of modification>/

1. phosphorylation/

2. glycosylation/

3. ribosylation/

4. sulfation/

5. acylation/

6. myristylation/

7. binding metal ions/

8. disulfide cross-linking/

9. <others>/

Capsid protein 2

#657. Capsid protein <designation and abbreviation of capsid protein 2>/

#658. Capsid protein   has a molecular mass of/

kDa/

#659. <Give number of copies of capsid protein 2> with/

copies per virion/

#660. Capsid protein <2> is the product of the polyprotein <insert designation of polyprotein>/

#661. Capsid protein <2> <whether characterized or sequenced>/

1. been sequenced/

2. a function assigned/

3. no function assigned/

4. not been sequenced/

#662. Capsid protein <2> sequence has the accession number [[http:]us.expasy.org/cgi-bin/niceprot.pl?*****]/

#663. Capsid protein is expressed in the <time of expression>/

1. very early <pre-alpha> transcription phase/

2. early <alpha> transcription phase/

3. intermediate early <pre-beta> transcription phase/

4. intermediate <beta> transcription phase/

5. intermediate late <beta/gamma> transcription phase/

6. late <gamma 1> transcription phase/

7. very late <gamma 2> transcription phase/

8. <other transcription phase>/

#664. Capsid protein is <type of function for capsid protein 2>/

1. the surface protein <of NC>/

2. forming the nucleocapsid/

3. part of the polymerase complex/

4. a putative zinc binding protein/

5. an internal structure component/

#665. Which possess(es) <activity of capsid protein 2>/

#666. Capsid protein <2> <whether derived from a precursor protein>/

1. has been cleaved during post-translational processing from the precursor protein <insert designation of precursor protein>/

2. has not been cleaved/

#667. Capsid protein <2> modifications during post-translational processes include <type of modification>/

1. phosphorylation/

2. glycosylation/

3. ribosylation/

4. sulfation/

5. acylation/

6. myristylation/

7. binding metal ions/

8. disulfide cross-linking/

9. <others>/

Capsid protein 3

#668. Capsid protein <designation and abbreviation of capsid protein 3>/

#669. Capsid protein   has a molecular mass of/

kDa/

#670. <Give number of copies of capsid protein 3> with/

copies per virion/

#671. Capsid protein <3> is the product of the polyprotein <insert designation of polyprotein>/

#672. Capsid protein <3> has <whether been sequenced or characterized>/

1. been sequenced/

2. a function assigned/

3. no function assigned/

4. not been sequenced/

#673. Capsid protein <3> sequence has the accession number [[http:]us.expasy.org/cgi-bin/niceprot.pl?*****]/

#674. Capsid protein is expressed in the <time of expression>/

1. very early <pre-alpha> transcription phase/

2. early <alpha> transcription phase/

3. intermediate early <pre-beta> transcription phase/

4. intermediate <beta> transcription phase/

5. intermediate late <beta/gamma> transcription phase/

6. late <gamma 1> transcription phase/

7. very late <gamma 2> transcription phase/

8. <other transcription phase>/

#675. Capsid protein is <type of function for capsid protein 3>/

1. the surface protein <of NC>/

2. forming the nucleocapsid/

3. part of the polymerase complex/

#676. Which possess(es) <activity of capsid protein 3>/

#677. Capsid protein <3> <whether derived from a precursor protein>/

1. has been cleaved during post-translational processing from the precursor protein <insert designation of precursor protein>/

2. has not been cleaved/

#678. Capsid protein <3> modifications during post-translational processes include <type of modification>/

1. phosphorylation/

2. glycosylation/

3. ribosylation/

4. sulfation/

5. acylation/

6. myristylation/

7. binding metal ions/

8. disulfide cross-linking/

9. <others>/

Capsid protein 4

#679. Capsid protein <designation and abbreviation of capsid protein 4>/

#680. Capsid protein   has a molecular mass of/

kDa/

#681. <Give number of copies of capsid protein 4> with/

copies per virion/

#682. Capsid protein <4> is the product of the polyprotein <insert designation of polyprotein>/

#683. Capsid protein <4> has <whether been sequenced or characterized>/

1. been sequenced/

2. a function assigned/

3. no function assigned/

4. not been sequenced/

#684. Capsid protein <4> sequence has the accession number [[http:]us.expasy.org/cgi-bin/niceprot.pl?*****]/

#685. Capsid protein is expressed in the <time of expression>/

1. very early <pre-alpha> transcription phase/

2. early <alpha> transcription phase/

3. intermediate early <pre-beta> transcription phase/

4. intermediate <beta> transcription phase/

5. intermediate late <beta/gamma> transcription phase/

6. late <gamma 1> transcription phase/

7. very late <gamma 2> transcription phase/

8. <other transcription phase>/

#686. Capsid protein is <type of function for capsid protein 4>/

1. the surface protein <of NC>/

2. forming the nucleocapsid/

3. part of the polymerase complex/

4. involved in the receptor binding process to susceptible host cell surface/

5. exhibiting hemagglutination activity/

#687. Which possess(es) <activity of capsid protein 4>/

#688. Capsid protein <4> <whether derived from a precursor protein>/

1. has been cleaved during post-translational processing from the precursor protein <insert designation of precursor protein>/

2. has not been cleaved/

#689. Capsid protein <4> modifications during post-translational processes include <type of modification>/

1. phosphorylation/

2. glycosylation/

3. ribosylation/

4. sulfation/

5. acylation/

6. myristylation/

7. binding metal ions/

8. disulfide cross-linking/

9. <others>/

#690. <List additional capsid proteins>/

Spike protein
#691. Spike protein <designation and abbreviation of spike protein>/

#692. Spike protein   has a molecular mass of/

kDa/

#693. Spike protein is the product of the polyprotein <insert designation of polyprotein>/

#694. Spike protein has <whether been sequenced or characterized>/

1. been sequenced/

2. a function assigned/

3. no function assigned/

4. not been sequenced/

#695. Spike protein sequence has the accession number [[http:]us.expasy.org/cgi-bin/niceprot.pl?*****]/

#696. The spike protein is expressed in the <time of expression>/

1. very early <pre-alpha> transcription phase/

2. early <alpha> transcription phase/

3. intermediate early <pre-beta> transcription phase/

4. intermediate <beta> transcription phase/

5. intermediate late <beta/gamma> transcription phase/

6. late <gamma 1> transcription phase/

7. very late <gamma 2> transcription phase/

8. <other transcription phase>/

#697. Spike protein is <type of function for spike protein>/

1. <type of protein function>/

2. <type of protein function>/

#698. Which possess(es) <activity of spike protein>/

#699. Spike protein <whether a precursor protein>/

1. is a precursor and has been cleaved during post-translational processing <insert designation of products>/

2. has not been cleaved/

#700. Spike protein modifications during post-translational processes include <type of modification>/

1. phosphorylation/

2. glycosylation/

3. ribosylation/

4. sulfation/

5. acylation/

6. myristylation/

7. binding metal ions/

8. disulfide cross-linking/

9. <others>/

#701. <List additional spike proteins>/

Inner Capsid 

Inner capsid protein 1

#702. Inner capsid protein <designation and abbreviation of inner capsid protein 1>/

#703. Inner capsid protein   has a molecular mass of/

kDa/

#704. Inner capsid protein <1> is the product of the polyprotein <insert designation of polyprotein>/

#705. Inner capsid protein <1> has <whether been sequenced or characterized>/

1. been sequenced/

2. a function assigned/

3. no function assigned/

4. not been sequenced/

#706. Inner capsid protein <1> sequence has the accession number [[http:]us.expasy.org/cgi-bin/niceprot.pl?*****]/

#707. Inner capsid protein <1> <whether derived from a precursor protein>/

1. has been cleaved during post-translational processing from the precursor protein <insert designation of precursor protein>/

2. has not been cleaved/

#708. The protein is expressed in the <time of expression>/

1. very early <pre-alpha> transcription phase/

2. early <alpha> transcription phase/

3. intermediate early <pre-beta> transcription phase/

4. intermediate <beta> transcription phase/

5. intermediate late <beta/gamma> transcription phase/

6. late <gamma 1> transcription phase/

7. very late <gamma 2> transcription phase/

8. <other transcription phase>/

#709. Inner capsid protein is <type of function for inner capsid protein 1>/

1. <type of protein function>/

2. <type of protein function>/

#710. Which possess(es) <activity of inner capsid protein 1>/

#711. Inner capsid protein <1> modifications during post-translational processes include <type of modification>/

1. phosphorylation/

2. glycosylation/

3. ribosylation/

4. sulfation/

5. acylation/

6. myristylation/

7. binding metal ions/

8. disulfide cross-linking/

9. <others>/

Inner capsid protein 2

#712. Inner capsid protein <designation and abbreviation of protein 2>/

#713. Inner capsid protein   has a molecular mass of/

kDa/

#714. Inner capsid protein <2> is the product of the polyprotein <insert designation of polyprotein>/

#715. Inner capsid protein <2> has <whether been sequenced or characterized>/

1. been sequenced/

2. a function assigned/

3. no function assigned/

4. not been sequenced/

#716. Inner capsid protein <2> sequence has the accession number [[http:]us.expasy.org/cgi-bin/niceprot.pl?*****]/

#717. Inner capsid protein is expressed in the <time of expression>/

1. very early <pre-alpha> transcription phase/

2. early <alpha> transcription phase/

3. intermediate early <pre-beta> transcription phase/

4. intermediate <beta> transcription phase/

5. intermediate late <beta/gamma> transcription phase/

6. late <gamma 1> transcription phase/

7. very late <gamma 2> transcription phase/

8. <other transcription phase>/

#718. Inner capsid protein is <type of function for inner capsid protein 2>/

1. <type of protein function>/

2. <type of protein function>/

#719. Which possess(es) <activity of inner capsid protein 2>/

#720. Inner capsid protein <2> <whether derived from a precursor protein>/

1. has been cleaved during post-translational processing from the precursor protein <insert designation of precursor protein>/

2. has not been cleaved/

#721. Inner capsid protein modifications during post-translational processes include <type of modification>/

1. phosphorylation/

2. glycosylation/

3. ribosylation/

4. sulfation/

5. acylation/

6. myristylation/

7. binding metal ions/

8. disulfide cross-linking/

9. <others>/

#722. <List additional inner capsid proteins>/

Nucleocapsid 

Nucleocapsid protein 1

#723. Nucleocapsid protein <designation and abbreviation of nucleocapsid protein 1>/

#724. Nucleocapsid protein   has a molecular mass of/

kDa/

#725. Nucleocapsid protein <1> is the product of the polyprotein <insert designation of polyprotein>/

#726. Nucleocapsid protein <1> has <whether been sequenced or characterized>/

1. been sequenced/

2. a function assigned/

3. no function assigned/

4. not been sequenced/

#727. Nucleocapsid protein <1> sequence has the accession number [[http:]us.expasy.org/cgi-bin/niceprot.pl?*****]/

#728. Nucleocapsid protein is expressed in the <time of expression>/

1. very early <pre-alpha> transcription phase/

2. early <alpha> transcription phase/

3. intermediate early <pre-beta> transcription phase/

4. intermediate <beta> transcription phase/

5. intermediate late <beta/gamma> transcription phase/

6. late <gamma 1> transcription phase/

7. very late <gamma 2> transcription phase/

8. <other transcription phase>/

#729. Nucleocapsid protein is <type of function for nucleocapsid protein 1>/

1. binding to the genomic RNA/

2. forming a ribonucleoprotein complex/

3. <type of protein function>/

#730. Which possess(es) <activity of nucleocapsid protein 1>/

#731. Nucleocapsid protein <1> <whether derived from a precursor protein>/

1. has been cleaved during post-translational processing from the precursor protein <insert designation of precursor protein>/

2. has not been cleaved/

#732. Nucleocapsid protein <1> modifications during post-translational processes include/

1. phosphorylation/

2. glycosylation/

3. ribosylation/

4. sulfation/

5. acylation/

6. myristylation/

7. binding metal ions/

8. disulfide cross-linking/

9. <others>/

Nucleocapsid protein 2

#733. Nucleocapsid protein <designation and abbreviation of nucleocapsid protein 2>/

#734. Nucleocapsid protein   has a molecular mass of/

kDa/

#735. Nucleocapsid protein <2> is the product of the polyprotein <insert designation of polyprotein>/

#736. Nucleocapsid protein <2> has <whether been sequenced or characterized>/

1. been sequenced/

2. a function assigned/

3. no function assigned/

4. not been sequenced/

#737. Nucleocapsid protein <2> sequence has the accession number [[http:]us.expasy.org/cgi-bin/niceprot.pl?*****]/

#738. Nucleocapsid protein is expressed in the <time of expression>/

1. very early <pre-alpha> transcription phase/

2. early <alpha> transcription phase/

3. intermediate early <pre-beta> transcription phase/

4. intermediate <beta> transcription phase/

5. intermediate late <beta/gamma> transcription phase/

6. late <gamma 1> transcription phase/

7. very late <gamma 2> transcription phase/

8. <other transcription phase>/

#739. Nucleocapsid protein is <type of function for nucleocapsid protein 2>/

1. a putative zinc binding protein/

2. forming an internal structural component/

3. <type of protein function>/

#740. Which possess(es) <activity of nucleocapsid protein 2>/

#741. Nucleocapsid protein <2> <whether derived from a precursor protein>/

1. has been cleaved during post-translational processing from the precursor protein <insert designation of precursor protein>/

2. has not been cleaved/

#742. Nucleocapsid protein <2> modifications during post-translational processes include <type of modification>/

1. phosphorylation/

2. glycosylation/

3. ribosylation/

4. sulfation/

5. acylation/

6. myristylation/

7. binding metal ions/

8. disulfide cross-linking/

9. <others>/

Nucleocapsid protein 3

#743. Nucleocapsid protein <designation and abbreviation of nucleocapsid protein 3>/

#744. Nucleocapsid protein   has a molecular mass of/

kDa/

#745. Nucleocapsid protein <3> is the product of the polyprotein <insert designation of polyprotein>/

#746. Nucleocapsid protein <3> has <whether been sequenced or characterized>/

1. been sequenced/

2. a function assigned/

3. no function assigned/

4. not been sequenced/

#747. Nucleocapsid protein <3> sequence has the accession number [[http:]us.expasy.org/cgi-bin/niceprot.pl?*****]/

#748. Nucleocapsid protein is expressed in the <time of expression>/

1. very early <pre-alpha> transcription phase/

2. early <alpha> transcription phase/

3. intermediate early <pre-beta> transcription phase/

4. intermediate <beta> transcription phase/

5. intermediate late <beta/gamma> transcription phase/

6. late <gamma 1> transcription phase/

7. very late <gamma 2> transcription phase/

8. <other transcription phase>/

#749. Nucleocapsid protein is <type of function for nucleocapsid protein 3>/

1. <type of protein function>/

2. <type of protein function>/

#750. Which possess(es) <activity of nucleocapsid protein 3>/

#751. Nucleocapsid protein <3> <whether derived from a precursor protein>/

1. has been cleaved during post-translational processing from the precursor protein <insert designation of precursor protein>/

2. has not been cleaved/

#752. Nucleocapsid protein <3> modifications during post-translational processes include/

1. phosphorylation/

2. glycosylation/

3. ribosylation/

4. sulfation/

5. acylation/

6. myristylation/

7. binding metal ions/

8. disulfide cross-linking/

9. <others>/

Nucleocapsid protein 4

#753. Nucleocapsid protein <designation and abbreviation of nucleocapsid protein 4>/

#754. Nucleocapsid protein   has a molecular mass of/

kDa/

#755. Nucleocapsid protein <4> is the product of the polyprotein <insert designation of polyprotein>/

#756. Nucleocapsid protein <4> has <whether been sequenced or characterized>/

1. been sequenced/

2. a function assigned/

3. no function assigned/

4. not been sequenced/

#757. Nucleocapsid protein <4> sequence has the accession number [[http:]us.expasy.org/cgi-bin/niceprot.pl?*****]/

#758. Nucleocapsid protein is expressed in the <time of expression>/

1. very early <pre-alpha> transcription phase/

2. early <alpha> transcription phase/

3. intermediate early <pre-beta> transcription phase/

4. intermediate <beta> transcription phase/

5. intermediate late <beta/gamma> transcription phase/

6. late <gamma 1> transcription phase/

7. very late <gamma 2> transcription phase/

8. <other transcription phase>/

#759. Nucleocapsid protein is <type of function for nucleocapsid protein 4>/

1. <type of protein function>/

2. <type of protein function>/

#760. Which possess(es) <activity of nucleocapsid protein 4>/

#761. Nucleocapsid protein <4> <whether derived from a precursor protein>/

1. has been cleaved during post-translational processing from the precursor protein <insert designation of precursor protein>/

2. has not been cleaved/

#762. Nucleocapsid protein <4> modifications during post-translational processes include <type of modification>/

1. phosphorylation/

2. glycosylation/

3. ribosylation/

4. sulfation/

5. acylation/

6. myristylation/

7. binding metal ions/

8. disulfide cross-linking/

9. <others>/

#763. <List additional nucleocapsid proteins>/

Tail protein 

Tail protein 1

#764. Tail protein <designation and abbreviation tail protein 1>/

#765. Tail protein   has a molecular mass of/

kDa/

#766. Tail protein <1> is the product of the polyprotein <insert designation of polyprotein>/

#767. Tail protein <1> has <whether been sequenced or characterized>/

1. been sequenced/

2. a function assigned/

3. no function assigned/

4. not been sequenced/

#768. Tail protein <1> sequence has the accession number [[http:]us.expasy.org/cgi-bin/niceprot.pl?*****]/

#769. The tail protein is expressed in the <time of expression>/

1. very early <pre-alpha> transcription phase/

2. early <alpha> transcription phase/

3. intermediate early <pre-beta> transcription phase/

4. intermediate <beta> transcription phase/

5. intermediate late <beta/gamma> transcription phase/

6. late <gamma 1> transcription phase/

7. very late <gamma 2> transcription phase/

8. <other transcription phase>/

#770. The tail protein is <type of function for tail protein 1>/

1. <type of protein function>/

2. <type of protein function>/

#771. Which possess(es) <activity of tail protein 1>/

#772. Tail protein <1> <whether a precursor protein>/

1. is a precursor and has been cleaved during post-translational processing <insert designation of products>/

2. has not been cleaved/

#773. Tail protein <1> modifications during post-translational processes include <type of modification>/

1. phosphorylation/

2. glycosylation/

3. ribosylation/

4. sulfation/

5. acylation/

6. myristylation/

7. binding metal ions/

8. disulfide cross-linking/

9. <others>/

Tail protein 2

#774. Tail protein <designation and abbreviation of tail protein 2>/

#775. Tail protein <2>   has a molecular mass of/

kDa/

#776. Tail protein <2> is the product of the polyprotein <insert designation of polyprotein>/

#777. Tail protein <2> has <whether been sequenced or characterized>/

1. been sequenced/

2. a function assigned/

3. no function assigned/

4. not been sequenced/

#778. Tail protein <2> sequence has the accession number [[http:]us.expasy.org/cgi-bin/niceprot.pl?*****]/

#779. The tail protein is expressed in the <time of expression>/

1. very early <pre-alpha> transcription phase/

2. early <alpha> transcription phase/

3. intermediate early <pre-beta> transcription phase/

4. intermediate <beta> transcription phase/

5. intermediate late <beta/gamma> transcription phase/

6. late <gamma 1> transcription phase/

7. very late <gamma 2> transcription phase/

8. <other transcription phase>/

#780. The tail protein is <type of function for tail protein 2>/

1. <type>/

2. <type>/

#781. Which possess(es) <activity of tail protein 2>/

#782. Tail protein <2> <whether a precursor protein>/

1. is a precursor and has been cleaved during post-translational processing <insert designation of products>/

2. has not been cleaved/

#783. Tail protein <2> modifications during post-translational processes include <type of modification>/

1. phosphorylation/

2. glycosylation/

3. ribosylation/

4. sulfation/

5. acylation/

6. myristylation/

7. binding metal ions/

8. disulfide cross-linking/

9. <others>/

#784. <List additional tail proteins>/

Fiber protein
#785. Fiber protein <designation and abbreviation of fiber protein>/

#786. Fiber protein   has a molecular mass of/

kDa/

#787. Fiber protein is the product of the polyprotein <insert designation of polyprotein>/

#788. Fiber protein has <whether been sequenced or characterized>/

1. been sequenced/

2. a function assigned/

3. no function assigned/

4. not been sequenced/

#789. Fiber protein sequence has the accession number [[http:]us.expasy.org/cgi-bin/niceprot.pl?*****]/

#790. The fiber protein is expressed in the <time of expression>/

1. very early <pre-alpha> transcription phase/

2. early <alpha> transcription phase/

3. intermediate early <pre-beta> transcription phase/

4. intermediate <beta> transcription phase/

5. intermediate late <beta/gamma> transcription phase/

6. late <gamma 1> transcription phase/

7. very late <gamma 2> transcription phase/

8. <other transcription phase>/

#791. The fiber protein is <type of function for fiber protein>/

1. <type of protein function>/

2. <type of protein function>/

#792. Which possess(es) <activity of fiber protein>/

#793. Fiber protein <whether a precursor protein>/

1. is a precursor and has been cleaved during post-translational processing <insert designation of products>/

2. has not been cleaved/

#794. Fiber protein modifications during post-translational processes include <type of modification>/

1. phosphorylation/

2. glycosylation/

3. ribosylation/

4. sulfation/

5. acylation/

6. myristylation/

7. binding metal ions/

8. disulfide cross-linking/

9. <others>/

#795. <List additional fiber proteins>/

Core 

Core protein 1

#796. Core protein <designation and abbreviation of core protein 1>/

#797. Core protein   has a molecular mass of/

kDa/

#798. <Give number of copies of core protein 1> with/

copies per virion/

#799. Core protein <1> is the product of the polyprotein <insert designation of polyprotein>/

#800. Core protein <1> has <whether been sequenced or characterized>/

1. been sequenced/

2. a function assigned/

3. no function assigned/

4. not been sequenced/

#801. Core protein <1> sequence has the accession number [[http:]us.expasy.org/cgi-bin/niceprot.pl?*****]/

#802. Core protein is expressed in the <time of expression>/

1. very early <pre-alpha> transcription phase/

2. early <alpha> transcription phase/

3. intermediate early <pre-beta> transcription phase/

4. intermediate <beta> transcription phase/

5. intermediate late <beta/gamma> transcription phase/

6. late <gamma 1> transcription phase/

7. very late <gamma 2> transcription phase/

8. <other transcription phase>/

#803. Core protein is <type of function for core protein 1>/

1. <type of protein function>/

2. <type of protein function>/

#804. Which possess(es) <activity of core protein 1>/

#805. Core protein <1> <whether derived from a precursor protein>/

1. has been cleaved during post-translational processing from the precursor protein <insert designation of precursor protein>/

2. has not been cleaved/

#806. Modifications during post-translational processes include <type of modification>/

1. phosphorylation/

2. glycosylation/

3. ribosylation/

4. sulfation/

5. acylation/

6. myristylation/

7. binding metal ions/

8. disulfide cross-linking/

9. <others>/

Core protein 2

#807. Core protein <designation and abbreviation of protein 2>/

#808. Core protein   has a molecular mass of/

kDa/

#809. <Give number of copies of core protein 2> with/

copies per virion/

#810. Core protein <2> is the product of the polyprotein <insert designation of polyprotein>/

#811. Core protein <2> has <whether been sequenced or characterized>/

1. been sequenced/

2. a function assigned/

3. no function assigned/

4. not been sequenced/

#812. Core protein <2> sequence has the accession number [[http:]us.expasy.org/cgi-bin/niceprot.pl?*****]/

#813. Core protein is expressed in the <time of expression>/

1. very early <pre-alpha> transcription phase/

2. early <alpha> transcription phase/

3. intermediate early <pre-beta> transcription phase/

4. intermediate <beta> transcription phase/

5. intermediate late <beta/gamma> transcription phase/

6. late <gamma 1> transcription phase/

7. very late <gamma 2> transcription phase/

8. <other transcription phase>/

#814. Core protein is <type of function for core protein 2>/

1. <type of protein function>/

2. <type of protein function>/

#815. Which possess(es) <activity of core protein 2>/

#816. Core protein <2> <whether derived from a precursor protein>/

1. has been cleaved during post-translational processing from the precursor protein <insert designation of precursor protein>/

2. has not been cleaved/

#817. Core protein <2> modifications during post-translational processes include/

1. phosphorylation/

2. glycosylation/

3. ribosylation/

4. sulfation/

5. acylation/

6. myristylation/

7. binding metal ions/

8. disulfide cross-linking/

9. <others>/

Core protein 3

#818. Core protein <designation and abbreviation core protein 3>/

#819. Core protein   has a molecular mass of/

kDa/

#820. <Give number of copies of core protein 3> with/

copies per virion/

#821. Core protein <3> is the product of the polyprotein <insert designation of polyprotein>/

#822. Core protein <3> has <whether been sequenced or characterized>/

1. been sequenced/

2. a function assigned/

3. no function assigned/

4. not been sequenced/

#823. Core protein <3> sequence has the accession number [[http:]us.expasy.org/cgi-bin/niceprot.pl?*****]/

#824. Core protein <3> is expressed in the <time of expression>/

1. very early <pre-alpha> transcription phase/

2. early <alpha> transcription phase/

3. intermediate early <pre-beta> transcription phase/

4. intermediate <beta> transcription phase/

5. intermediate late <beta/gamma> transcription phase/

6. late <gamma 1> transcription phase/

7. very late <gamma 2> transcription phase/

8. <other transcription phase>/

#825. Core protein is <type of function for core protein 3>/

1. core/

2. <type of protein function>/

#826. Which possess(es) <activity of core protein 3>/

#827. Core protein <3> <whether derived from a precursor protein>/

1. has been cleaved during post-translational processing from the precursor protein <insert designation of precursor protein>/

2. has not been cleaved/

#828. Core protein <3> modifications during post-translational processes include/

1. phosphorylation/

2. glycosylation/

3. ribosylation/

4. sulfation/

5. acylation/

6. myristylation/

7. binding metal ions/

8. disulfide cross-linking/

9. <others>/

Core protein 4

#829. Core protein <designation and abbreviation of core protein 4>/

#830. Core protein   has a molecular mass of/

kDa/

#831. <Give number of copies of core protein 4> with/

copies per virion/

#832. Core protein <4> is the product of the polyprotein <insert designation of polyprotein>/

#833. Core protein <4> has <whether been sequenced or characterized>/

1. been sequenced/

2. a function assigned/

3. no function assigned/

4. not been sequenced/

#834. Core protein <4> sequence has the accession number [[http:]us.expasy.org/cgi-bin/niceprot.pl?*****]/

#835. Which possess(es) <activity of core protein 4>/

#836. The core protein is expressed in the <time of expression>/

1. very early <pre-alpha> transcription phase/

2. early <alpha> transcription phase/

3. intermediate early <pre-beta> transcription phase/

4. intermediate <beta> transcription phase/

5. intermediate late <beta/gamma> transcription phase/

6. late <gamma 1> transcription phase/

7. very late <gamma 2> transcription phase/

8. <other transcription phase>/

#837. Core protein is <type of function for core protein 4>/

1. binding DNA during genome replication/

2. <type of protein function>/

#838. Core protein <4> <whether derived from a precursor protein>/

1. has been cleaved during post-translational processing from the precursor protein <insert designation of precursor protein>/

2. has not been cleaved/

#839. Core protein <4> modifications during post-translational processes include/

1. phosphorylation/

2. glycosylation/

3. ribosylation/

4. sulfation/

5. acylation/

6. myristylation/

7. binding metal ions/

8. disulfide cross-linking/

9. <others>/

#840. <List additional core proteins>/

Matrix 

Matrix protein 1

#841. Matrix protein <designation and abbreviation of matrix protein 1>/

#842. Matrix protein   has a molecular mass of/

kDa/

#843. Matrix protein <1> is the product of the polyprotein <insert designation of polyprotein>/

#844. Matrix protein <1> has <whether been sequenced or characterized>/

1. been sequenced/

2. a function assigned/

3. no function assigned/

4. not been sequenced/

#845. Matrix protein <1> sequence has the accession number [[http:]us.expasy.org/cgi-bin/niceprot.pl?*****]/

#846. Matrix protein <1> is expressed in the <time of expression>/

1. very early <pre-alpha> transcription phase/

2. early <alpha> transcription phase/

3. intermediate early <pre-beta> transcription phase/

4. intermediate <beta> transcription phase/

5. intermediate late <beta/gamma> transcription phase/

6. late <gamma 1> transcription phase/

7. very late <gamma 2> transcription phase/

8. <other transcription phase>/

#847. Matrix protein is <type of function for matrix protein 1>/

1. a transmembrane protein/

2. a membrane-associated protein/

#848. Which possess(es) <activity of matrix protein 1>/

#849. Matrix protein <1> <whether derived from a precursor protein>/

1. has been cleaved during post-translational processing from the precursor protein <insert designation of precursor protein>/

2. has not been cleaved/

#850. Matrix protein <1> modifications during post-translational processes include/

1. phosphorylation/

2. glycosylation/

3. ribosylation/

4. sulfation/

5. acylation/

6. myristylation/

7. binding metal ions/

8. disulfide cross-linking/

9. <others>/

Matrix protein 2

#851. Matrix protein <designation and abbreviation of protein 2>/

#852. Matrix protein   has a molecular mass of/

kDa/

#853. Matrix protein <2> is the product of the polyprotein <insert designation of polyprotein>/

#854. Matrix protein <2> has <whether been sequenced or characterized>/

1. been sequenced/

2. a function assigned/

3. no function assigned/

4. not been sequenced/

#855. Matrix protein <2> sequence has the accession number [[http:]us.expasy.org/cgi-bin/niceprot.pl?*****]/

#856. Matrix protein <2> is expressed in the <time of expression>/

1. very early <pre-alpha> transcription phase/

2. early <alpha> transcription phase/

3. intermediate early <pre-beta> transcription phase/

4. intermediate <beta> transcription phase/

5. intermediate late <beta/gamma> transcription phase/

6. late <gamma 1> transcription phase/

7. very late <gamma 2> transcription phase/

8. <other transcription phase>/

#857. Matrix protein is <type of function for matrix protein 2>/

1. transmembrane protein/

2. membrane-associated protein/

#858. Which possess(es) <activity of matrix protein 2>/

#859. Matrix protein <2> <whether derived from a precursor protein>/

1. has been cleaved during post-translational processing from the precursor protein <insert designation of precursor protein>/

2. has not been cleaved/

#860. Modifications during post-translational processes include/

1. phosphorylation/

2. glycosylation/

3. ribosylation/

4. sulfation/

5. acylation/

6. myristylation/

7. binding metal ions/

8. disulfide cross-linking/

9. <others>/

#861. <List additional matrix proteins>/

Tegument, Inner Lipid Protein Membrane 

Tegument protein 1

#862. Internal lipid membrane <or tegument> consists of <number of proteins>/

1. a single protein/

2. several proteins/

#863. Tegument protein <designation and abbreviation of tegument protein 1>/

#864. Tegument protein   has a molecular mass of/

kDa/

#865. Tegument protein <1> is the product of the polyprotein <insert designation of polyprotein>/

#866. Tegument protein <1> has <whether been sequenced or characterized>/

1. been sequenced/

2. a function assigned/

3. no function assigned/

4. not been sequenced/

#867. Tegument protein <1> sequence has the accession number [[http:]us.expasy.org/cgi-bin/niceprot.pl?*****]/

#868. Tegument protein <1> is expressed in the <time of expression>/

1. very early <pre-alpha> transcription phase/

2. early <alpha> transcription phase/

3. intermediate early <pre-beta> transcription phase/

4. intermediate <beta> transcription phase/

5. intermediate late <beta/gamma> transcription phase/

6. late <gamma 1> transcription phase/

7. very late <gamma 2> transcription phase/

8. <other transcription phase>/

#869. Tegument protein is <type of function for tegument protein 1>/

1. <type of protein function>/

2. <type of protein function>/

#870. Which possess(es) <activity of tegument protein 1>/

#871. Tegument protein <1> <whether derived from a precursor protein>/

1. has been cleaved during post-translational processing from the precursor protein <insert designation of precursor protein>/

2. has not been cleaved/

#872. Modifications during post-translational processes include/

1. phosphorylation/

2. glycosylation/

3. ribosylation/

4. sulfation/

5. acylation/

6. myristylation/

7. binding metal ions/

8. disulfide cross-linking/

9. <others>/

Tegument protein 2

#873. Tegument protein <2> <designation and abbreviation of protein 2>/

#874. Tegument protein <2>   has a molecular mass of/

kDa/

#875. Tegument protein <2> is the product of the polyprotein <insert designation of polyprotein>/

#876. Tegument protein <2> has <whether been sequenced or characterized>/

1. been sequenced/

2. a function assigned/

3. no function assigned/

4. not been sequenced/

#877. Tegument protein <2> sequence has the accession number [[http:]us.expasy.org/cgi-bin/niceprot.pl?*****]/

#878. Tegument protein <2> is expressed in the <time of expression>/

1. very early <pre-alpha> transcription phase/

2. early <alpha> transcription phase/

3. intermediate early <pre-beta> transcription phase/

4. intermediate <beta> transcription phase/

5. intermediate late <beta/gamma> transcription phase/

6. late <gamma 1> transcription phase/

7. very late <gamma 2> transcription phase/

8. <other transcription phase>/

#879. Tegument protein is <type of function for tegument protein 2>/

1. <type of protein function>/

2. <type of protein function>/

#880. Which possess(es) <activity of tegument protein 2>/

#881. Tegument protein <2> <whether a precursor protein>/

1. is a precursor and has been cleaved during post-translational processing <insert designation of products>/

2. has not been cleaved/

#882. Tegument protein <2> modifications during post-translational processes include/

1. phosphorylation/

2. glycosylation/

3. ribosylation/

4. sulfation/

5. acylation/

6. myristylation/

7. binding metal ions/

8. disulfide cross-linking/

9. <others>/

#883. <List additional tegument proteins>/

Lateral Bodies 

Lateral bodies protein 1

#884. Lateral body protein <designation and abbreviation of lateral body protein 1>/

#885. Lateral body protein   has a molecular mass of/

kDa/

#886. Lateral body protein <1> is the product of the polyprotein <insert designation of polyprotein>/

#887. Lateral body protein <1> has <whether been sequenced or characterized>/

1. been sequenced/

2. a function assigned/

3. no function assigned/

4. not been sequenced/

#888. Lateral body protein <1> sequence has the accession number [[http:]us.expasy.org/cgi-bin/niceprot.pl?*****]/

#889. Lateral body protein <1> is expressed in the <time of expression>/

1. very early <pre-alpha> transcription phase/

2. early <alpha> transcription phase/

3. intermediate early <pre-beta> transcription phase/

4. intermediate <beta> transcription phase/

5. intermediate late <beta/gamma> transcription phase/

6. late <gamma 1> transcription phase/

7. very late <gamma 2> transcription phase/

8. <other transcription phase>/

#890. Lateral body protein is <type of function for lateral body protein 1>/

1. <type of protein function>/

2. <type of protein function>/

#891. Which possess(es) <activity of lateral body protein 1>/

#892. Lateral body protein <1> <whether derived from a precursor protein>/

1. has been cleaved during post-translational processing from the precursor protein <insert designation of precursor protein>/

2. has not been cleaved/

#893. Lateral body protein <1> modifications during post-translational processes include/

1. phosphorylation/

2. glycosylation/

3. ribosylation/

4. sulfation/

5. acylation/

6. myristylation/

7. binding metal ions/

8. disulfide cross-linking/

9. <others>/

Lateral bodies protein 2

#894. Lateral body protein <2> <designation and abbreviation of protein 2>/

#895. Lateral body protein <2>   has a molecular mass of/

kDa/

#896. Lateral body protein <2> is the product of the polyprotein <insert designation of polyprotein>/

#897. Lateral body protein <2> has <whether been sequenced or characterized>/

1. been sequenced/

2. a function assigned/

3. no function assigned/

4. not been sequenced/

#898. Lateral body protein <2> coded from <give name of genome segment>/

#899. Lateral body protein <2> <designation/name of gene or ORF>/

#900. Lateral body protein <2> sequence has the accession number [[http:]us.expasy.org/cgi-bin/niceprot.pl?*****]/

#901. Lateral body protein <2> is expressed in the <time of expression>/

1. very early <pre-alpha> transcription phase/

2. early <alpha> transcription phase/

3. intermediate early <pre-beta> transcription phase/

4. intermediate <beta> transcription phase/

5. intermediate late <beta/gamma> transcription phase/

6. late <gamma 1> transcription phase/

7. very late <gamma 2> transcription phase/

8. <other transcription phase>/

#902. Lateral body protein is <type of function for lateral body protein 2>/

1. <type of protein function>/

2. <type of protein function>/

#903. Which possess(es) <activity of lateral body protein 2>/

#904. Lateral body protein <2> <whether derived from a precursor protein>/

1. has been cleaved during post-translational processing from the precursor protein <insert designation of precursor protein>/

2. has not been cleaved/

#905. Lateral body protein <2> modifications during post-translational processes include/

1. phosphorylation/

2. glycosylation/

3. ribosylation/

4. sulfation/

5. acylation/

6. myristylation/

7. binding metal ions/

8. disulfide cross-linking/

9. <others>/

Reference
#906. Reference to method of preparation: <of virion protein>/

#907. Reference to amino acid sequence/

#908. Reference to amino acid composition/

#909. Virus–coded non–structural proteins <method of determining>/

1. have been determined in vivo/

2. have not been analyzed in vivo/

3. have been predicted from open reading frames (ORF)/

4. have been deduced from amino acid sequences/

Types and functions of non-structural proteins
#910. Virus–coded non–structural proteins   have been <whether isolated or identified>/

1. isolated <methods or references>/

2. identified by sequence analysis <references>/

#911.   And <number of virus-coded non-structural proteins found>/

non-structural protein(s) are found/

#912. The virus codes for <type of non-structural proteins>/

1. enzymes/

2. read-through polypeptides/

3. genome associated polypeptides/

4. transport proteins/

5. movement proteins <triple-gene block>/

6. heat-shock proteins/

7. transmission helper proteins/

8. membrane assembly proteins (envelopment of capsid)/

9. replication-associated proteins/

10. assembly protein/

11. scaffolding protein/

12. nucleotide binding proteins/

13. genome binding proteins/

14. inhibitors/

15. initiation proteins/

16. oncogenic proteins/

17. proteins of unknown function/

18. <other>/

19. interacting with the vector/

20. symptom enhancing proteins/

#913. The virus codes for an <replicase type of polymerase>/

1. RNA-dependent RNA polymerase <and is encapsidated in viruses with a minus strand>/

2. RNA-dependent DNA polymerase <reverse transcriptase>/

3. /

4. DNA-dependent DNA polymerase/

There are 4 types of polymerases: (1) The RNA-dependent RNA polymerases bind RNA, which they depend on for a template, and catalyze the production of a RNA polymer; (2) the RNA-dependent DNA polymerases are reverse transcriptases, as they associate with RNA, but yield in a reverse sense a DNA product; (3) the remaining two classes comprise DNA-dependent polymerases, each with respective products of DNA and RNA.

#914. In addition to the polymerase, the virus codes for enzymes such as <type of enzymes>/

1. transcriptase/

2. DNA transcriptase/

3. RNA transcriptase/

4. helicase/

5. deoxyribonuclease/

6. endonuclease/

7. exonuclease/

8. nucleoside triphosphate phosphorylase/

9. nucleoside triphosphate phosphotransferase/

10. proteinase <protein kinase>/

11. protease/

12. replicase/

13. tRNA aminoacylase/

14. neuraminidase/

15. transferase/

16. methyl-transferase/

17. adenylated transferase/

18. mRNA guanylyl transferase/

19. reductase/

20. dihydrofolate reductase/

21. synthetase/

22. thymidylate synthease/

23. endoglycosidase/

24. lysozyme/

25. hydrolase/

26. activase/

27. <others>/

#915. <Number of internal proteins constituting the polymerase complex>/

internal protein(s)/

#916. The non-structural proteins are thought to be involved in <type of activity>/

1. capping of viral RNAs/

2. initiation of negative strand RNA synthesis/

3. processing of non-structural proteins/

4. in RNA replication/

5. in DNA replication/

6. the formation of a replicase complex for the minus strand synthesis/

7. the synthesis of the plus strand/

8. assembly of the capsid with the viral RNA to form the nucleocapsid/

#917. The non-structural protein is associated with the <association with virion component>/

1. envelope/

2. surface membrane/

3. membrane protein/

4. peplomers/

5. coat protein/

6. capsid/

7. head/

8. head-tail connector/

9. tail/

10. tail tip/

11. baseplate/

12. fibers/

13. spikes/

14. internal capsid protein/

15. inner capsid/

16. outer capsid/

17. nucleocapsid/

18. nucleocapsid complex/

19. core/

20. subcore/

21. nucleoid/

22. matrix/

23. tegument/

24. lateral bodies/

25. polymerase complex/

26. ribonucleoprotein complex/

27. <others>/

#918. The non-structural proteins function in the <whether host cytoplasm or nucleus>/

1. cytoplasm of infected cells/

2. nucleus/

3. nucleus after translocation from the cytoplasm/

#919. The non-structural proteins function <in the host cytoplasm> in association with the <type of organelle>/

1. plasma membrane/

2. endoplasmatic reticulum/

3. Golgi apparatus/

4. dictyosome/

5. <other>/

#920. The non-structural protein is fused with the <type of structural protein>/

1. capsid protein (CP)/

2. core protein/

3. nucleocapsid protein/

4. <others>/

Polymerase

#921. Polymerase <designation and abbreviation of polymerase>/

#922. Virus coded polymerase has a molecular mass of/

kDa/

#923. <Polymerase> is the product of the polyprotein <insert designation of polyprotein>/

#924. Polymerase has <whether been sequenced or characterized>/

1. been sequenced/

2. a function assigned/

3. no function assigned/

4. not been sequenced/

#925. Polymerase is coded from <give name of genome segment>/

#926. <Polymerase> <designation/name>   of <gene or ORF>/

#927. The <polymerase> sequence has the accession number [[http:]us.expasy.org/cgi-bin/niceprot.pl?*****]/

#928. <Polymerase> <whether a precursor protein>/

1. is a precursor and has been cleaved during post-translational processing <insert designation of products>/

2. has not been cleaved/

#929. The polymerase is expressed in the <time of expression>/

1. very early <pre-alpha> transcription phase/

2. early <alpha> transcription phase/

3. intermediate early <pre-beta> transcription phase/

4. intermediate <beta> transcription phase/

5. intermediate late <beta/gamma> transcription phase/

6. late <gamma 1> transcription phase/

7. very late <gamma 2> transcription phase/

8. <other transcription phase>/

#930. Its role is <function of polymerase> to/

1. catalyze DNA-directed RNA synthesis (transcription)/

2. catalyze processive elongation of RNA chains/

3. synthesize RNA primers/

4. synthesize full length (-) sense RNA/

5. act as part of the transcription complex/

6. partially unwind templates/

7. unwind and rewind DNA during elongation/

8. use the (-) sense viral RNA as template/

9. use the DNA as template/

10. copy the viral RNA genome into DNA prior to its integration in to the host cells/

11. terminate transcription/

#931.    Possesses <polymerase>/

#932. Modifications during post-translational processes include/

1. phosphorylation/

2. glycosylation/

3. ribosylation/

4. sulfation/

5. acylation/

6. myristylation/

7. binding metal ions/

8. disulfide cross-linking/

9. <others>/

Protease

#933. Protease <designation and abbreviation of protease>/

#934. Virus coded protease   has a molecular mass of/

kDa/

#935. <Protease> is the product of the polyprotein <insert designation of polyprotein>/

#936. Protease has <whether been sequenced or characterized>/

1. been sequenced/

2. a function assigned/

3. no function assigned/

4. not been sequenced/

#937. Protease is coded from <give name of genome segment>/

#938. Protease <designation/name>   of <gene or ORF>/

#939. The <protease> sequence has the accession number [[http:]us.expasy.org/cgi-bin/niceprot.pl?*****]/

#940. <Protease> <whether a precursor protein>/

1. is a precursor and has been cleaved during post-translational processing <insert designation of products>/

2. has not been cleaved/

#941. The protease is expressed in the <time of expression>/

1. very early <pre-alpha> transcription phase/

2. early <alpha> transcription phase/

3. intermediate early <pre-beta> transcription phase/

4. intermediate <beta> transcription phase/

5. intermediate late <beta/gamma> transcription phase/

6. late <gamma 1> transcription phase/

7. very late <gamma 2> transcription phase/

8. <other transcription phase>/

#942. It is a(n) <type/function of protease>/

1. endoprotease/

2. neutralize protease/

3. capsid protein/

#943.    Possesses <activity of protease>/

#944. Modifications during post-translational processes include/

1. phosphorylation/

2. glycosylation/

3. ribosylation/

4. sulfation/

5. acylation/

6. myristylation/

7. binding metal ions/

8. disulfide cross-linking/

9. <others>/

Helicase

#945. Helicase <designation and abbreviation of helicase>/

#946. Virus coded helicase   has a molecular mass of/

kDa/

#947. <Helicase> is the product of the polyprotein <insert designation of polyprotein>/

#948. Helicase has <whether been sequenced or characterized>/

1. been sequenced/

2. a function assigned/

3. no function assigned/

4. not been sequenced/

#949. Helicase is coded from <give name of genome segment>/

#950. <Helicase> <designation/name> of   <gene or ORF>/

#951. <The helicase sequence>    can be accessed at <protein databank>/

1. Swiss-Prot [[http:]us.expasy.org/cgi-bin/niceprot.pl?*****]/

2. PIR <Protein Information Resource Center> [[http:]pir.georgetown.edu/cgi-bin/pirwww/nbrfget?uid=*****]/

3. <other protein databank>/

#952. The <helicase> sequence has the accession number [[http:]us.expasy.org/cgi-bin/niceprot.pl?*****]/

#953. <Helicase> <whether a precursor protein>/

1. is a precursor and has been cleaved during post-translational processing <insert designation of products>/

2. has not been cleaved/

#954. The helicase is expressed in the <time of expression>/

1. very early <pre-alpha> transcription phase/

2. early <alpha> transcription phase/

3. intermediate early <pre-beta> transcription phase/

4. intermediate <beta> transcription phase/

5. intermediate late <beta/gamma> transcription phase/

6. late <gamma 1> transcription phase/

7. very late <gamma 2> transcription phase/

8. <other transcription phase>/

#955. Its role is <function of helicase>/

1. in replication/

2. to unwind DNA duplex ahead of the replication complex/

3. to unwind double-stranded viral RNA complexes/

#956.    Possesses <activity of helicase>/

#957. Modifications during post-translational processes include/

1. phosphorylation/

2. glycosylation/

3. ribosylation/

4. sulfation/

5. acylation/

6. myristylation/

7. binding metal ions/

8. disulfide cross-linking/

9. <others>/

Non-structural protein 1

#958. Non-structural protein <designation and abbreviation of virus-coded non- structural protein 1>/

#959. Non-structural protein <1>   has a molecular mass of/

kDa/

#960. Non-structural protein <1> is the product of the polyprotein <insert designation of polyprotein>/

#961. Non-structural protein <1>  has <whether been sequenced or characterized>/

1. been sequenced/

2. a function assigned/

3. no function assigned/

4. not been sequenced/

#962. The <non-structural> protein <1> is coded from <give name of genome segment>/

#963. The <non-structural> <1> <designation/name>   of <gene or ORF>/

#964. The <non-structural> protein <1> sequence has the accession number [[http:]us.expasy.org/cgi-bin/niceprot.pl?*****]/

#965. The <non-structural> protein <1> <whether a precursor protein>/

1. is a precursor and has been cleaved during post-translational processing <insert designation of products>/

2. has not been cleaved/

#966. The <non-structural> protein <1> is expressed in the <time of expression>/

1. very early <pre-alpha> transcription phase/

2. early <alpha> transcription phase/

3. intermediate early <pre-beta> transcription phase/

4. intermediate <beta> transcription phase/

5. intermediate late <beta/gamma> transcription phase/

6. late <gamma 1> transcription phase/

7. very late <gamma 2> transcription phase/

8. <other transcription phase>/

#967. The <non-structural> protein is <function for non-structural protein 1>/

1. a membrane assembly protein/

2. <type of protein function>/

3. a replication-associated protein/

#968. The <non-structural> protein <1>    possesses <type of activity>/

#969. Modifications during post-translational processes include/

1. phosphorylation/

2. glycosylation/

3. ribosylation/

4. sulfation/

5. acylation/

6. myristylation/

7. binding metal ions/

8. disulfide cross-linking/

9. <others>/

Non-structural protein 2

#970. Non-structural protein <designation and abbreviation of non-structural protein 2>/

#971. Non-structural protein <2>   has a molecular mass of/

kDa/

#972. Non-structural protein <2> is the product of the polyprotein <insert designation of polyprotein>/

#973. Non-structural protein <2>  has <whether been sequenced or characterized>/

1. been sequenced/

2. a function assigned/

3. no function assigned/

4. not been sequenced/

#974. The <non-structural> protein <2> is coded from <give name of genome segment>/

#975. The <non-structural> protein <2> <designation/name> of <gene or ORF>/

#976. The <non-structural> protein <2> sequence has the accession number [[http:]us.expasy.org/cgi-bin/niceprot.pl?*****]/

#977. The <non-structural> protein <2> <whether a precursor protein>/

1. is a precursor and has been cleaved during post-translational processing <insert designation of products>/

2. has not been cleaved/

#978. The <non-structural> protein <2> is expressed in the <time of expression>/

1. very early <pre-alpha> transcription phase/

2. early <alpha> transcription phase/

3. intermediate early <pre-beta> transcription phase/

4. intermediate <beta> transcription phase/

5. intermediate late <beta/gamma> transcription phase/

6. late <gamma 1> transcription phase/

7. very late <gamma 2> transcription phase/

8. <other transcription phase>/

#979. The <non-structural> protein <2> is <function of non-structural protein>/

1. a membrane assembly protein/

2. <type of protein function>/

3. a replication-associated protein/

#980. The <non-structural> protein <2>    possesses <activity of non-structural protein>/

#981. Modifications during post-translational processes include/

1. phosphorylation/

2. glycosylation/

3. ribosylation/

4. sulfation/

5. acylation/

6. myristylation/

7. binding metal ions/

8. disulfide cross-linking/

9. <others>/

Non-structural protein 3

#982. Non-structural protein <designation and abbreviation of non-structural protein 3>/

#983. Non-structural protein <3>   has a molecular mass of/

kDa/

#984. Non-structural protein <3> is the product of the polyprotein <insert designation of polyprotein>/

#985. Non-structural protein <3>  has <whether been sequenced or characterized>/

1. been sequenced/

2. a function assigned/

3. no function assigned/

4. not been sequenced/

#986. The <non-structural> protein <3> is coded from <give name of genome segment>/

#987. The <non-structural> protein <3> <designation/name> of <gene or ORF>/

#988. The <non-structural> protein <3> sequence has the accession number [[http:]us.expasy.org/cgi-bin/niceprot.pl?*****]/

#989. The <non-structural> protein <3> <whether a precursor protein>/

1. is a precursor and has been cleaved during post-translational processing <insert designation of products>/

2. has not been cleaved/

#990. The <non-structural> protein <3> is expressed in the <time of expression>/

1. very early <pre-alpha> transcription phase/

2. early <alpha> transcription phase/

3. intermediate early <pre-beta> transcription phase/

4. intermediate <beta> transcription phase/

5. intermediate late <beta/gamma> transcription phase/

6. late <gamma 1> transcription phase/

7. very late <gamma 2> transcription phase/

8. <other transcription phase>/

#991. The <non-structural> protein <3> is <function for non-structural protein>/

1. viral movement/

2. <type of protein function>/

#992. The <non-structural> protein <3>    possesses <activity of non-structural protein 3>/

#993. Modifications during post-translational processes include/

1. phosphorylation/

2. glycosylation/

3. ribosylation/

4. sulfation/

5. acylation/

6. myristylation/

7. binding metal ions/

8. disulfide cross-linking/

9. <others>/

Non-structural protein 4

#994. Non-structural protein <designation and abbreviation of non-structural protein 4>/

#995. Virus coded non-structural protein   has a molecular mass of/

kDa/

#996. <Non-structural protein 4> is the product of the polyprotein <insert designation of polyprotein>/

#997. Non-structural protein <4> has <whether been sequenced or characterized>/

1. been sequenced/

2. a function assigned/

3. no function assigned/

4. not been sequenced/

#998. The protein <4> is coded from <give name of genome segment>/

#999. <Non-structural protein 4> <designation/name>   of <gene or ORF>/

#1000. The <protein> sequence <non-structural protein 4> has the accession number [[http:]us.expasy.org/cgi-bin/niceprot.pl?*****]/

#1001. <Non-structural protein 4> <whether a precursor protein>/

1. is a precursor and has been cleaved during post-translational processing <insert designation of products>/

2. has not been cleaved/

#1002. The protein is expressed in the <time of expression>/

1. very early <pre-alpha> transcription phase/

2. early <alpha> transcription phase/

3. intermediate early <pre-beta> transcription phase/

4. intermediate <beta> transcription phase/

5. intermediate late <beta/gamma> transcription phase/

6. late <gamma 1> transcription phase/

7. very late <gamma 2> transcription phase/

8. <other transcription phase>/

#1003. Its role is <function for non-structural protein 4>/

1. initiating encapsidation/

2. <type of protein function>/

3. enabling transmission/

#1004.    Possesses <activity of non-structural protein 4>/

#1005. Modifications during post-translational processes include/

1. phosphorylation/

2. glycosylation/

3. ribosylation/

4. sulfation/

5. acylation/

6. myristylation/

7. binding metal ions/

8. disulfide cross-linking/

9. <others>/

Non-structural protein 5

#1006. Non-structural protein <designation and abbreviation of non-structural protein 5>/

#1007. Virus coded non-structural protein   has a molecular mass of/

kDa/

#1008. <Non-structural protein 5> is the product of the polyprotein <insert designation of polyprotein>/

#1009. Non-structural protein <5> has <whether been sequenced or characterized>/

1. been sequenced/

2. a function assigned/

3. no function assigned/

4. not been sequenced/

#1010. The protein <5> is coded from <give name of genome segment>/

#1011. <Non-structural protein 5> <designation/name>   of <gene or ORF>/

#1012. The <protein> sequence <non-structural protein 5> has the accession number [[http:]us.expasy.org/cgi-bin/niceprot.pl?*****]/

#1013. <Non-structural protein 5> <whether a precursor protein>/

1. is a precursor and has been cleaved during post-translational processing <insert designation of products>/

2. has not been cleaved/

#1014. The protein is expressed in the <time of expression>/

1. very early <pre-alpha> transcription phase/

2. early <alpha> transcription phase/

3. intermediate early <pre-beta> transcription phase/

4. intermediate <beta> transcription phase/

5. intermediate late <beta/gamma> transcription phase/

6. late <gamma 1> transcription phase/

7. very late <gamma 2> transcription phase/

8. <other transcription phase>/

#1015. Its role is <function for non-structural protein 5>/

1. initiating encapsidation/

2. <type of protein function>/

3. enabling transmission/

#1016.    Possesses <activity of non-structural protein 5>/

#1017. Modifications during post-translational processes include/

1. phosphorylation/

2. glycosylation/

3. ribosylation/

4. sulfation/

5. acylation/

6. myristylation/

7. binding metal ions/

8. disulfide cross-linking/

9. <others>/

Non-structural protein 6

#1018. Non-structural protein <designation and abbreviation of non-structural protein 6>/

#1019. Virus coded non-structural protein   has a molecular mass of/

kDa/

#1020. <Non-structural protein 6> is the product of the polyprotein <insert designation of polyprotein>/

#1021. Non-structural protein <6> has <whether been sequenced or characterized>/

1. been sequenced/

2. a function assigned/

3. no function assigned/

4. not been sequenced/

#1022. The protein <6> is coded from <give name of genome segment>/

#1023. <Non-structural protein 6> <designation/name>   of <gene or ORF>/

#1024. The <protein> sequence <non-structural protein 6> has the accession number [[http:]us.expasy.org/cgi-bin/niceprot.pl?*****]/

#1025. <Non-structural protein 6> <whether a precursor protein>/

1. is a precursor and has been cleaved during post-translational processing <insert designation of products>/

2. has not been cleaved/

#1026. The protein is expressed in the <time of expression>/

1. very early <pre-alpha> transcription phase/

2. early <alpha> transcription phase/

3. intermediate early <pre-beta> transcription phase/

4. intermediate <beta> transcription phase/

5. intermediate late <beta/gamma> transcription phase/

6. late <gamma 1> transcription phase/

7. very late <gamma 2> transcription phase/

8. <other transcription phase>/

#1027. Its role is <function for non-structural protein 6>/

1. initiating encapsidation/

2. <type of protein function>/

3. enabling transmission/

#1028.    Possesses <activity of non-structural protein 6>/

#1029. Modifications during post-translational processes include/

1. phosphorylation/

2. glycosylation/

3. ribosylation/

4. sulfation/

5. acylation/

6. myristylation/

7. binding metal ions/

8. disulfide cross-linking/

9. <others>/

Non-structural protein 7

#1030. Non-structural protein <designation and abbreviation of non-structural protein 7>/

#1031. Virus coded non-structural protein <7> <with the molecular mass>   of/

kDa/

#1032. Non-structural protein <7> is the product of the polyprotein <insert designation of polyprotein>/

#1033. Non-structural protein <7> has <whether been sequenced or characterized>/

1. been sequenced/

2. a function assigned/

3. no function assigned/

4. not been sequenced/

#1034. The protein <7> is coded from <give name of genome segment>/

#1035. Non-structural protein <7> <designation/name>   of <gene or ORF>/

#1036. The <protein> sequence <non-structural protein 7> has the accession number [[http:]us.expasy.org/cgi-bin/niceprot.pl?*****]/

#1037. Non-structural protein <7> <whether a precursor protein>/

1. is a precursor and has been cleaved during post-translational processing <insert designation of products>/

2. has not been cleaved/

#1038. The protein is expressed in the <time of expression>/

1. very early <pre-alpha> transcription phase/

2. early <alpha> transcription phase/

3. intermediate early <pre-beta> transcription phase/

4. intermediate <beta> transcription phase/

5. intermediate late <beta/gamma> transcription phase/

6. late <gamma 1> transcription phase/

7. very late <gamma 2> transcription phase/

8. <other transcription phase>/

#1039. Its the role is <type of function for non-structural protein 7>/

1. initiating encapsidation/

2. <type of protein function>/

3. enabling transmission/

#1040.    Possesses <activity of non-structural protein 7>/

#1041. Modifications during post-translational processes include/

1. phosphorylation/

2. glycosylation/

3. ribosylation/

4. sulfation/

5. acylation/

6. myristylation/

7. binding metal ions/

8. disulfide cross-linking/

9. <others>/

Inclusion and occlusion proteins 

Inclusion protein 1

#1042. <List additional non-structural proteins>/

#1043. Virus codes for <whether inclusions or occlusion proteins>/

1. inclusion proteins/

2. occlusion proteins/

#1044. <Inclusion proteins> are found <whether in the nucleus or cytoplasm of the host cell>/

1. nucleus/

2. cytoplasm/

#1045. <Virus-coded cytoplasmic inclusion> are <type of inclusion bodies>/

1. cylindrical proteins/

2. pinwheel proteins/

3. amorphous proteins/

#1046. <Occlusion proteins> are found in the <location in cell>/

1. nucleus/

2. cytoplasm/

#1047. <Virus-coded cytoplasmic occlusion> are <type of occlusion bodies>/

1. polyhedrin proteins/

2. granulin proteins/

#1048. <Inclusion protein 1>   <designation/name of gene or ORF>/

#1049. Inclusion protein   has a molecular mass of/

kDa/

#1050. <Inclusion 1> is the product of the polyprotein <insert designation of polyprotein>/

#1051. Inclusion protein <1> has <whether been sequenced or characterized>/

1. been sequenced/

2. a function assigned/

3. no function assigned/

4. not been sequenced/

#1052. The sequence <of inclusion protein 1> has the accession number [[http:]us.expasy.org/cgi-bin/niceprot.pl?*****]/

#1053. <Inclusion protein 1> protein coded from <give name of genome segment>/

#1054. <Inclusion protein 1> <designation/name of gene or ORF>/

#1055. <Inclusion protein 1> <whether a precursor protein>/

1. is a precursor and has been cleaved during post-translational processing <insert designation of products>/

2. has not been cleaved/

#1056. The protein is expressed in the <time of expression>/

1. very early <pre-alpha> transcription phase/

2. early <alpha> transcription phase/

3. intermediate early <pre-beta> transcription phase/

4. intermediate <beta> transcription phase/

5. intermediate late <beta/gamma> transcription phase/

6. late <gamma 1> transcription phase/

7. very late <gamma 2> transcription phase/

8. <other transcription phase>/

#1057. With the role of <function of inclusion protein 1>/

1. <type of protein function>/

2. <type of protein function>/

#1058.    Possesses <activity of inclusion protein 1>/

#1059. Modifications during post-translational processes include/

1. phosphorylation/

2. glycosylation/

3. ribosylation/

4. sulfation/

5. acylation/

6. myristylation/

7. binding metal ions/

8. disulfide cross-linking/

9. <others>/

Inclusion protein 2

#1060. Inclusion protein <2> <designation and abbreviation>/

#1061. Inclusion protein   has a molecular mass of/

kDa/

#1062. <Inclusion protein 2> is the product of the polyprotein <insert designation of polyprotein>/

#1063. Inclusion protein <2> has <whether been sequenced or characterized>/

1. been sequenced/

2. a function assigned/

3. no function assigned/

4. not been sequenced/

#1064. The sequence <of inclusion protein 2> has the accession number [[http:]us.expasy.org/cgi-bin/niceprot.pl?*****]/

#1065. <Inclusion protein 2> protein coded from <give name of genome segment>/

#1066. <Inclusion protein 2> <designation/name of gene or ORF>/

#1067. <Inclusion protein 2> <whether a precursor protein>/

1. is a precursor and has been cleaved during post-translational processing <insert designation of products>/

2. has not been cleaved/

#1068. The protein is expressed in the <time of expression>/

1. very early <pre-alpha> transcription phase/

2. early <alpha> transcription phase/

3. intermediate early <pre-beta> transcription phase/

4. intermediate <beta> transcription phase/

5. intermediate late <beta/gamma> transcription phase/

6. late <gamma 1> transcription phase/

7. very late <gamma 2> transcription phase/

8. <other transcription phase>/

#1069. With the role of <function of inclusion protein 2>/

1. <type of protein function>/

2. <type of protein function>/

#1070.    Possesses <activity of inclusion protein 2>/

#1071. Modifications during post-translational processes include/

1. phosphorylation/

2. glycosylation/

3. ribosylation/

4. sulfation/

5. acylation/

6. myristylation/

7. binding metal ions/

8. disulfide cross-linking/

9. <others>/

Inclusion protein 3

#1072. Inclusion protein <3> <designation and abbreviation>/

#1073. Inclusion protein   has a molecular mass of/

kDa/

#1074. <Inclusion protein 3> is the product of the polyprotein <insert designation of polyprotein>/

#1075. Inclusion protein <3> has <whether been sequenced or characterized>/

1. been sequenced/

2. a function assigned/

3. no function assigned/

4. not been sequenced/

#1076. The sequence <of inclusion protein 3> has the accession number [[http:]us.expasy.org/cgi-bin/niceprot.pl?*****]/

#1077. <Inclusion protein 3> protein coded from <give name of genome segment>/

#1078. <Inclusion protein 3>   <designation/name of gene or ORF>/

#1079. <Inclusion protein 3> <whether a precursor protein>/

1. is a precursor and has been cleaved during post-translational processing <insert designation of products>/

2. has not been cleaved/

#1080. The protein is expressed in the <time of expression>/

1. very early <pre-alpha> transcription phase/

2. early <alpha> transcription phase/

3. intermediate early <pre-beta> transcription phase/

4. intermediate <beta> transcription phase/

5. intermediate late <beta/gamma> transcription phase/

6. late <gamma 1> transcription phase/

7. very late <gamma 2> transcription phase/

8. <other transcription phase>/

#1081. With the role of <type of function for inclusion protein 3>/

1. <type of protein function>/

2. <type of protein function>/

#1082.    Possesses <activity of inclusion protein 3>/

#1083. Modifications during post-translational processes include/

1. phosphorylation/

2. glycosylation/

3. ribosylation/

4. sulfation/

5. acylation/

6. myristylation/

7. binding metal ions/

8. disulfide cross-linking/

9. <others>/

Occlusion protein

#1084. Occlusion protein <designation and abbreviation>/

#1085. Occlusion protein   <whether sequenced or characterized>/

1. been sequenced/

2. a function assigned/

3. no function assigned/

4. not been sequenced/

#1086. Occlusion protein   has a molecular mass of/

kDa/

#1087. <Occlusion protein> is the product of the polyprotein <insert designation of polyprotein>/

#1088. The sequence <of occlusion protein> has the accession number [[http:]us.expasy.org/cgi-bin/niceprot.pl?*****]/

#1089. <Occlusion protein> protein coded from <give name of genome segment>/

#1090. The protein is expressed in the <time of expression>/

1. very early <pre-alpha> transcription phase/

2. early <alpha> transcription phase/

3. intermediate early <pre-beta> transcription phase/

4. intermediate <beta> transcription phase/

5. intermediate late <beta/gamma> transcription phase/

6. late <gamma 1> transcription phase/

7. very late <gamma 2> transcription phase/

8. <other transcription phase>/

#1091. With the role of <function of occlusion protein>/

1. <type of protein function>/

2. <type of protein function>/

#1092.    Possesses <activity of occlusion protein>/

#1093. Modifications during post-translational processes include/

1. phosphorylation/

2. glycosylation/

3. ribosylation/

4. sulfation/

5. acylation/

6. myristylation/

7. binding metal ions/

8. disulfide cross-linking/

9. <others>/

#1094. <List additional proteins>/

LIPIDS
#1095. Lipids are <present or absent>/

1. present/

2. absent/

3. not reported/

4. undetermined/

#1096. <Lipids are present>   in <whether significant or minute amounts>/

1. significant amounts <specify location below>/

2. minute amounts <select type of lipid below>/

#1097. <Lipids are present in minute amounts>   as <type of residue or sphingosine>/

1. myristic acid residues/

2. sphingosine/

3. sphingosine-like molecules/

#1098. <Lipids are present>   and are located in the <envelope, matrix>/

1. envelope/

2. matrix/

3. tegument/

4. internal component/

5. empty particles <e.g., HBsAG particles>/

6. vesicles encapsidating the viral nucleic acid/

7. inner surface of the capsid/

8. inner vesicle <e.g., Tectiviridae>/

9. <type or name of> protein/

#1099. Virions are composed of <% lipids by weight>/

% lipids by weight/

#1100. The polarity of viral lipid membrane protein is/

1. hydrophobic/

2. hydrophilic/

#1101. The composition of viral lipids <known or not>/

1. is known/

2. is not known/

3. is uncertain/

4. has not been reported/

#1102. The composition of viral lipids and host cell membranes are <similar or distinct>/

1. identical/

2. similar/

3. distinctly different/

#1103. The <viral> lipids are <whether host derived or synthesized de novo>/

1. of host origin/

2. derived from a host membrane compartment intermediate between/

3. modified cellular lipids/

4. not derived from host membranes/

5. synthesized de novo/

6. host derived/

7. composition depends on the cell in which the virus replicates/

#1104. The <viral> lipids    are derived from <whether nuclear, ER, Golgi or plasma membranes>/

1. nuclear membranes/

2. host cell membranes/

3. endoplasmatic reticulum membranes/

4. Golgi membranes/

5. plasma membranes/

#1105. Lipids in the viral membrane have a <mono- or bilayer structure>/

1. monolayer structure/

2. bilayer structure/

#1106. Proteins of host derived membranes <whether modified>/

1. have been modified during post-translational processes/

2. have not been modified/

#1107. Variations in host cell membrane fatty acid composition <whether leads to changes of virion fatty acid composition>/

1. leads to virions with corresponding fatty acid composition/

2. does not lead to virions with corresponding fatty acid composition/

#1108. Host-derived membranes <which have been modified by virus> contain <additional viral proteins>/

1. viral proteins in addition to host proteins/

2. viral proteins in place of host proteins/

3. virus-encoded proteins/

4. DNA-associated protein/

#1109. Viral membranes include <lipids or glycolipids>/

1. complex lipids/

2. glycolipids/

3. phospholipids/

4. fatty acids <simple lipids>/

5. sterols/

#1110. Viral membranes include   <type of lipid>/

1. di-phytanyl tetraethers lipids/

2. phosphatidyl glycerol/

3. phosphatidyl ethanolamine/

4. phosphatidyl choline/

5. phosphatidyl serine/

6. cholesterol/

7. cholesterol esters/

8. triglycerides/

9. sphingomyelin/

#1111. The phosphate residues of phospholipids are oriented towards the <inside or outside>/

1. inside of the particle/

2. outside of the particle/

#1112. The glycosyl residues of glycolipids are oriented towards the <inside or outside>/

1. inside of the particle/

2. outside of the particle/

#1113. Lipids are <essential for infectivity or not>/

1. essential for infectivity/

2. not essential for infectivity/

CARBOHYDRATES
#1114. Carbohydrates <whether found in virions>/

1. are found in virions/

2. are not found in virions/

3. are not detectable by periodic acid–Schiff's staining/

4. have not been reported/

#1115. Carbohydrates constitute <percentage of dry weight>/

% of virion dry weight/

#1116. Carbohydrates <whether glycoproteins or -lipids> are present as/

1. glycoproteins/

2. glycolipids/

3. mucopolysaccharides/

#1117. Carbohydrates <found in virions> are <type of links>/

1. complex glycans/

2. N-linked glycans/

3. C-linked glycans/

4. N-glycosidic side chains/

5. O-linked glycosidic side chains/

#1118. Carbohydrates    contain <types of sugars>/

1. mannose/

2. glucose/

3. gentobiose/

4. polylactosamine/

#1119. Carbohydrate composition in the virion is <whether host dependent>/

1. host–dependent/

2. virus–dependent/

#1120. Enzyme(s) involved in the glycosylation process are <whether virus coded>/

1. virus coded/

2. not virus coded/

POLYAMINES
#1121. Polyamines associated with the virion <whether present>/

1. are present/

2. are not present/

#1122. Polyamines associated with the virion are <describe type>/

#1123. Other compounds that have been detected in the virus particles are <describe>/

GENOME ORGANIZATION AND REPLICATION 

Genome map
#1124. Genome map: <path to local image file>/

#1125. Diagram of genome organisation <path to image file on the Web>/

Attachment
#1126. <Term used whether virions or phages>/

1. virions /

2. phages /

to get around semantics synonyms are introduced. The next 6 questions strung together form one sentence. For example: phages  attach tail  to specific receptors  located on  the cell wall.

#1127. <Whether attachment or adsorption>/

1. attach/

2. are adsorbed using/

#1128. <Virions or phages attach or are adsorbed with>   <specific site of virion>/

1. tail/

2. fibers/

3. integral viral envelope proteins/

4. terminal protrusions/

#1129. <Virions attach or adsorb>   to <whether specific receptors>/

1. specific receptors/

2. a non-specific region/

#1130. <Virions adsorb to receptors>   located on the <whether cell wall, cell membrane, capsule, flagella or pili>/

1. cell wall/

2. capsule/

3. flagella/

4. pili/

5. surface of cell membrane/

#1131. Upon contact with the host cell wall <whether transformation of parts of virion>/

1. inner vesicle transforms itself into a tube/

2. virus membrane fuses with the host outer membrane/

#1132. <Virions or phages>   <whether enters host cell>/

1. enter host cells/

2. inject DNA into host cells/

3. penetrate host cells/

#1133. <Virus entry is achieved>   <whether by fusion, endocytosis or digestion>/

1. fusion/

2. endocytosis/

3. digestion/

#1134. <Virus entry is achieved by fusion>   of the viral <components>/

1. envelope/

2. coat protein/

3. appendages/

4. tail/

#1135. <Virus entry is achieved by fusion of the virus>   with the host cell surface <membrane or wall> in an environment <pH>/

1. of neutral pH/

2. that is pH-independent/

3. with a basic pH <give range>/

4. with an acid pH <give range>/

#1136. <Virus entry is achieved by endocytosis>   <type of endocytosis>/

1. via coated pits/

2. <other modes>/

3. via the endosomal route/

#1137. <Virus entry is achieved by digestion>   with <mode of digestion>/

1. lysozyme/

2. proteolysis/

3. a lytic enzyme/

Uncoating of particle
#1138. The process of intracellular uncoating of virions is <whether understood>/

1. understood/

2. not clearly understood/

#1139. Virus uncoating occurs in the <location in cell>/

1. cytoplasm/

2. nucleus/

3. cell/

#1140. The viral <whether core or nucleic acid is delivered>/

1. core/

2. nucleocapsid/

3. nucleic acid/

the next questions are forming one sentence. i.e., the viral  core  is delivered to the cell  nucleus  the site of  mRNA transcription.

#1141. <Virus core, nucleic acid>   is delivered to the cell <location of transcription>/

1. nucleus/

2. nucleolus/

3. cytoplasm/

4. nuclear pore/

#1142. The site of <whether transcription or replication site>/

1. mRNA transcription/

2. RNA replication/

3. DNA replication/

4. subgenomic mRNA transcription/

#1143. The release of the <type of virus protein>/

1. tegument protein/

2. capsid protein/

3. viral polymerase/

#1144. Causes the host cell protein synthesis to <whether shut-off>/

1. shut off/

2. down-regulate/

Infectivity
#1145. By itself, genomic nucleic acid is <whether infectious>/

1. not infectious/

2. infectious/

Provide detail which part of the genomic nucleic acid is required for infection, or if subgenomic nucleic acids are required.

#1146. To be infectious, the viral nucleic acid <does requires virion-associated proteins or not>/

1. does require add ional, essential virion-associated proteins/

2. does not require additional virion-associated proteins/

#1147. A successful infection by the virus requires <type of additional factors>/

1. the coat protein/

2. the coat protein specifically associated with RNA 3'–terminal sequences for replicase recognition/

3. the subgenomic mRNA encoding the coat protein/

4. intact RNA 3'–termini/

5. the genome-linked protein/

6. virus protein(s)/

7. the intact virion/

#1148. Additional factor(s) <required for infectivity beside virus proteins>/

Satellite dependencies
#1149. The satellite is dependent on <function of a helper virus>/

1. genomic replication function of a helper virus/

2. encapsidation by a helper virus coat protein (dsRNA)/

3. vector transmission/

satellite virus, is a defective virus which requires a helper virus to provide functions necessary for replication. It may code for its own coat protein or various other products.

#1150. The satellite is dependent for replication on a second satellite associated with/

1. its own helper virus/

2. another helper virus/

#1151. <Give name of helper virus>/

#1152. The satellite is not dependent on a <on function of a helper virus>/

1. helper virus for replication, but multiplies poorly or rarely in the absence of their helper virus/

2. helper virus coat protein <dsRNA>/

3. second satellite/

#1153. The satellite nucleotide sequence is distinct from that of helper virus, but has the same short sequences/

1. at the termini/

2. at the 3'–terminus/

3. at the 5'-terminus/

4. <other sections>/

#1154. The helper virus is associated with <satellite>/

1. a single satellite/

2. more than one satellite/

#1155. The helper virus is associated with a <satellite nucleic acid molecule or satellite virus>/

1. dsDNA satellite/

2. ssDNA satellite virus/

3. dsRNA satellite/

4. ssRNA satellite virus/

5. ssRNA satellite/

Infection and Replication 

Replication initiation and fate of occlusions

#1156. Virus replication is initiated by the <host type 1>/

1. insect host/

2. vertebrate host/

3. plant host/

4. crustacean host/

#1157. <Replication> occurs in the <host 1 tissue or organ>/

1. midgut/

2. liver/

3. digestive gland epithelium/

4. proceeds to salivary glands/

5. various organs/

6. various tissues/

In cases where more than one host is involved, start with the vector host as host 1 and describe the target host as host 2.


#1158. <Replication> following <induced by phenotype>/

1. ingestion of viral occlusions <phenotype 1>/

2. <others>/

#1159. <Replication is initiated by host 1 and is followed by second replication step> in the <host type 2>/

1. insect host /

2. vertebrate host /

3. plant host /

4. crustacean host /

#1160. Virus replication occurs in <host type 2 tissue or organ>/

1. the midgut/

2. the liver/

3. the epithelium of digestive glands/

4. proceeds to salivary glands/

5. various organs/

6. various tissues/

#1161. Occlusions solubilize in the <location>/

1. gut lumen/

2. digestive gland/

#1162. <Occlusions solubilize in the gut/digestive gland> releasing <whether enveloped virions or nucleocapsids>/

1. enveloped virions/

2. nucleocapsids/

#1163. Replication is <whether or not restricted to the host 2 tissue or organ>/

1. restricted to gut epithelium/

2. restricted to microvilli/

3. restricted to digestive gland epithelium/

4. not restricted to a particular tissue or organ of the host/

Non-cytocidal vs lysogenic infection

#1164. Although severity of illness depends on route and dose, the majority of infections are <degree of severity of infection>/

1. subclinical/

2. mild/

3. temperate/

4. severe/

5. virulent/

#1165. Infection <whether involves a noncytocidal productive infectious cycle>/

1. involves a noncytocidal productive infectious cycle/

2. does not involve a noncytocidal productive infectious cycle/

#1166. <Noncytocidal productive infectious cycle>   that is <whether followed by a lysogenic cycle>/

1. followed by a lysogenic cycle in each infected cell/

2. not followed by a lysogenic cycle in each infected cell/

#1167. Prophage DNA <whether needs to be activated>/

1. must be activated (derepressed) before replication/

2. does not need to be activated/

#1168. <Host cells remain intact> infection <whether latent>/

1. becomes latent/

2. remains silent <e.g., for years>/

3. <other>/

#1169. Viral DNA entering the nucleus <whether linear DNA is circularized>/

1. is circularized/

2. remains linear/

#1170. <DNA is circularized> <whether with or without de novo protein synthesis>/

1. with de novo protein synthesis/

2. without de novo protein synthesis/

Provirus and latent infection

#1171. After initial replication of viral genome the infecting nucleic acid <whether latent or productive>/

1. may become latent within the host/

2. remains active <implicit>/

#1172. The activity depends on the <whether cell type or gene expression>/

1. type of cell infected by the virus/

2. combination of cell and viral gene expression/

3. cellular gene expression alone/

#1173. <Infecting genome whether integrates intact into host genome>/

1. fragments of/

2. complete/

#1174. Infecting genome <whether integrates into host genome>/

1. integrates into the host genome/

2. is involved directly in replication and transcription/

3. persists in the cytoplasm as a plasmid/

#1175. <Infecting DNA integrates into host genome> <whether to form a provirus>/

1. to form a provirus/

2. but no provirus is formed/

#1176. Host cell derived sequences are <whether found in virus>/

1. found in virus/

2. not found in virus/

#1177. Host cell derived sequences are <whether important in pathogenicity>/

1. important in pathogenicity/

2. not important in pathogenicity/

#1178. Host cell derived sequences are <whether are inserted into genome>/

1. inserted into a complete genome/

2. form a substitution for deleted viral sequences/

#1179. For production of infectious progeny, viral sequence deletions render viral replication <whether defective>/

1. defective/

2. dependent on non-transforming helper virus/

#1180. For production of infectious progeny, viral sequence deletions do not render viral replication <whether defective>/

1. defective/

2. dependent on non-transforming helper virus/

#1181. Lysogeny <whether involves integration into host chromosome>/

1. involves integration into the host chromosome/

2. does not involve integration into the host chromosome/

#1182. <Infecting DNA integrates into host genome>   at <whether preferred site>/

1. a preferred site/

2. a unique site/

3. several sites/

4. random/

#1183. Complete non-integrated virus DNA exists in the cell in <whether linear form>/

1. linear form/

2. circular form/

#1184. The host <whether chromosome degenerates>/

1. nuclear membrane/

2. chromosome/

#1185. The host <whether genome degenerates>/

1. degenerates/

2. remains intact/

#1186. Due to a repressor, lysogens are resistant to superinfection by <whether homologous virus>/

1. homologous virus/

2. heterologous virus/

#1187. Lysogens are not resistant to superinfection by <whether homologous virus>/

1. homologous virus/

2. heterologous virus/

#1188. Latent infection can be induced by <type of induction>/

1. UV-irradiation/

2. mitomycin C/

3. <other agents, physical or chemical>/

Status of protein synthesis in infected cell

#1189. Infected cells <whether continue to grow>/

1. continue to grow slowly/

2. do not continue to grow/

#1190. Host cell DNA synthesis <whether continues>/

1. continues/

2. is down-regulated/

3. is shut-off/

#1191. <Host cell DNA synthesis regulated> <time in replication cycle>/

1. early in the replication cycle/

2. later in the replication cycle/

3. late in the replication cycle/

4. throughout virus infection/

#1192. Host cell RNA and protein synthesis <whether continues>/

1. continues/

2. is down-regulated/

3. is shut-off/

#1193. <Host cell RNA and protein synthesis regulated> <time in replication cycle>/

1. early in the replication cycle/

2. later in the replication cycle/

3. late in the replication cycle/

4. throughout virus infection/

#1194. <Requirement for replication> the RNA 3'–terminal sequence must be <whether intact or coat protein associated>/

1. intact/

2. specifically associated with coat protein/

#1195. <Requirement for replication> 3'–terminal sequences are recognized by <type of enzyme, promotor>/

1. a replicase/

#1196. <Whether> RNA has <a self cleaving activity or not>/

1. a self cleaving activity/

2. no self cleaving activity/

Transcription
#1197. The transcription mechanism of the viral genome <whether investigated>/

1. has been fully investigated/

2. is not yet fully elucidated/

3. is unclear/

4. has not yet been examined/

#1198. The virus codes for <number of ORFs>/

ORF(s)/

#1199. The virus codes for <number of genes>/

gene(s)/

#1200. The virus codes <for ORFs/genes> in the negative sense genome in the order 3'–/

#1201. Virus codes <for ORFs> in the positive sense genome in the order 5'–/

Temporally regulated transcription
#1202. Virus transcription <whether temporally regulated>/

1. is temporally regulated/

2. has no obvious time course/

#1203. <Number of classes of genes recognized>/

classes of genes recognized/

#1204. <Classes of genes recognized> they are termed/

1. very early/

2. early/

3. delayed-early/

4. intermediate/

5. late/

6. very late/

#1205. Genes with related functions are <whether clustered together>/

1. clustered together/

2. not clustered together/

#1206. Temporally related genes are <whether clustered together>/

1. clustered together/

2. not clustered together/

#1207. The viral genome <whether contains closely spaced ORFs>/

1. contains closely spaced ORFs/

2. does not contains closely spaced ORFs/

#1208. <Viral genome contains closely spaced ORFs> which are <whether preceded by promoters temporally regulating transcription>/

1. preceded by promoters/

2. not preceded by promoters/

#1209. Early genes are expressed <before or during uncoating>/

1. before genome uncoating/

2. during genome uncoating/

#1210. Early genes encode <number of non-structural proteins>/

1. a few/

2. several/

3. numerous/

#1211. <Early genes encode> non-structural proteins involved in <type of function>/

1. replication/

2. transcription/

3. translation/

Initiation of transcription

#1212. Initiation of transcription <whether involves cap>/

1. involves removal of cap-structure <cap-snatching>/

2. does not involve removal of cap/

#1213. The viral genome is transcribed from <whether one or both strands>/

1. both DNA strands /

2. both RNA strands /

3. the viral sense strand /

4. the viral-complementary sense strand /

#1214. The viral genome is transcribed <mechanism of transcription>/

1. processively/

2. by a semi-conservative mechanism/

3. by a conservative mechanism/

4. by a leader-priming mechanism/

#1215. The viral genome is transcribed <direction of transcription>  /

1. from the 3' end/

2. from the 5' end/

#1216. Transcriptional activity throughout replication frequently results in nested transcripts <e.g., Nidovirales>  /

1. with variable 5' and co-terminal 3' ends/

2. with co-terminal 5' and variable 3' ends/

#1217. The viral genome is transcribed <molarity of translational products>  /

1. in decreasing molar abundance/

2. in equal amounts/

#1218. The viral genome is transcribed <whether by host or viral enzyme>   by/

1. virion-associated enzymes/

2. host cell enzymes/

#1219. The viral genome is transcribed <by host cell enzymes>   that <whether have been modified>/

1. have been modified/

2. have not been modified/

#1220. The viral genome is transcribed <by host cell enzymes modified>    by viral <whether structural or non-structural proteins>/

1. structural protein(s)/

2. non-structural proteins/

Role of polymerases in transcription

#1221. During the early stage, the viral genome is transcribed by cellular <type of host cell enzymes>/

1. DNA polymerase II/

2. RNA polymerase/

3. DNA polymerase III/

4. RNA polymerase II/

DNA-dependent DNA polymerases (prokaryotes I, II and III; eukaryotes alpha, beta and gamma). Enzymes which synthesizes DNA from a DNA template. In eukaryotes DNA polymerase alpha is mainly involved in replication of chromosomal DNA; DNA polymerase beta is mainly involved in DNA repair; DNA polymerase gamma is mainly involved in the replication of mitochondrial DNA. In prokaryotes DNA polymerase I is mainly involved in replication of chromosomal replication and has both 3'-5' (proof reading) and 5'-3' (excision repair in nick translation) exonuclease activities; DNA polymerase II is mainly involved in DNA repair due to UV damage; DNA polymerase III is also involved in the replication of chromosomal DNA.

DNA-dependent RNA polymerases are enzymes which transcribe RNA from a DNA template. The enzyme initiates and terminates at specific sites (promoter regions and termination sites). In eukaryotes there are three forms of DNA dependent RNA polymerase, I mediating the synthesis of ribosomal RNA, II mRNA and III tRNA.

RNA-dependent DNA polymerase is a synonym for reverse transcriptase. An enzyme encoded by retroviruses. Hepadnaviruses and caulimoviruses make a DNA copy of a primed RNA molecule. The enzyme is also capable of synthesizing DNA from a DNA template.

RNA-dependent RNA polymerase is an enzyme which transcribes RNA from an RNA template. Most RNA viruses encode their version of this enzyme. It is frequently found encapsidated in viruses with minus-strands or dsRNA genomes.

#1222. During the late stage, the viral genome is transcribed by cellular <type of host cell enzymes>/

1. DNA polymerase II/

2. RNA polymerase/

3. DNA polymerase III/

4. RNA polymerase II/

5. RNA polymerase III/

#1223. The viral genome is transcribed by cellular <type of host cell enzymes>/

1. DNA polymerase II/

2. RNA polymerase/

3. DNA polymerase III/

4. RNA polymerase II/

5. RNA polymerase III/

#1224. The viral genome is transcribed by a viral <transcriptase or other type of enzyme>/

1. polymerase/

2. multi-subunit RNA polymerase/

3. associated enzymes/

4. RNA-dependent RNA polymerase/

#1225. The viral genome is transcribed by <enzymes>  into <number of separate mRNAs>/

mRNA(s)/

#1226. <Remove character <the RNAs are transcribed by whether cellular or viral RNA polymerase>>/

1. cellular RNA polymerase III/

2. viral RNA polymerase/

#1227. <RNA gene(s)> encode products which <facilitate or stop translation>/

1. facilitate translation/

2. stop translation/

#1228. <RNA gene(s) encode products which facilitate/stop translation> of <early or late mRNAs>/

1. late mRNAs/

2. early mRNAs/

#1229. The transcribed mRNAs are subgenomic in a <viral- or complementary sense>/

1. viral-complementary sense/

2. viral-sense/

#1230. Virus transcripts <whether extrude from core>/

1. extrude from core/

2. do not extrude from core/

#1231. Virus transcripts are translated by <whether host ribosomes>/

1. host ribosomes/

2. <other>/

mRNAs and promoters

#1232. Viral genes are expressed from <type of promoter>/

1. an early promoter/

2. a later promoter/

#1233. <Number of viral mRNAs transcribed by the virus>/

<viral mRNA(s)>  /

#1234. Viral mRNA(s) is/are transcribed <whether overlap>/

1. with an overlap/

2. with no overlaps/

#1235. Viral mRNA(s) is/are transcribed from <number of promoters>/

promoter(s)/

#1236. Viral mRNA(s) <whether leader sequence>/

1. have a leader sequence/

2. do not have a leader sequence/

#1237. Viral mRNA(s) is/are transcribed in <type of coding arrangement>/

1. an ambisense coding arrangement/

2. a unidirectional coding arrangement/

#1238. <Whether all viral mRNAs result from splicing>/

1. all/

2. many/

3. a few/

#1239. Viral mRNAs result from splicing of sequences that code for <whether exons, genes or proteins>/

1. exons/

2. genes/

3. coat protein/

4. <other>/

#1240. <Viral mRNAs result from splicing of sequences that code for exons genes or proteins> <name>/

#1241. Viral mRNA(s) is/are synthesized from <whether all RNA segments>/

1. all RNA segments/

2. only those RNA segments that are read unidirectionally/

3. the genome length negative-stranded RNA template/

Transcript types

#1242. Virus uses an alternative splice <whether donor or acceptor>/

1. donor/

2. acceptor/

#1243. Primary transcripts are <whether capped>/

1. capped/

2. not capped/

#1244. Primary transcripts are <whether polyadenylated>/

1. polyadenylated/

2. not polyadenylated/

#1245. Viral mRNAs <whether have common 5'-terminal sequences>/

1. have common 5'-terminal sequences/

2. do not have common 5'-terminal sequences/

#1246. <Viral mRNA(s) is/are synthesized from RNA genome has a common terminal sequence> with a <type of mRNA terminal sequences>/

1. m7Gpp(m)Am-A(m)CAGNNAUC... motive/

2. m7G motive/

3. <other motive>/

#1247. Secondary transcripts are <whether capped>/

1. capped/

2. not capped/

#1248. Secondary transcripts are <whether polyadenylated>/

1. polyadenylated/

2. not polyadenylated/

5' end RNAs

#1249. The 5' ends of mRNAs are <whether capped>/

1. capped/

2. not capped/

#1250. The 5' ends of mRNAs <whether common sequences>/

1. have common sequences/

2. do not have common sequences/

#1251. The 5' ends of mRNAs <whether unique regions>/

1. have unique regions/

2. do not have unique regions/

#1252. Namely <name of RNA segments>/

#1253. The 5' end unique regions of mRNAs are <whether present in next smaller mRNA>/

1. present in next smaller mRNA/

2. not present in next smaller mRNA/

#1254. The 5' end unique regions of mRNAs are <whether translationally active>/

1. translationally active/

2. not translationally active/

3' end RNAs

#1255. The 3' ends of mRNAs <whether possesses poly (A) tract>/

1. possess a poly (A) tract/

2. do not possess a poly (A) tract/

#1256. MRNAs are <whether mono-, bi-, tri-, or polycistronic>/

1. monocistronic/

2. bicistronic/

3. tricistronic/

4. polycistronic/

#1257. The 3' termini of virus mRNAs mapped to locations <region on sequence>/

1. in the intergenic regions/

2. at the untranslated regions/

3. at the end regions/

#1258. <Intergenic regions>  are <size of region>/

1. short/

2. long/

#1259. The 5' end of virus mRNA <whether overlaps with 3' end of the preceding gene>/

1. overlaps with the 3' end of the preceding gene/

2. does not overlap with the 3' end of the preceding gene/

#1260. Intergenic regions of viral genome may vary in size and sequence between <whether species>/

1. species/

2. genera/

#1261. Viral mRNA families are produced by <complexity of splicing patterns>/

1. simple splicing patterns/

2. complex splicing patterns/

Translation patterns

#1262. Virus proteins are encoded by mRNAs that are <whether unique mRNAs>/

1. unique and direct translations of the viral template/

2. derived from specific editing processes/

#1263. <Edited> mRNAs are synthesized by <process of editing>/

1. site-specific stuttering on a template resulting in insertion of extra nucleotides/

2. discontinuous transcription/

#1264. Insertion of nucleotides gives rise to <whether frameshift>/

1. shifts of reading frame/

2. an initiation of a non-AUG codon that can be accessed by ribosomal RNA/

#1265. Frameshift gives access to <whether alternative ORF>/

1. an alternative ORF/

2. an additional ORF/

3. overlapping ORFs/

#1266. Shift of the reading frame <gives access to alternative ORF> synthesizes/

1. <intact> proteins/

2. truncated proteins/

3. chimeric proteins/

#1267. Truncated proteins <whether generated by specific internal translation initiation>/

1. may be generated by specific internal translation initiation/

2. are not generated by specific internal translation initiation/

#1268. Specific termination sequences have <whether identified>/

1. been identified/

2. not been identified/

#1269. Termination is caused by <specific structure>/

1. characteristic GC-rich, strongly base-paired stem loop-structure/

2. <other>/

#1270. Viral-complementary mRNAs are <whether capped>/

1. capped/

2. not capped/

#1271. Viral-complementary mRNAs <whether poly (A) tract>/

1. have a poly (A) tract/

2. do not have a poly (A) tract/

Sub-genomic RNA

#1272. Sub–genomic RNA is <whether found in infected cells>/

1. present in infected cells/

2. absent from infected cells/

#1273. Sub–genomic RNA is <type of RNA found in infected cells>/

1. mRNA/

2. 3' co-terminal RNA/

3. 5' co-terminal RNA/

4. respective RNAs forming dsRNA species/

#1274. Sub–genomic RNA is a transcription of <name of RNA in infected cells>/

1. RNA-1 /

2. RNA-A /

3. RNA-L /

4. RNA-2 /

5. RNA-B /

6. RNA-M /

7. RNA-3 /

8. RNA-S /

9. RNA-4 /

10. RNA-5 /

11. positive-sense RNA strand /

12. negative-sense RNA strand /

13. positive-sense DNA strand /

14. negative-sense DNA strand /

#1275. Sub–genomic RNA encoding <type of protein>/

1. the coat protein/

2. /

dsRNA species

#1276. The genome expression is based on RNA production which can be analyzed by the dsRNA patterns found in the infected tissues. Usually there are <number of virus specified dsRNA species found in infected cells>/

virus specified dsRNA species found in infected cells/

#1277. Size of largest <or only> virus specified dsRNA/

kbp/

#1278. <Size of> 2nd largest <virus specified dsRNA>/

kbp/

#1279. <Size of> 3rd largest <virus specified dsRNA>/

kbp/

#1280. <Size of> 4th largest <virus specified dsRNA>/

kbp/

#1281. <Size of> 5th largest <virus specified dsRNA>/

kbp/

#1282. <Size of> 6th largest <virus specified dsRNA>/

kbp/

coding strategy and configuration of segment 1

#1283. <Name of segment 1>/

1. RNA1 /

2. RNA-A /

3. RNA-L /

4. RNA /

5. DNA-1 /

6. DNA-A /

7. DNA /

8. segment A /

9. segment 1/

10. negative sense strand (complementary to the viral mRNA)   <of double stranded DNA>/

the next 42 questions describe the organization and functional units of the first or only genome segment. The same questions are repeated twice for segment 2 and 3. The questions are sorted into blocks as follows: 
 (a) coding strategy and number of ORFs (3). 
 (b) functions of the first ORF (4)

 (c) segment functions as subgenomic mRNA template (2)

 (d) functions of the second ORF (8)

 (e) functions of additional ORF (5)

 (f) type of translational units (4)

 (g) frameshift configuration (2)

 (h) intergenic regions (5)

 (i) poly region, gene blocks (4)

 (j) terminal regions (2)

#1284. <Genome segment 1> <presence of ambisense coding strategy>/

1. exhibits an ambisense coding strategy/

2. has a unidirectional coding strategy/

number and names of genes or ORFs

#1285. <Sequence segment 1> is <whether monocistronic, bicistronic, tricistronic, or polycistronic>/

1. monocistronic/

2. bicistronic/

3. tricistronic/

4. polycistronic/

#1286. <Segment 1> has <number of gene(s)>/

gene(s)/

#1287. <Segment 1> <names of gene(s)>/

#1288. <Sequence segment 1>    contains <number of ORFs>/

ORF(s)/

#1289. <Sequence segment 1> <name of ORF(s)>/

1. ORF-1  /

2. ORF-2  /

3. ORF-3  /

4. ORF-4  /

5. ORF-5  /

6. ORF-6  /

7. the open reading frame   <specify>/

types of proteins encoded

#1290. <ORF(s) of sequence segment 1> that encode(s) <whether polyprotein, structural or non-structural proteins>/

1. a polyprotein/

2. structural proteins/

3. non-structural proteins/

coding region 1 on segment 1, position of first ORF for structural proteins

#1291. <Sequence segment 1> encodes <number of structural proteins>/

structural protein(s)/

#1292. <Sequence segment 1 encodes> <type of structural protein(s)>  namely/

1. capsid protein <coat protein>/

2. a non-glycosylated polypeptide/

3. a glycoprotein precursor/

4. an intracellular precursor polypeptide/

5. glycoprotein(s)/

6. envelope glycoproteins/

7. a polymerase complex/

8. membrane proteins/

9. spikes/

10. nucleoprotein/

#1293. <Sequence segment 1 encodes structural protein(s)>  termed/

1. G1/

2. G2/

3. GP/

4. N/

5. NP/

6. VP/

7. M/

8. E/

9. C <capsid/coat protein>/

#1294. Structural proteins are encoded <by segment 1> in the <type of sense>/

1. viral-complementary sense sequence/

2. viral sense sequence/

3. viral-complementary sense mRNA/

4. viral sense mRNA/

sequence acts as mRNA template

#1295. <Whether entire sequence segment 1 acts as template for synthesis of subgenomic RNA>/

1. entire sequence /

2. part of sequence /

#1296. <Sequence segment 1> <whether acts as template for synthesis of subgenomic RNA>/

1. acts as a template for synthesis of subgenomic RNA/

2. acts as a template for synthesis of viral mRNA/

3. does not act as a template for synthesis of subgenomic or viral RNA/

coding region 1 on segment 1, position of second ORF for structural proteins

#1297. <Second position of ORF(s) in segment 1> <name>/

1. ORF-1 /

2. ORF-2 /

3. ORF-3 /

4. ORF-4 /

5. ORF-5 /

6. ORF-6 /

7. <specify>/

#1298. Structural proteins are encoded <region of segment 1>/

1. <in an ORF> in the 5' half of the sequence/

2. within a large ORF of the amino-terminal portion/

3. <in an ORF> in the 5' half of the sequence that overlaps <name of coding region>/

4. in the 5' -proximal region/

5. at the 5' co-terminal region/

6. at the 5' end/

7. <in an ORF> in the 3' half of the sequence/

8. within a large ORF of the carboxyl-terminal portion/

9. <in an ORF> in the 3' half of the sequence that overlaps <name of coding region>/

10. in the 3' -proximal region/

11. at the 3' co-terminal region/

12. at the 3' end/

13. in a single continuous ORF/

#1299. <Structural protein encoded region of segment 1> of <sense of strand>/

1. negative-sense strand/

2. positive-sense strand/

coding region 1 on segment 1, position of ORF for non-structural proteins

#1300. Sequence <segment 1> encodes <number of non-structural proteins>/

non-structural protein(s)/

#1301. Sequence <segment 1> encodes   <type of non-structural proteins> namely/

1. polymerase/

2. replicase/

3. movement protein/

4. protease/

5. helicase/

6. kinase/

7. zinc finger/

#1302. Sequence <segment 1> encodes non-structural protein(s), <type of protein>/

1. L protein/

2. NSS/

3. NSM/

4. NS/

5. Z protein/

#1303. Non-structural proteins are encoded <by segment 1> in the <type of sense>/

1. viral-complementary sense sequence/

2. viral sense sequence/

3. viral-complementary sense mRNA/

4. viral sense mRNA/

#1304. Non-structural proteins are encoded <region of segment 1>/

1. <in an ORF> in the 5' half of the sequence/

2. <in an ORF> in the 5' half of the sequence that overlaps <name of coding region>/

3. in the 5' -proximal region/

4. at the 5' end/

5. <in an ORF> in the 3' half of the sequence/

6. <in an ORF> in the 3' half of the sequence that overlaps <name of coding region>/

7. in the 3' -proximal region/

8. at the 3' end/

9. in a continuous ORF/

#1305. <Non-structural protein encoded region of segment 1>   of the <sense of strand>/

1. negative-sense strand/

2. positive-sense strand/

coding region 2 on segment 1

#1306. Sequence <segment 1> encodes <further downstream or upstream from first position>/

1. downstream from the coding region/

2. further downstream <from previous ORF>/

3. upstream from the coding region/

4. further upstream <from previous ORF>/

5. preceded by <e.g., leader protein>/

coding region 1 on segment 1, position of ORF for structural proteins

#1307. <Second position of structural protein encoded by segment 1 or ORF, function>/

1. capsid protein <coat protein>/

2. a non-glycosylated polypeptide/

3. a glycoprotein precursor/

4. an intracellular precursor polypeptide/

5. glycoprotein(s)/

6. envelope glycoproteins/

7. phosphoprotein/

#1308. <Second position of structural protein encoded by segment 1 or ORF, name>/

1. G1/

2. G2/

3. GPC/

4. N/

5. NP/

6. VP/

7. M/

8. E/

9. P/

coding region 1 on segment 1, position of ORF for non-structural proteins

#1309. <Segment 1> <second position of non-structural protein function>/

1. polymerase/

2. replicase/

3. movement protein/

4. protease/

5. helicase/

6. kinase/

7. zinc finger/

8. <others>/

#1310. <Segment 1> <second position of non-structural protein name>/

1. L protein/

2. NSS/

3. NSM/

4. NS/

5. Z protein/

configuration of translational units: overlaps and frameshifts

#1311. <Segment 1> translational units <whether overlap>/

1. overlap/

2. do not overlap/

#1312. <Segment 1> <name of overlapping translational unit>/

#1313. <Segment 1>   overlaps <name of overlapped translational unit>/

#1314. <Segment 1>   by <length of overlap> <number of basepairs>/

nucleotides/

#1315. <Segment 1 ORF overlaps>   suggesting a <type of frameshift>/

1. a frameshift/

2. +1 translational frameshift/

3. -1 ribosomal frameshift/

#1316. <Segment 1> frameshift is produced by <number of bases long region>/

bases long region/

#1317. <Segment 1 frameshift produced by region> <type of structure>/

1. <n base long> slippery site/

2. pseudo-knot structure/

3. stem-loop structure/

sequence intergenic and non-coding regions

#1318. Sequence <segment 1> <whether separated intergenic region>/

1. has a <whether intergenic region>/

2. is separated by a <whether intergenic region>/

3. has no intergenic region/

#1319. Sequence <segment 1> has <presence of specific coding regions>/

1. an intergenic region/

2. an intergenic non-coding region/

3. an untranslated region/

#1320. <Length of intergenic region of segment 1>/

nucleotides/

#1321. <Segment 1> intergenic non-coding region can form <configuration features>/

1. hairpin configuration(s)/

2. basepair stem configuration(s)/

sequence poly (A) regions

#1322. Sequence <segment 1> has <whether a poly (A) region or other motive>/

1. a poly (A) region/

2. <other>/

type of gene blocks

#1323. Sequence <of segment 1> has <whether has a gene block to code for one protein or function>/

1. a gene block <coding for proteins>/

2. interchangeable gene blocks (modules)/

3. no gene blocks/

#1324. Sequence <of segment 1> has <type of gene block>/

1. double gene block sequence/

2. triple gene block sequence (TGB)/

3. quadruple gene block sequence/

#1325. <Gene block of sequence segment 1> encodes <type of proteins>/

1. proteins involved in cell to cell movement/

2. proteins <type>/

terminal regions

#1326. <Sequence segment 1> terminal region has a <whether a tRNA-like structure>/

1. tRNA-like structure/

2. <other>/

#1327. <Terminator> sequence <of segment 1> has a read-through of <type of codon>/

1. a leaking termination codon/

2. the amber terminator/

3. the opal termination codon/

Coding strategy and configuration of segment 2

#1328. <Name of segment 2>/

1. RNA2/

2. RNA-B/

3. RNA-M/

4. RNA-S/

5. RNA/

6. DNA-2/

7. DNA-B/

8. DNA/

9. segment B/

10. segment 2/

11. positive sense strand (the viral mRNA) <of double stranded DNA>/

#1329. <Genome segment 2> <presence of ambisense coding strategy>/

1. exhibits an ambisense coding strategy/

2. has a unidirectional coding strategy/

number and names of genes or ORFs

#1330. <Sequence segment 2> has <number of genes>/

gene(s)/

#1331. <Name of> gene(s)/

1. S/

2. C/

3. P/

4. X/

#1332. <Sequence segment 2> contains <number of ORFs>/

ORF(s)/

#1333. <Sequence segment 2> <name of ORF(s)>/

1. ORF-1/

2. ORF-2/

3. ORF-3/

4. ORF-4/

5. ORF-5/

6. ORF-6/

7. <specify>/

types of proteins encoded

#1334. <Sequence segment 2> encode(s) <whether polyprotein, structural or non-structural proteins>/

1. a polyprotein/

2. structural proteins/

3. non-structural proteins/

coding region 1 on segment 2, position of first ORF for structural proteins

#1335. <Sequence segment 2> encodes <number of structural proteins>/

structural protein(s)/

#1336. The sequence <segment 2> encodes <type of structural protein(s)>/

1. capsid protein(s) (coat protein)/

2. a non-glycosylated polypeptide/

3. a glycoprotein precursor/

4. an intracellular precursor polypeptide/

5. glycoprotein(s)/

6. envelope glycoproteins/

7. a polymerase complex/

8. membranes/

9. spikes/

10. nucleoprotein/

#1337. The sequence <segment 2> encodes <term of structural protein(s)>/

1. G1/

2. G2/

3. GPC/

4. N/

5. NP/

6. VP/

7. M/

8. E/

#1338. Structural proteins are encoded <by segment 2> in the <type of sense>/

1. viral-complementary sense sequence/

2. viral sense sequence/

3. viral-complementary sense mRNA/

4. viral sense mRNA/

sequence acts as mRNA template

#1339. <Whether entire sequence segment 2 acts as template for synthesis of subgenomic RNA>/

1. entire sequence/

2. part of sequence/

#1340. <Sequence segment 2> <whether acts as template for synthesis of subgenomic RNA>/

1. acts as a template for synthesis of subgenomic RNA/

2. acts as a template for synthesis of viral mRNA/

3. does not act as a template for synthesis of subgenomic or viral RNA/

coding region 1 on segment 2, position of second ORF for structural proteins

#1341. <Second position of ORF(s) in segment 2> <name>/

1. ORF-1/

2. ORF-2/

3. ORF-3/

4. ORF-4/

5. ORF-5/

6. ORF-6/

7. <specify>/

#1342. <Structural protein of ORF(x)> is encoded <region of segment 2>/

1. in an ORF in the 5' half of the sequence/

2. within a large ORF of the amino-terminal portion/

3. in an ORF in the 5' half of the sequence that overlaps <name of coding region>/

4. in the 5' -proximal region/

5. at the 5' co-terminal region/

6. at the 5' end/

7. in an ORF in the 3' half of the sequence/

8. within a large ORF of the carboxyl-terminal portion/

9. in an ORF in the 3' half of the sequence that overlaps <name of coding region>/

10. in the 3' -proximal region/

11. at the 3' co-terminal region/

12. at the 3' end/

13. in a continuous ORF/

#1343. <Structural protein encoded region of segment 2> of <sense of strand>/

1. negative-sense strand/

2. positive-sense strand/

coding region 1 on segment 2, position of ORF for non-structural proteins

#1344. <Sequence segment 2> encodes <number of non-structural proteins>/

non-structural protein(s)/

#1345. Sequence <segment 2> encodes non-structural protein(s), <type of protein>/

1. polymerase/

2. replicase/

3. movement protein/

4. protease/

5. helicase/

6. kinase/

7. zinc finger/

#1346. Sequence <segment 2> encodes non-structural protein(s), <type of protein>/

1. L protein/

2. NSS/

3. NSM/

4. NS/

5. Z protein/

#1347. <Non-structural proteins> they are encoded <by segment 2> in the <type of sense>/

1. viral-complementary sense sequence/

2. viral sense sequence/

3. viral-complementary sense mRNA/

4. viral sense mRNA/

#1348. <Non-structural protein> is encoded <region of segment 2>/

1. in an ORF in the 5' half of the sequence/

2. in an ORF in the 5' half of the sequence that overlaps <name of coding region>/

3. in the 5' -proximal region/

4. at the 5' end/

5. in an ORF in the 3' half of the sequence/

6. in an ORF in the 3' half of the sequence that overlaps <name of coding region>/

7. in the 3' -proximal region/

8. at the 3' end/

9. in a continuous ORF/

#1349. <Non-structural protein encoded region of segment 2> of <sense of strand>/

1. negative-sense strand/

2. positive-sense strand/

coding region 2 on segment 2

#1350. <Sequence segment 2> encodes <further downstream or upstream>/

1. downstream from the coding region/

2. further downstream/

3. upstream from the coding region/

4. further upstream/

5. preceded by <e.g., leader protein>/

coding region 1 on segment 2, position of ORF for structural proteins

#1351. <Second position of structural protein encoded by segment 2 or ORF, function>/

1. capsid protein(s) (coat protein)/

2. a non-glycosylated polypeptide/

3. a glycoprotein precursor/

4. an intracellular precursor polypeptide/

5. glycoprotein(s)/

6. envelope glycoproteins/

#1352. <Second position of structural protein encoded by segment 2 or ORF, name>/

1. G1/

2. G2/

3. GPC/

4. N/

5. NP/

6. VP/

7. M/

8. E/

coding region 1 on segment 2, position of ORF for non-structural proteins

#1353. <Segment 2> <second position of non-structural protein function>/

1. polymerase/

2. replicase/

3. movement protein/

4. protease/

5. helicase/

6. kinase/

7. zinc finger/

8. <others>/

#1354. <Segment 2> <second position of non-structural protein name>/

1. L protein/

2. NSS/

3. NSM/

4. NS/

5. Z protein/

configuration of translational units: overlaps and frameshifts

#1355. <Segment 2> translational units <whether overlap>/

1. overlap/

2. do not overlap/

#1356. <Segment 2> <name of overlapping translational unit>/

#1357. <Segment 2> overlaps <name of overlapped translational unit>/

#1358. <Segment 2> by <length of overlap> <number of basepairs>/

bp/

#1359. <Segment 2 ORF overlaps> suggesting a <type of frameshift>/

1. frameshift/

2. +1 translational frameshift/

3. -1 ribosomal frameshift/

#1360. <Segment 2> frameshift is produced by <number of bases long region>/

bases long region/

#1361. <Segment 2 frameshift produced by region> <type of structure>/

1. <n base> slippery site/

2. a pseudo-knot structure/

sequence intergenic and non-coding regions

#1362. Sequence <segment 2> <whether separated intergenic region>/

1. has a <whether intergenic region>/

2. separated by a <whether intergenic region>/

3. has no intergenic region/

#1363. Sequence <segment 2> has <presence of specific coding regions>/

1. an intergenic region/

2. an intergenic non-coding region/

3. an untranslated region/

#1364. <Length of intergenic region of segment 2>/

nucleotides/

#1365. <Segment 2> intergenic non-coding region can form <configuration features>/

1. hairpin configuration(s)/

2. basepair stem configuration(s)/

sequence poly (A) regions

#1366. Sequence <segment 2> has <whether a poly (A) region or other motive>/

1. a poly (A) region/

2. <other>/

type of gene blocks

#1367. Sequence <of segment 2> has <whether a block of genes to code for one protein of function>/

1. a block of genes <coding for proteins>/

2. no gene block/

#1368. Sequence <of segment 2> has a <type of gene block>/

1. double gene block sequence/

2. triple gene block sequence (TGB)/

3. quadruple gene block sequence/

#1369. <Gene block of sequence segment 2> encodes <type of proteins>/

1. proteins involved in cell to cell movement/

2. proteins <type>/

terminal regions

#1370. <Sequence segment 2> terminal region has a <whether a tRNA-like structure>/

1. tRNA-like structure/

#1371. <Terminator> sequence <of segment 2> has a read-through of <type of codon>/

1. leaking termination codon/

2. the amber terminator/

3. the opal termination codon/

Coding strategy and configuration of segment 3

#1372. <Name of segment 3>/

1. RNA3/

2. RNA-C/

3. RNA-S/

4. RNA/

5. DNA-3/

6. DNA-C/

7. DNA/

8. segment C/

9. segment 3/

#1373. The genome <segment 3> <presence of ambisense coding strategy>/

1. exhibits an ambisense coding strategy/

2. has a unidirectional coding strategy/

number and names of genes or ORFs

#1374. <Sequence segment 3> is <whether monocistronic>/

1. monocistronic/

2. bicistronic/

3. tricistronic/

4. polycistronic/

#1375. <Sequence segment 3> contains <number of ORFs>/

ORF(s)/

#1376. <Sequence segment 3> <name of ORF(s)>/

1. ORF-1/

2. ORF-2/

3. ORF-3/

4. ORF-4/

5. ORF-5/

6. ORF-6/

7. <specify>/

types of proteins encoded

#1377. <ORF(s) of segment 3> encode(s) <whether polyprotein, structural or non-structural proteins>/

1. a polyprotein/

2. structural proteins/

3. non-structural proteins/

coding region 1 on segment 3, position of first ORF for structural proteins

#1378. <Sequence segment 3> encodes <number of structural proteins>/

structural protein(s)/

#1379. Sequence <segment 3> encodes <type of structural protein(s)>/

1. capsid protein(s) (coat protein)/

2. a non-glycosylated polypeptide/

3. a glycoprotein precursor/

4. an intracellular precursor polypeptide/

5. glycoprotein(s)/

6. envelope glycoproteins/

7. polymerase complex/

8. membranes/

9. spikes/

#1380. Sequence <segment 3> encodes <term of structural protein(s)>/

1. G1/

2. G2/

3. GPC/

4. N/

5. NP/

6. VP/

7. M/

8. E/

#1381. Structural proteins are encoded <by segment 3> in the <type of sense>/

1. viral-complementary sense sequence/

2. viral sense sequence/

3. viral-complementary sense mRNA/

4. viral sense mRNA/

sequence acts as mRNA template

#1382. <Whether entire sequence segment 3 acts as template for synthesis of subgenomic RNA>/

1. entire sequence/

2. part of sequence/

#1383. <Sequence segment 3> <whether acts as template for synthesis of subgenomic RNA>/

1. acts as a template for synthesis of subgenomic RNA/

2. acts as a template for synthesis of viral mRNA/

3. does not act as a template for synthesis of subgenomic or viral RNA/

#1384. <Second position of ORF(s) in segment 1> <name>/

1. ORF-1/

2. ORF-2/

3. ORF-3/

4. ORF-4/

5. ORF-5/

6. ORF-6/

7. <specify>/

coding region 1 on segment 3, position of second ORF for structural proteins

#1385. <Structural protein> encoded <region of segment 3>/

1. in an ORF in the 5' half of the sequence/

2. within a large ORF of the amino-terminal portion/

3. in an ORF in the 5' half of the sequence that overlaps <name of coding region>/

4. in the 5' -proximal region/

5. at the 5' co-terminal region/

6. at the 5' end/

7. in an ORF in the 3' half of the sequence/

8. within a large ORF of the carboxyl-terminal portion/

9. in an ORF in the 3' half of the sequence that overlaps <name of coding region>/

10. in the 3' -proximal region/

11. at the 3' co-terminal region/

12. at the 3' end/

13. in a continuous ORF/

#1386. <Structural protein encoded region of segment 3> of <sense of strand>/

1. negative-sense strand/

2. positive-sense strand/

coding region 1 on segment 3, position of ORF for non-structural proteins

#1387. <Sequence segment 3> encodes <number of non-structural proteins>/

non-structural protein(s)/

#1388. Sequence <segment 3> encodes non-structural protein(s), <type of protein>/

1. polymerase/

2. replicase/

3. movement protein/

4. protease/

5. helicase/

6. kinase/

7. zinc finger/

8. <others>/

#1389. Sequence <segment 3> encodes non-structural protein(s), <type of protein>/

1. L protein/

2. NSS/

3. NSM/

4. NS/

5. Z protein/

#1390. <Non-structural proteins> they are encoded <by segment 3> in the <type of sense>/

1. viral-complementary sense sequence/

2. viral sense sequence/

3. viral-complementary sense mRNA/

4. viral sense mRNA/

#1391. <Non-structural protein> encoded <region of segment 3>/

1. in an ORF in the 5' half of the sequence/

2. in an ORF in the 5' half of the sequence that overlaps <name of coding region>/

3. in the 5' -proximal region/

4. at the 5' end/

5. in an ORF in the 3' half of the sequence/

6. in an ORF in the 3' half of the sequence that overlaps <name of coding region>/

7. in the 3' -proximal region/

8. at the 3' end/

9. in a continuous ORF/

#1392. <Non-structural protein encoded region of segment 3> of <sense of strand>/

1. negative-sense strand/

2. positive-sense strand/

coding region 2 on segment 3

#1393. <Sequence segment 3> encodes <further downstream or upstream>/

1. downstream from the coding region/

2. further downstream/

3. upstream from the coding region/

4. further upstream/

5. preceded by <e.g., leader protein>/

coding region 1 on segment 3, position of ORF for structural proteins

#1394. <Second position of structural protein encoded by segment 3 or ORF, function>/

1. capsid protein(s) (coat protein)/

2. a non-glycosylated polypeptide/

3. a glycoprotein precursor/

4. an intracellular precursor polypeptide/

5. glycoprotein(s)/

6. envelope glycoproteins/

#1395. <Second position of structural protein encoded by segment 3 or ORF, name>/

1. G1/

2. G2/

3. GPC/

4. N/

5. NP/

6. VP/

7. M/

8. E/

coding region 1 on segment 13, position of ORF for non-structural proteins

#1396. <Segment 3> <second position of non-structural protein function>/

1. polymerase/

2. replicase/

3. movement protein/

4. protease/

5. helicase/

6. kinase/

7. zinc finger/

#1397. <Segment 3> <second position of non-structural protein name>/

1. L protein/

2. NSS/

3. NSM/

4. NS/

5. Z protein/

configuration of translational units: overlaps and frameshifts

#1398. <Segment 3> translational units <whether overlap>/

1. overlap/

2. do not overlap/

#1399. <Segment 3> <name of overlapping translational unit>/

#1400. <Segment 3> overlaps <name of overlapped translational unit>/

#1401. <Segment 3> by <length of overlap> <number of basepairs>/

bp/

#1402. <Segment 3 ORF overlaps> suggesting a <type of frameshift>/

1. frameshift/

2. +1 translational frameshift/

3. -1 ribosomal frameshift/

#1403. <Segment 3> frameshift is produced by <number of bases long region>/

bases long region/

#1404. <Segment 3 frameshift produced by region> <type of structure>/

1. <n base> slippery site/

2. a pseudo-knot structure/

sequence intergenic and non-coding regions

#1405. Sequence <segment 3> <whether separated intergenic region>/

1. has a <whether intergenic region>/

2. separated by a <whether intergenic region>/

3. has no intergenic region/

#1406. Sequence <segment 3> has <presence of specific coding regions>/

1. an intergenic region/

2. an intergenic non-coding region/

3. an untranslated region/

#1407. <Length of intergenic region of segment 3>/

nucleotides/

#1408. <Segment 3> intergenic non-coding region can form <configuration features>/

1. hairpin configuration(s)/

2. basepair stem configuration(s)/

sequence poly (A) regions

#1409. Sequence <segment 3> has <whether a poly (A) region or other motive>/

1. a poly (A) region/

2. <other>/

type of gene blocks

#1410. Sequence <of segment 3> has <whether a block of genes to code for one protein of function>/

1. a block of genes <coding for proteins>/

2. no gene block/

#1411. Sequence <of segment 3> has a <type of gene block>/

1. double gene block sequence/

2. triple gene block sequence (TGB)/

3. quadruple gene block sequence/

#1412. <Gene block of sequence segment 3> encodes <type of proteins>/

1. proteins involved in cell to cell movement/

2. proteins <type>/

terminal regions

#1413. <Sequence segment 3> terminal region has a <whether a tRNA-like structure>/

1. tRNA-like structure/

#1414. <Terminator> sequence <of segment 3> has a read-through of <type of codon>/

1. a leaking termination codon/

2. the amber terminator/

3. the opal termination codon/

Translation 

Regulation of protein synthesis

#1415. During the replication cycle early synthesis of viral protein is <whether decreased>/

1. decreased/

2. not decreased/

#1416. During the replication cycle early synthesis of viral protein is decreased during switch-over to <time course>/

1. late gene expression/

2. genome replication/

#1417. Protein synthesis in vitro is resistant to <substance>/

1. actinomycin D/

2. amantadine/

3. alpha-amanitin/

4. glucosamine/

5. Rifampicin/

6. thiosemicarbazones/

7. Ribavirin/

8. cycloheximide/

9. chloramphenicol/

10. <others>/

#1418. Protein synthesis in vitro is sensitive to <substance>/

1. actinomycin D/

2. amantadine/

3. alpha-amanitin/

4. glucosamine/

5. Rifampicin/

6. thiosemicarbazones/

7. Ribavirin/

8. cycloheximide/

9. chloramphenicol/

10. <others>/

#1419. Suggesting that viral protein synthesis is <whether dependent involvement of host cytoplasmic ribosomes>/

1. dependent on involvement of host cytoplasmic ribosomes/

2. not dependent on involvement of host cytoplasmic ribosomes/

#1420. <Type of polypeptides synthesized>/

1. polypeptides/

2. proteins/

3. structural proteins/

4. non-structural proteins/

#1421. <Name of protein synthesized>/

1. fusion protein/

2. polymerase/

3. protease/

4. cell-to-cell movement protein/

5. envelope glycoproteins/

#1422. <Polypeptides> synthesized in the <location in host cell>/

1. cytoplasm/

2. nucleus/

#1423. <Polypeptides synthesized in the host cell> as <whether precursor molecules>/

1. precursor molecules/

2. polyproteins/

3. functional proteins/

4. final product/

#1424. <Polypeptide or precursor> rich in <special sugars>/

1. mannose/

2. glucose/

3. fructose/

4. <others>/

#1425. <Polypeptide or precursor> which contain <name of proteins>/

#1426. <Precursor molecules or polyproteins> are cleaved <type of cleavage process>/

1. co-translationally/

2. proteolytically/

3. autocatalytically/

#1427. <Precursor molecules or polyproteins> are cleaved to give rise to <whether functional proteins>/

1. the functional proteins/

2. precursor proteins/

#1428. <Precursor molecules or polyproteins> are cleaved by a <type of cleavage enzyme>/

1. cellular protease/

2. virus encoded protease/

#1429. Polyproteins made by <name of protease>/

Polypeptides and post-translational cleavage

#1430. Signal peptidase makes <number of cleavages>/

cleavages/

#1431. <Signal peptidase makes cleavages> required to separate/

1. structural proteins/

2. non-structural proteins/

#1432. In addition to the activity of signal peptidase protein it <whether requires post-translational cleavage>/

1. must undergo post-translational cleavage/

2. does not requires post-translational cleavage/

#1433. Post-translational cleavage executed by <whether cellular protease>/

1. cellular protease/

2. virus encoded protease/

#1434. Post-translational cleavage necessary to acquire <type of activity>/

1. fusion activity/

2. cell-to-cell movement activity/

#1435. Precursors are cleaved to their final form during <time course>/

1. the early stage of replication/

2. the intermediate stage of replication/

3. the late stage of replication/

4. virus maturation/

#1436. Translation of structural proteins occurs during the <time course>/

1. early transcription phase of replication/

2. intermediate transcription phase of replication/

3. late transcription phase of replication/

4. very late transcription phase of replication/

#1437. Translation of non-structural proteins occur in the <time course>/

1. early stage of replication/

2. intermediate stage of replication/

3. late stage of replication/

#1438. Leader protein has <whether proteolytic activity>/

1. proteolytic activity/

2. no proteolytic activity/

Polypeptide synthesis from RNA-1

#1439. Polypeptide is synthesized from RNA by <whether suppression or readthrough>/

1. suppression/

2. readthrough/

#1440. <Polypeptide synthesized from RNA by readthrough> of <type of termination codon>/

1. leaking termination codon/

2. amber termination codon/

3. opal termination codon/

4. <other> termination codon/

#1441. <Polypeptides> synthesized from RNA by translational readthrough of <name of ORF 1>/

#1442. <Polypeptides synthesized from RNA by readthrough> into <name of ORF>/

#1443. <Polypeptides synthesized from RNA by readthrough> by a <type of frameshift>/

1. ribosomal frameshift mechanism/

2. (-)1 ribosomal frameshift/

3. (+)1 ribosomal frameshift/

#1444. <Ribosomal frameshift in RNA> produced by a <origin of frameshift>/

1. slippery site/

2. essential pseudoknot structure/

#1445. Polypeptide is synthesized from RNA1 by <whether suppression or readthrough>/

1. suppression/

2. readthrough/

#1446. <Polypeptide synthesized from RNA1 by readthrough> of <type of termination codon>/

1. leaking termination codon/

2. amber termination codon/

3. opal termination codon/

4. <other> termination codon/

#1447. <Polypeptides> synthesized from RNA1 by translational readthrough of <name of ORF 1>/

#1448. <Polypeptides synthesized from RNA1 by readthrough> into <name of ORF>/

#1449. <Polypeptides synthesized from RNA1 by readthrough> by a <type of frameshift>/

1. ribosomal frameshift mechanism/

2. (-)1 ribosomal frameshift/

3. (+)1 ribosomal frameshift/

#1450. <Ribosomal frameshift in RNA1> produced by <origin of frameshift>/

1. a slippery site/

2. an essential pseudoknot structure/

Polypeptide synthesis from RNA-2

#1451. Polypeptide is synthesized from RNA2 by <whether suppression or readthrough>/

1. suppression/

2. readthrough/

#1452. <Polypeptide synthesized from RNA2 by readthrough> of <type of termination codon>/

1. leaking termination codon/

2. amber termination codon/

3. opal termination codon/

4. <other> termination codon/

#1453. <Polypeptides> synthesized from RNA2 by translational readthrough of <name of ORF 1>/

#1454. <Polypeptides synthesized from RNA2 by readthrough> into <name of ORF>/

#1455. <Polypeptides synthesized from RNA2 by readthrough> by a <type of frameshift>/

1. ribosomal frameshift mechanism/

2. (-)1 ribosomal frameshift/

3. (+)1 ribosomal frameshift/

#1456. <Ribosomal frameshift in RNA2> produced by <origin of frameshift>/

1. a slippery site/

2. an essential pseudoknot structure/

Polypeptide synthesis from RNA-3

#1457. Polypeptide is synthesized from RNA3 by <whether suppression or readthrough>/

1. suppression/

2. readthrough/

#1458. <Polypeptide synthesized from RNA3 by readthrough> of <type of termination codon>/

1. leaking termination codon/

2. amber termination codon/

3. opal termination codon/

4. <other> termination codon/

#1459. <Polypeptides> synthesized from RNA3 by translational readthrough of <name of ORF 1>/

#1460. <Polypeptides synthesized from RNA3 by readthrough> into <name of ORF>/

#1461. <Polypeptides synthesized from RNA3 by readthrough> by a <type of frameshift>/

1. ribosomal frameshift mechanism/

2. (-)1 ribosomal frameshift/

3. (+)1 ribosomal frameshift/

#1462. <Ribosomal frameshift in RNA3> produced by <origin of frameshift>/

1. a slippery site/

2. an essential pseudoknot structure/

#1463. Coat protein mRNA is translated in <specific cellular site>/

Post-translational Modifications
#1464. Post-translational processing of viral proteins <whether examined>/

1. has been investigated/

2. has not been elucidated/

3. is unclear/

4. has not yet been examined/

5. has not been recorded/

#1465. <Type of polypeptides modified by post-translational processes>/

1. polypeptides/

2. proteins/

3. structural proteins/

4. envelope glycoproteins/

5. non-structural proteins/

6. precursor proteins/

#1466. <Polypeptides> are <whether modified by post-translational processes>/

1. modified by post-translational processes/

2. not modified by post-translational processes/

#1467. <Polypeptides> are processed to contain <type of special procedure>/

1. complex glycans/

2. glycans/

#1468. <Modified by post-translational processes> including <type of modification>/

1. proteolytic cleavage/

2. phosphorylation/

3. glycosylation/

4. ribosylation/

5. sulfation/

6. acylation/

7. myristylation/

8. binding metal ions/

9. disulfide cross-linking/

10. <others>/

#1469. Post-translational processes occur during <occasion>/

1. transport/

2. budding/

#1470. <Post-translational processes occur during transport> to the <location>/

1. plasma membrane/

2. budding/

#1471. <Post-translational processes occur during budding> through the <location>/

1. plasma membrane/

2. Golgi membrane/

Genome Replication
#1472. The genome replicates in <a specific cellular site>/

1. the nucleus/

2. the cytoplasm/

3. in association with chloroplasts/

4. cytoplasmic viroplasma/

#1473. The replication latent period is <number of hours>/

hrs/

#1474. Replication <whether involves a reverse transcription>/

1. involves a reverse transcription step/

2. does not involve a reverse transcription step/

#1475. The parental genome <whether template for nucleic acid replication>/

1. serves as template/

2. does not serve as template/

#1476. <Parental genome serves as template for replication>  for the <stage of replication>/

1. first stage/

2. second stage/

3. third stage/

4. fourth stage/

5. fifth stage/

6. sixth stage/

7. seventh stage/

8. last stage/

#1477. <Parental genome serves as template>  for <type of nucleic acid replication>/

1. DNA replication/

2. RNA replication/

#1478. <Deleted>/

1. /

2. /

#1479. Replication is <whether dependent or of host nuclear functions>/

1. independent of host nuclear functions/

2. dependent on host nuclear function/

Strategies of genome replication

#1480. Genome replication involves <whether RNA or DNA synthesis>/

1. RNA-directed RNA synthesis/

2. DNA-directed DNA synthesis/

#1481. Genome replication occurs through a <replicative intermediate>/

1. single stranded replicative intermediate  /

2. double stranded replicative intermediate  /

#1482. Genome replication is <whether bi-directional>/

1. bidirectional/

2. unidirectional/

#1483. During bidirectional replication transcription phase DNA forms/

1. theta structures/

2. concatamers/

3. <others>/

#1484. The bidirectional replication transcription phase is <whether followed by unidirectional replication>/

1. followed by unidirectional replication/

2. not followed by unidirectional replication/

#1485. Genome replication occurs by a <whether conservative>/

1. conservative/

2. semi-conservative/

#1486. Genome replication occurs by a <type of mechanism>/

1. rolling circle mechanism/

2. strand-displacement/

#1487. The rolling circle mechanism generates <type of forms>/

1. complementary oligomeric forms/

2. complementary intermediate forms referred to as the antigenome/

3. ssDNA intermediate forms/

4. RNA intermediate forms/

5. ds replicative forms/

#1488.  For DNA replication to occur palindromic sequences are required in <whether trans or cis form>/

1. trans form/

2. cis form/

#1489. Genome replication uses a <type of replication mechanism>/

1. protein priming mechanism (terminal protein)/

2. virus-coded DNA polymerase/

3. DNA binding protein/

4. cellular factors/

#1490. The process of genome replication may involve a <type of mechanism>/

1. slippage mechanism/

2. read-through/

#1491. <Process of genome replication may involve a slippage or read-through> during <time course>/

1. initiation/

2. termination/

#1492. <Process of genome replication may involve a read-through> of <type of signal>/

1. transcription termination signals/

2. stop codon/

Synthesis nucleic acid

#1493. At an early stage, templates are involved in the synthesis of <length of nucleic acid>/

1. a full-length/

2. shorter than genome size/

3. longer than genome size/

#1494.   <Synthesis of nucleic acid>/

1. DNA replication/

2. RNA replication/

#1495. Products of mRNAs are involved in the synthesis of <length of nucleic acid>/

1. a full-length/

2. shorter than full length/

3. longer than full length/

4. sections/

#1496. <Products of mRNAs are involved in the synthesis of>   <sense of nucleic acid>/

1. complementary species/

2. viral sense species/

3. templates/

4. replicative forms (RF)/

5. intermediate replicative forms/

#1497. Synthesis of <type of nucleic acid>/

1. ssDNA/

2. dsDNA/

3. ssRNA/

4. dsRNA/

5. mRNA/

#1498. <Synthesis of nucleic acid>  is initiated at a conserved <type of sequence>/

1. TAATATTAC sequence/

2. non-AUG codon/

3. special sequence/

4. <other type of sequence>/

#1499. <Conserved sequence>  within <type of region>/

1. the intergenic region/

2. an untranslated region/

3. <other regions>/

#1500. Replication in vitro is resistant to <substance>/

1. actinomycin D/

2. amantadine/

3. alpha-amanitin/

4. glucosamine/

5. Rifampicin/

6. thiosemicarbazones/

7. Ribavirin/

8. cycloheximide/

9. chloramphenicol/

10. <others>/

#1501. Replication in vitro is sensitive to <substance>/

1. actinomycin D/

2. amantadine/

3. alpha-amanitin/

4. glucosamine/

5. Rifampicin/

6. thiosemicarbazones/

7. Ribavirin/

8. cycloheximide/

9. chloramphenicol/

10. <others>/

#1502. During second stage of genome replication newly synthesized <type of nucleic acid>/

1. DNA/

2. RNA/

#1503. <During second stage nucleic acid> forms <type of arrangement>/

1. concatamers/

2. <other arrangements>/

#1504. Concatamer processing is <whether associated with genome packaging>/

1. associated with genome packaging into the virion/

2. not associated with genome packaging into the virion/

#1505. Late in infection, the <type of protein acts as repressor>/

1. coat protein/

2. polymerase/

#1506. <Late in infection the protein> acts as repressor of the <type of repression or gene>/

1. replicase gene/

2. transcription gene/

Helper virus
#1507. Virions <whether associated with a helper virus>/

1. are associated with helper virus and dependent on co-infection of helper virus during replication/

2. are associated with helper virus, but independent from its functions during replication/

3. may provide helper functions to dependent virus during replication/

4. are not dependent on a helper virus for replication/

#1508. <Details of virion interaction with a helper virus>/

#1509. Virion acts as helper for <satellites or dependent virus>/

1. a satellite virus/

2. a satellite RNA/

3. another virus <specify>/

#1510. Virion acts as a helper for   <name the other entity>/

#1511. Virion acts as a helper by   <the following mechanism>/

#1512. Diagram of replication cycle <path to image file on the Web>/

#1513. Efficiency of frameshifting is <whether critical for replication>/

1. critical for replication/

2. not critical for replication/

#1514. Recombination occurs between <type of genetic material>/

1. ORFs/

2. genes/

3. DNA species/

4. RNA species/

#1515. <Recombination occurs between genetic material> <speed of frequency>/

1. in high frequency/

2. in low frequency/

3. at rare occasions/

Gene Reassortment
#1516. The process of reverse transcription (RT) is <whether characterized by high frequency of recombination>/

1. characterized by high frequency of recombination/

2. not characterized by high frequency of recombination/

#1517.   Recombination is <whether due to transfer of the RT from one template to the other>/

1. due to transfer of the RT from one template to the other/

2. not due to transfer of the RT from one template to the other/

#1518. The virus <whether has the ability to form gene reassortment>/

1. has the ability to form gene reassortment/

2. has a high frequency of genome recombination/

3. does not have the ability to from gene reassortment/

#1519. Gene reassortment occurs <whether mixed infection or spontaneous>/

1. during mixed infections/

2. spontaneously/

#1520. <Gene reassortment occurs during mixed infection> involving virus of the same <whether species>/

1. family/

2. genus/

3. species/

4. type/

5. strain/

6. <other>/

#1521. <Gene reassortment occurs during mixed infection> involving virus from a different <taxonomic level>/

1. family/

2. genus/

3. species/

4. type/

5. strain/

6. <other>/

#1522. <Gene reassortment occurs during mixed infection involving virus> but not between <whether same or different species>/

1. the same/

2. a different/

#1523. <Gene reassortment occurs during mixed infection involving virus> <but not between whether same or different> <level>/

1. family/

2. genus/

3. species/

4. type/

5. strain/

6. <other>/

#1524. Reassortment includes genomic sequence segments that are <whether diploid>/

1. diploid/

2. multiploid/

3. <other>/

#1525. <Old set> features: the genome has <e.g., promotors, stem and loop structures, open reading frames (ORFs), and the genes they encode, starting at the 5'terminus of the largest mRNA>/

Accumulation and Function of Precursor Proteins
#1526. The precursor of <type of proteins>/

1. capsid protein/

2. nucleocapsid protein/

3. matrix protein/

4. envelope protein/

#1527. <Precursor> is found in the infected cell <compartments>/

1. nucleus/

2. nucleolus/

3. cytoplasm/

4. nucleoid <bacteria>/

#1528. <Precursor> is found in the infected cell <cytoplasm> are associated with the/

1. endoplasmic reticulum/

2. cisternae of endoplasmic reticulum/

3. Golgi apparatus/

4. peroxisomes/

5. dictiosomes/

6. nuclear envelope/

7. perinuclear space/

8. mitochondria/

9. chloroplasts/

10. tonoplast/

11. nuclear region <bacteria>/

#1529. Viral proteins accumulate in the <cell compartment>/

1. nucleus/

2. nucleolus/

3. cytoplasm/

4. cell/

5. nucleoid/

#1530. <Viral proteins accumulate in organelles in the cytoplasm> are associated with the/

1. endoplasmic reticulum/

2. cisternae of endoplasmic reticulum/

3. Golgi apparatus/

4. peroxisomes/

5. dictiosomes/

6. nuclear envelope/

7. perinuclear space/

8. mitochondria/

9. chloroplasts/

10. tonoplast/

11. nuclear region <bacteria>/

#1531. Early in infection, proteins have been detected in the host cell <compartments>/

1. nucleus/

2. nucleolus/

3. cytoplasm/

#1532. Virions accumulate in the cell <compartment>/

1. cytoplasm/

2. nucleus/

3. inclusion bodies/

4. vacuole/

5. endoplasmic reticulum lumen/

#1533. Accumulations of virions in vitro are resistant to <substance>/

1. actinomycin D/

2. amantadine/

3. alpha-amanitin/

4. glucosamine/

5. Rifampicin/

6. thiosemicarbazones/

7. Ribavirin/

8. cycloheximide/

9. chloramphenicol/

10. <others>/

#1534. Accumulations of virions in vitro are sensitive to <substance>/

1. actinomycin D/

2. amantadine/

3. alpha-amanitin/

4. glucosamine/

5. Rifampicin/

6. thiosemicarbazones/

7. Ribavirin/

8. cycloheximide/

9. chloramphenicol/

10. <others>/

Assembly
#1535. For assembly and packaging <name of acetylated protein>/

1. gag/

2. pol/

3. prot/

4. env/

5. <others>/

#1536. <For assembly and packaging>  proteins <whether acetylated>/

1. must be acetylated/

2. do not need to be acetylated/

#1537. <Type of virus proteins assembled>/

1. capsid/

2. nucleocapsid/

#1538. <Capsid>  proteins assemble with the viral <type of virus components>/

1. RNA/

2. DNA/

#1539. <Proteins assemble with the virus components>  to form the <whether capsid or virion>/

1. virion/

2. provirion/

3. nucleocapsid/

#1540. Viruses assemble <cell compartment>/

1. at the cell membrane/

2. in the cytoplasm/

3. in the nucleus/

4. in the perinuclear space/

5. <others>/

#1541. Virus particles may assemble in the <whether presence of cores>/

1. presence of cores/

2. absence of cores/

Maturation
#1542. Virus production continues over <number of days>/

days/

#1543. The mature virus is found in the host cell <compartments>/

1. nucleus/

2. nucleolus/

3. cytoplasm/

4. the perinuclear space/

5. chloroplasts/

6. mitochondria/

7. Golgi apparatus/

8. cell vacuoles/

#1544. The mature virus is found in the <plant host tissue>/

1. phloem/

2. xylem/

3. meristem/

4. storage tissue/

5. embryonic tissue/

#1545. The mature virus is found in the <plant host part>/

1. leaf/

2. stem/

3. root/

4. inflorescence/

5. infructescence/

#1546. The mature virus is found in the <animal host tract or system>/

1. respiratory tract/

2. gastrointestinal tract/

3. nervous system/

4. cardiovascular system/

5. genitourinary system/

6. reticuloendothelial system/

#1547. The mature virus is found in the <animal host tissue or organ>/

1. skin <or dermis>/

2. epithelium/

3. microvilli/

4. blood cells/

5. bone marrow or hemopoietic tissues/

6. lymph nodes/

7. musculo-skeletal tissue/

8. myocardium/

9. brain tissue/

10. nerve tissue/

11. glands <specify>/

12. kidney/

13. liver/

14. lung/

15. pancreas/

16. spleen/

17. adrenal glands/

18. arteries/

19. genitals/

20. heart muscles/

21. heart/

22. nasal mucosa/

23. swim bladder/

24. <other>/

#1548. In thin sections the mature virus is <found in host cell cytoplasm> <whether seen in crystalline arrays>/

1. seen in crystalline arrays/

2. not seen in crystalline arrays/

#1549. Nucleocapsids are enveloped <cell site>/

1. on the cell surface/

2. in the cytoplasm/

#1550. Nucleocapsids are enveloped at sites containing virus <specificity of site>/

1. envelope proteins/

2. capsid proteins/

3. nucleic acid/

4. proteins/

#1551. Virions mature <type of process>/

1. by budding/

2. by fusion/

3. by exocytosis/

4. <other>/

#1552. <Virions mature by fusion>  with <type of membrane>/

1. plasma membranes/

2. nuclear membranes/

#1553. <Virions mature by budding>  through <whether plasma membranes>/

1. plasma membranes/

2. <cytoplasmic> membranes/

#1554. <Virions mature through membranes>  of the <type of membrane>/

1. cell surface/

2. Golgi apparatus/

3. endoplasmic reticulum/

4. peroxisomes/

5. dictiosomes/

6. mitochondria/

7. chloroplasts/

8. nuclear envelope/

9. cytoplasmic vesicles/

#1555. Virions mature   <site in cell>/

1. on the cell surface/

2. in the cytoplasm/

3. in the nucleus/

#1556. Virions mature in the vicinity of ribosomes/

1. in the cytoplasm/

2. at the endoplasmic reticulum/

Release
#1557. Mechanism of release is <whether known>/

1. known/

2. not known/

#1558. Infected cells <whether produce provirions>/

1. produce provirions/

2. produce prophages/

3. do not produce provirions/

#1559. Infected cells <whether produce virions>/

1. produce virions/

2. produce phages/

3. do not produce virions/

#1560. Host cells <whether destroyed or remain intact>/

1. remain intact/

2. survive as lysogens/

3. disintegrate/

#1561. Noncytocidal infection <whether involves virus release>/

1. involves progeny virus release/

2. does not involves progeny virus release/

#1562. Virus <whether released from the host cell>/

1. is released from host cell/

2. remains associated with host cell/

#1563. <Virus is released from host cell> <type of release>  /

1. by budding through the cell membrane/

2. by extrusion through host cell membranes/

3. by exocytosis/

4. <others>/

#1564. <By budding through membranes> and acquisition of <type of envelope>/

1. a lipid envelope/

2. an envelope/

#1565. Lipids in the envelope contain(s) <number of integral membrane glycoproteins>/

integral membrane glycoprotein(s)/

#1566. Virus is released from host cell <whether death>/

1. upon death/

2. by disintegration/

3. without causing death/

#1567. Virus is released from host cell <whether by lysis>/

1. by lysis  /

2. without lysis/

#1568. Virus is shed into the <tissue or organ>/

1. gut lumen/

2. vascular system/

#1569. Death of host cell occurs through <cause>/

1. liquification/

2. dehydration/

#1570. The extracellular virus contains <type of protein>/

1. envelope proteins/

2. an internal RNA-associated protein/

#1571. The cell-associated virus particle contains <type of protein>/

1. no envelope proteins/

2. a precursor protein/

#1572. <The precursor protein> which is cleaved <time of cleavage of protein>/

1. during release from infected cells/

2. after release from infected cells/

#1573. The precursor protein is post-processed <time of post-processing of protein>/

1. during release from infected cells/

2. after release from infected cells/

#1574. The outer envelope <how is it generated>/

1. thought to be generated by de novo synthesis/

2. acquired by budding/

#1575. The outer envelope lipids are derived from <type of membrane>/

1. the host cell plasma membrane/

2. cellular Golgi membranes/

3. cell surface membranes/

4. endoplasmic reticulum membranes/

5. the nuclear membrane/

#1576. The outer envelope is assembled <location in cell>/

1. in the nucleus/

2. in the nuclear-cytoplasmic milieu after rupture of the nuclear membrane/

#1577. The inner envelope is <how is it generated>/

1. thought to be generated by de novo synthesis/

2. acquired by budding/

#1578. The inner envelope lipids are derived from <type of membrane>/

1. the host cell plasma membrane/

2. cellular Golgi membranes/

3. cell surface membranes/

4. endoplasmic reticulum membranes/

5. the nuclear membrane/

#1579. The inner envelope is assembled <location in cell>/

1. in the nucleus/

2. in the nuclear-cytoplasmic milieu after rupture of the nuclear membrane/

#1580. The envelope <of occluded or budded virus>/

1. of occlusion derived virus (ODV)/

2. of the budded virus (BV)/

#1581. The virus envelope is <how is it generated>/

1. thought to be generated by de novo synthesis/

2. acquired from the host cell by budding/

3. acquired from the host cell during the maturation process/

#1582. The virus envelope is <acquired>   off the <type of membrane>/

1. cell membrane/

2. plasma membrane/

3. nuclear membrane/

4. cytoplasmic membrane/

5. endoplasmic reticulum/

6. mitochondrial membrane/

7. chloroplast membrane/

8. intracellular membranes/

#1583. The virus envelope is <acquired during maturation>   in the <type of cell organelle>/

1. cytoplasm/

2. nucleus/

3. chloroplast/

4. mitochondrion/

#1584. Envelope lipids are derived from <type of membrane>/

1. the host cell plasma membrane/

2. cellular Golgi membranes/

3. cell surface membranes/

4. endoplasmic reticulum membranes/

5. the nuclear membrane/

6. intracellular membranes/

#1585.    The envelope is assembled in the <location in cell>/

1. nucleus/

2. nuclear-cytoplasmic milieu after rupture of the nuclear membrane/

3. cytoplasm/

ANTIGENICITY
#1586. The virus is serologically related to <the following viruses: list names>/

#1587. The virus does not show serological relationships to <the following viruses in the genus: list names>/

Antigen determinants
#1588. Antigenic determinants may be found on <viral component>/

1. virion surfaces/

2. envelopes/

3. peplomers of envelope/

4. <outer> capsids/

5. hexons/

6. fibers/

7. spikes/

8. inner capsids/

9. nucleocapsids/

10. cores/

#1589. <Antigenic determinants>   correspond to each of the major <virion proteins>/

1. structural proteins/

2. structural glycoproteins/

3. non-structural proteins/

4. soluble proteins/

#1590. <Antigenic determinants> correspond to each of the major virion proteins <list names>/

#1591. Although different antigenic determinants have different specificities, the antigenic determinants are in general <whether type, group or genus specific>/

1. type-specific/

2. serogroup-specific <serogroup or complex>/

3. genus-specific/

#1592. Antigenic determinants that possess type-specific reactivity are found on the <viral component>/

1. virion surfaces/

2. envelopes/

3. peplomers of envelope/

4. <outer> capsids/

5. hexons/

6. fibers/

7. spikes/

8. inner capsids/

9. nucleocapsids/

10. cores/

#1593. Antigenic determinants that possess type-specific reactivity are found on the <list protein names>/

#1594. The type-specific antigenic determinants are involved in antibody mediated <type of antigenic reaction>/

1. neutralization/

2. hemagglutination inhibition/

3. complement fixation/

#1595. Antigenic determinants that possess serogroup-specific reactivity are found on the <viral component>/

1. virion surfaces/

2. envelopes/

3. peplomers of envelope/

4. <outer> capsids/

5. hexons/

6. fibers/

7. spikes/

8. inner capsids/

9. nucleocapsids/

10. cores/

#1596. Antigenic determinants that possess serogroup-specific reactivity are found on the <list protein names>/

#1597. The serogroup-specific antigenic determinants are involved in antibody mediated <type of antigenic reaction>/

1. neutralization/

2. hemagglutination inhibition/

3. complement fixation/

Tests of antigen
#1598. Antigenic specificity of the virion can be determined by <type of test>/

1. neutralization tests/

2. hemagglutination inhibition tests/

3. complement fixation tests/

4. agar gel-diffusion tests/

5. ELISA tests/

6. RIA tests/

7. immunodiffusion tests/

8. immunofluorescence assays/

9. immune electron microscopy assays/

10. enhancement of infectivity assays/

#1599. In gel-diffusion tests antisera display <type of precipitation line>/

1. a single precipitation line/

2. an additional antigenic determinant absent in aphid non-transmissible isolates/

3. cross-reactivities among different members of the taxon/

Serological relationships
#1600. Serological relationships between different members <of this taxon> are <degree of relationship>/

1. very close/

2. considerable/

3. found/

4. distant/

5. very distant/

6. not detectable/

7. non existent/

8. not as yet systematically investigated/

9. not reported/

Homologies

#1601. No homologies found between <serology and genome>/

1. antigenic determinants/

2. nucleic acid sequence/

#1602. Homologies can be identified in co-aligned sequences <at sequence position>/

1. near the amino termini/

2. near the carboxy termini/

3. to several of the cysteines/

#1603. Homologies can be identified in amino acid sequences <whether coat protein has a vector specific component>/

1. of the coat protein of non-vector transmitted viruses/

2. of the coat protein of aphid transmitted viruses/

#1604. Homologies of sequences are <insert percentage of homology>/

% homologous/

#1605. The following proteins share common sequences and epitopes <name proteins>/

Epitopes

#1606. Proteins <have common or distinct epitopes>/

1. have all epitopes in common with proteins from other species/

2. share some epitopes, whereas other epitopes distinguish the virus from other protein species/

#1607. Epitopes that elicit T-cell responses are found on <structural protein type>/

1. structural proteins/

2. structural glycoproteins/

Cross-reactivity, protective immunity and sensitivity

#1608. Cross-reactivity is <found or not>/

1. found/

2. not found/

#1609. Cross-reactivity between <taxonomic level at which found>/

1. isolates of the same species/

2. species of the same serotype, but not with species of another serotype/

3. some species of the same serotype, but not with all <list>/

4. species, but not genera/

#1610. Protective immunity is induced in the form of <type of neutralizing antibodies>/

1. neutralizing antibodies/

2. complement-independent neutralizing antibodies/

#1611. Serological reactions are often complicated by sensitivity of virions to <type of compound>/

1. salts/

2. minerals/

#1612. Virions are usually satisfactorily stabilized for use as antigens or immunogens by fixation with <type of fixative>/

1. glutaraldehyde/

2. formaldehyde/

Effectiveness of antibodies
#1613. The virus is <whether immunogenic>/

1. immunogenic/

2. not immunogenic/

#1614. The virus serves as <good or poor immunogen>/

1. an efficient immunogen/

2. a moderate immunogen/

3. a poor immunogen/

Preparation of antibodies

#1615.   When animals are infected with <viral fraction used in preparation>/

1. whole virus particle preparations/

2. disrupted virus particle preparations/

3. denatured virus particle preparations/

#1616. These <virus particle> preparations <production of antibodies>/

1. produce antibodies/

2. do not produce antibodies/

3. have never led to antibody production/

#1617. The virus induces antibodies with distinct reactivities to the <taxonomic determinant>/

1. subtype-specific <strain or isolate> determinants/

2. type-specific <species> determinants/

3. serogroup-specific determinants/

4. complex-specific determinants/

5. genus-specific determinants/

Serological tests

#1618. The virus induces the formation of <type of antibodies>/

1. neutralizing antibodies/

2. hemagglutination inhibiting antibodies/

3. complement-fixing antibodies/

#1619. Antibody response that is protective against infection is usually directed against <protein type>/

1. virion glycoproteins/

2. virion surface proteins/

Determination of serotype
#1620. The serotype is defined by <which protein epitopes>/

1. GP protein epitopes/

2. /

#1621. The virus serotype is determined by <type of test>/

1. a serum neutralization test/

2. a cross-protection neutralization of infectivity/

3. a hemagglutination inhibition test/

4. a complement fixation test/

5. an intragel cross-absorption immunodiffusion test using polyclonal antibodies/

6. ELISA <using monoclonal antibodies>/

Antigenic specificity

#1622. <Virus serotype is determined by> using <mono- or polyclonal antibodies>/

1. monoclonal antibodies/

2. polyclonal antibodies/

#1623. Antigenic distances between individual species, expressed as serological indices, are correlated with the degree of sequence difference in their <protein type>/

1. surface glycoprotein <e.g., envelope proteins>/

2. coat protein <term is often used instead of capsid protein>/

3. nucleoprotein/

#1624. Species that are serologically interrelated have antigenic homologies with different <taxonomic level>/

1. isolates of the same virus species/

2. species of the same serogroup or complex/

3. serogroups of the same genus/

4. genera of the same family/

5. genera <list the group of genera>/

6. families <list the group of families>/

#1625. Although the degree of antigenic specificity varies with the degree of relatedness, the antigenicity is <give degree of heterogenicity>/

1. distinct from <other members, or go to next question>/

2. considerable between <go to next question>/

#1626. <Antigenic specificity is heterogeneous>   <taxonomic level>/

1. isolates of the same virus species/

2. species of the same serogroup <or complex>/

3. serogroups of the same genus/

4. genera of the same family/

#1627. <Proportion of species in genus is related antigenically by epitopes>/

1. all /

2. most /

3. some /

4. a few /

Antigenic relationships among taxa

#1628. Species in the genus are related antigenically. They are sharing some epitopes <in the protein class>/

1. in the structural proteins/

2. in the non-structural proteins/

3. in the envelope proteins/

#1629. The virus forms a serological continuum with some clusters around <list names>/

#1630. Serological analyses show distant or no relationship between viruses originating from <geographic regions>/

1. the same continent/

2. the same geographic region/

3. different continents/

4. different geographic regions/

#1631. Serological analyses show close interrelationship between viruses originating from <geographic regions>/

1. the same continent/

2. the same geographic region/

3. different continents/

4. different geographic regions/

#1632. The virus is closely related to <list virus names>/

#1633. The virus is    related to <list virus names>/

#1634. The virus is     distantly related to <list virus names>/

Antigenic variation

#1635. Antigenic variations occur <frequency>/

1. rarely; serotypes do not change/

2. sporadically/

3. frequently/

4. continually, new strains evolve and older strains apparently disappear from circulation/

Classification based on antigenic properties

#1636. Classification of members of this taxon is <whether based on antigenic properties>/

1. based on their antigenic properties/

2. occasionally based on their antigenic properties/

3. never based on their antigenic properties/

4. based on their sequence homologies/

#1637. <Differences between type strain and others>/

#1638. <Additional comments on relationships, e.g., known sequence homologies with other viruses>/

#1639. Sequence homologies <found between taxa>/

#1640. Reliable virus detection and identification can be achieved by <test methods>/

1. electron microscopy/

2. serological tests/

3. PCR techniques/

4. RT-PCR techniques/

5. microarray analysis/

6. mass-spectroscopy/

7. using specific primers/

8. using mixed oligoprimers/

9. antigen markers/

10. nucleic acid amplification/

#1641. Oligoprimer sequences for the virus are listed in the OligoVir database [[http:]viroligo.okstate.edu/main.php?vid=*****] <enter ID number for oligoprimer sequence>/

Diagnostics and Reference Collections
#1642. The best tests for diagnosis are <hints for diagnosis>/

#1643. Antisera are commercially available from <type culture collection and biotechnology firms>/

1. American Type Culture Collection/

2. Agida/

3. Boehringer Mannheim/

4. Inotech Diagnostik/

5. Deutsche Sammlung von Mikroorganismen und Zellkulturen, Braunschweig/

6. W.H.O. regional reference centers/

7. <others>/

#1644. Antiserum <catalogue or accession number>/

Vaccines
#1645. Commercial vaccines are <whether licensed for use in humans>/

1. licensed for use in humans/

2. not licensed for use in humans/

#1646. Experimental vaccines are <whether licensed for use in humans>/

1. licensed for use in humans/

2. not licensed for use in humans/

#1647. Vaccines are restricted for use in <host type>/

1. humans/

2. domestic animals/

3. <other host types>/

#1648. Vaccination is recommended for <host type>/

1. humans/

2. travelers/

3. domestic animals/

4. <other host types>/

#1649. Vaccination is recommended for    <hosts whether living in, traveling to, or exposed to>/

1. living in <certain regions>/

2. traveling to <certain regions>/

3. exposed to the virus/

#1650. Vaccination is recommended for    <hosts living in or traveling to> regions where virus <whether endemic or suspected>/

1. is endemic/

2. is suspected to occur/

3. occurs/

#1651. Vaccination is recommended for    <host in region or country where virus is known to occur>/

#1652. Vaccination is recommended for    <host age group>/

#1653. Vaccination is mandatory for <host type>/

#1654. Vaccination is mandatory in <region/country>/

#1655. Vaccination is mandatory for <age group>/

#1656. Vaccine(s): <list names>/

#1657. Vaccines are available from <organisation or companies>/

1. U.S. Centers for Disease Control and Prevention (CDC), National Center for Infectious Diseases (NCID)/

2. Epidemiology and Disease Control Program for <insert Country, State>/

3. World Health Organisation (WHO)/

4. U.S. National Center for Infectious Diseases (NCID)/

5. <names of companies: insert name and link to web page>/

#1658. Fact sheets on vaccination programs are available from the <organisation>/

1. U.S. Centers for Disease Control and Prevention (CDC), National Center for Infectious Diseases (NCID)/

2. Epidemiology and Disease Control Program for <insert Country, State>/

3. World Health Organisation (WHO)/

4. U.S. National Center for Infectious Diseases (NCID)/

5. <others: insert name and link to web page>/

#1659. Vaccine schedules <reference, comments>/

BIOLOGICAL PROPERTIES 

NATURAL HOST RANGE
#1660. Virus infects during its life cycle <whether a variety of hosts>/

1. a variety of vertebrate hosts/

2. arthropod and vertebrate hosts/

3. a single type of vertebrate host/

#1661. Virus has an enzootic cycle and is transmitted from/

1. rodents to humans/

2. rodents to other vertebrates/

3. bats to other vertebrates/

4. its arthropod vector to birds/

5. its arthropod vector to its competent reservoir host/

6. its arthropod vector to an incidental incompetent host (dead end host)/

7. its arthropod vector to its vertebrate host, but neither vertical nor horizontal transfer of the virus between the vertebrate hosts has been observed/

#1662. Viral hosts belong to the Domain/

1. Archaea <according to the phylogeny of CR Woese et al. (1992)>/

2. Bacteria <Procarya = Kingdom Monera without Archaea>/

3. Eucarya <Protoctistae (Algae), Animalia, Fungi, Plantae>/

the term domain was introduced by Woese et al. to distinguish Archaea from Bacteria in opposition to the Classification of Plants (Whittaker (1978) Five Kingdom System). According to Whittaker the Kingdom Monera comprises the two Subkingdoms Archaebacteriobionta and Eubacteriobionta. See: Patterson, D.J. and M.L. Sogin (1992) Eukaryotic origin and Protistan diversity. In: "The origin and evolution of prokaryotic and eukaryotic cells" ED. H. Hartman and K. Matsumo, World Scientific CO., New Jersey, pp. 13–46.

Domain Archaea
#1663. <Host belongs to the Domain Archaea> Kingdom/Phylum/

1. Euryarchaeota <methanogens and diverse relatives>/

2. Crenarchaeota <extremely thermophilic Archaebacteria>/

3. Korarchaeota <environmental samples>/

4. unclassified/

Phylum Euryarchaeota
#1664. <Host belongs to the Domain Archaea, Kingdom Euryarchaeota,> Order/

1. Archeoglobales/

2. Halobacteriales/

3. Methanobacteriales/

4. Methanococcales/

5. Methanomicrobiales/

6. Methanopyrales/

7. Thermococcales/

8. Thermoplasmales/

9. unclassified Genus: Methanogen/

10. unclassified/

#1665. <Host belongs to the Domain Archaea, Kingdom Euryarchaeota, Order Archeoglobales;> 

Family Archaeoglobaceae/

1. Archaeoglobus/

2. Archaeoglobus fulgidus Stetter 1988 VP/

3. Archaeoglobus profundus Burggraf et al. 1990 VP/

4. Archaeoglobus venefius <NCBI>/

5. Ferroglobus/

6. Ferroglobus placidus Hafenbradl et al. 1997 VP/

7. unclassified/

#1666. <Host belongs to the Domain Archaea, Kingdom Euryarchaeota, Order Halobacteriales;> 

Family Halobacteriaceae/

1. Haloarcula/

2. Haloarcula aidinensis <NCBI>/

3. Haloarcula argentinensis <NCBI>/

4. Haloarcula hispanica Juez et al. 1986 VP/

5. Haloarcula japonica Takashina et al. 1991 VP/

6. Haloarcula marismortui (ex Volcani) Oren et al. 1990 VP/

7. Haloarcula californiae ref. ATCC ref. W. Stoeckenius, BJGN-2/

8. Haloarcula sinaiiensis <NCBI>/

9. Haloarcula sinaliensis ref. ATCC ref. W. Stoeckenius, strain BJSG-2/

10. Haloarcula marismortui go to Halobacterium marismortui (Halobacterium of the Dead Sea)/

11. Haloarcula vallismortis (Gonzalez et al. 1979) Torreblanca et al. 1986 VP/

12. Halobacterium/

13. Halobacterium cutirubrum see: Halobacterium salinarum (Lochhead 1934) Elazari-Volcani 1957 AL/

14. Halobacterium denitrificans (Tomlinson et al. 1986) Tindall et al. 1989 VP/

15. Halobacterium halobium see: Halobacterium salinarum (Petter 1931) Elazari-Volcani 1957 AL/

16. Halobacterium lacusprofundi (Franzmann et al. 1989) McGenity and Grant 1996 VP/

17. Halobacterium marismortui (ex Volcani) Oren et al. 1990VP/

18. Halobacterium mediterranei (Rodriguez-Valera 1983) Torreblanca et al. 1987 VP/

19. Halobacterium pharaonis go to Natronomonas pharaonis/

20. Halobacterium saccharovorum (Tomlinson and Hochstein 1977) McGenity and Grant 1996 VP/

21. Halobacterium salinarum (Harrison and Kennedy 1922) Elazari-Volcani 1957 AL/

22. Halobacterium sodomense go to Halorubrum sodomense/

23. Halobacterium vallismortis go to Haloarcula vallismortis/

24. Halobacterium volcanii go to Haloferax volcanii/

25. Halobaculum <NCBI>/

26. Halobaculum gomorrense <NCBI>/

27. Halococcus/

28. "Halococcus acetoinfaciens" go to under Bacteria/

29. "Halococcus agglomeratus" go to under Bacteria/

30. Halococcus morrhuae (Farlow 1880) Kocur and Hodgkiss 1973 AL/

31. Halococcus nondenitrificans go to under Bacteria/

32. Halococcus saccharolyticus Montero et al. 1990 VP/

33. Halococcus salifodinae <NCBI>/

34. Halococcus turkmenicus Zvyagintseva and Tarasov 1989 VP/

35. Haloferax/

36. Haloferax alicantei <NCBI>/

37. Haloferax denitrificans go to Halobacterium denitrificans/

38. Haloferax gibbonsii Juez et al. 1986 VP/

39. Haloferax mediterranei go to Halobacterium mediterranei/

40. Haloferax volcanii (Mullakhanbhai and Larsen 1975) Torreblanca et al. 1986 VP/

41. Halorubrum/

42. Halorubrum coriense go to under Bacteria/

43. Halorubrum distributum <NCBI>/

44. Halorubrum lacusprofundi go to Halobacterium lacusprofundi/

45. Halorubrum saccharovorum (Tomlinson and Hochstein 1977) McGenity and Grant 1996 VP/

46. Halorubrum sodomense (Oren 1983) McGenity and Grant 1996 VP/

47. Halorubrum trapanicum <NCBI>/

48. Halorubrum vacuolatum (Mwatha and Grant 1993) Kamekura et al. 1997 VP/

49. Natrialba/

50. Natrialba asiatica <NCBI>/

51. Natrialba magadii Tindall et al. 1984) Kamekura et al. 1997 VP/

52. Natronobacterium/

53. Natronobacterium bangense <NCBI>/

54. Natronobacterium gregoryi Tindall et al. 1984 VP/

55. Natronobacterium innermongoliae <NCBI>/

56. Natronobacterium magadii go to Natrialba magadii/

57. Natronobacterium pharaonis go to Natronomonas pharaonis/

58. Natronobacterium vacuolatum go to Halorubrum vacuolatum/

59. Natronococcus/

60. Natronococcus amylolyticus Kanai et al. 1995 VP/

61. Natronococcus occultus Tindall et al. 1984 VP/

62. Natronomonas/

63. Natronomonas pharaonis (Soliman and Trüper 1983) Kamekura et al. 199 1997 VP/

64. unclassified Halobacteriaceae/

65. unclassified/

#1667. <Host belongs to the Domain Archaea, Kingdom Euryarchaeota, Order Methanobacteriales;> 

Family Methanobacteriaceae/

1. Methanobacterium/

2. Methanobacterium alcaliphilum Worakit et al. 1986 VP/

3. Methanobacterium arbophilicum go to Methanobrevibacter arboriphilicus/

4. Methanobacterium bryantii Balch and Wolfe 1981 VP/

5. Methanobacterium defluvii Kotelnikova et al. 1994 VP/

6. Methanobacterium espanolae Patel et al. 1990 VP/

7. Methanobacterium formicicum Schnellen 1947 AL/

8. Methanobacterium ivanovii Jain et al. 1988 VP/

9. Methanobacterium mobile go to Methanomicrobium mobile/

10. Methanobacterium palustre Zellner et al. 1990 VP/

11. Methanobacterium ruminantium go to Methanobrevibacter ruminantium/

12. Methanobacterium thermoaggregans Blotevogel and Fischer 1988 VP/

13. Methanobacterium thermoalcaliphilum Blotevogel et al. 1988 VP/

14. "Methanobacterium thermoalciphilum"/

15. Methanobacterium thermoautotrophicum Zeikus and Wolfe 1972 AL syn. M. thermoalcaliphilum/

16. Methanobacterium thermoflexum Kotelnikova et al. 1994 VP/

17. Methanobacterium thermoformicicum go to Methanobacterium thermoautotrophicum/

18. Methanobacterium thermophilum Laurinavichus et al. 1990 VP/

19. Methanobacterium uliginosum König 1985 VP/

20. Methanobacterium wolfei Winter et al. 1985 VP/

21. unclassified Methanobacteriaceae/

#1668. <Host belongs to the Domain Archaea, Kingdom Euryarchaeota, Order Methanococcales;> 

Family Methanococcaceae/

1. unclassified Methanococcaceae/

2. Methanococcus/

3. Methanococcus aeolicus <NCBI>/

4. Methanococcus deltae Corder et al. 1988 VP/

5. Methanococcus halophilus go to Methanohalophilus halophilus/

6. Methanococcus igneus Burggraf et al. 1990 VP/

7. Methanococcus jannaschii Jones et al. 1984 VP/

8. Methanococcus maripaludis Jones et al. 1984 VP/

9. Methanococcus mazei go to Methanosarcina mazei/

10. Methanococcus thermolithotrophicus Huber et al. 1984 VP/

11. Methanococcus vannielii Stadtman and Barker 1951 AL/

12. Methanococcus voltae Balch and Wolfe 1981 emend. Ward et al. 1989 VP/

#1669. <Host belongs to the Domain Archaea, Kingdom Euryarchaeota, Order Methanomicrobiales;> 

Family Methanomicrobiaceae/

1. Methanocorpusculum/

2. Methanocorpusculum aggregans (Ollivier et al. 1985) Xun et al. 1989 VP/

3. Methanocorpusculum bavaricum Zellner et al. 1989 VP/

4. Methanocorpusculum labreanum Zhao et al. 1989 VP/

5. Methanocorpusculum parvum Zellner et al. 1988 VP/

6. Methanocorpusculum sinense Zellner et al. 1989 VP/

7. Methanoculleus/

8. Methanoculleus bourgense (Ollivier et al. 1986) Maestrojuan et al. 1990 VP/

9. "Methanoculleus liminatans" Maestrojuan et al. 1990/

10. Methanoculleus marisnigri (Romesser et al. 1981) Maestrojuan et al. 1990 VP/

11. "Methanoculleus oldenburgensis" Blotevogel et al./

12. Methanoculleus olentangyi (Corder et al. 1988) Maestrojuán et al. 1990 VP/

13. Methanoculleus thermophilicus (Rivard and Smith 1982) Maestrojuan et al. 1990 VP/

14. Methanogenium/

15. Methanogenium aggregans  .see Methanocorpusculum aggregans/

16. Methanogenium bourgense see Methanoculleus bourgense/

17. Methanogenium cariaci Romesser et al. 1981 emend. Maestrojuan et al. 1990 VP/

18. Methanogenium frittonii Harris et al. 1996 VP/

19. Methanogenium liminatans Zellner et al. 1990 VP/

20. Methanogenium marisnigri  see Methanoculleus marisnigri/

21. Methanogenium olentangyi  see Methanoculleus olentangyi/

22. Methanogenium organophilum Widdel et al. 1989 VP/

23. Methanogenium tationis Zabel et al. 1986 VP/

24. Methanogenium thermophilicum  .see Methanoculleus thermophilicus/

25. Methanohalobium/

26. Methanomicrobium/

27. Methanomicrobium mobile (Paynter and Hungate 1968) Balch and Wolfe 1981 VP/

28. Methanomicrobium paynteri go to Methanolacinia paynteri/

29. Methanoplanus/

30. Methanoplanus endosymbiosus van Bruggen et al. 1986 VP/

31. Methanoplanus limicola Wildgruber et al. 1984 VP/

32. "Methanoplanus petrolearius" Ollivier et al./

33. Methanospirillum/

34. Methanospirillum hungatei Ferry et al. 1974 AL/

35. "Methanospirillum hungatii" Ferry et al. 1974 AL/

36. unclassified Methanomicrobiaceae/

#1670. <Host belongs to the Domain Archaea, Kingdom Euryarchaeota, Order Methanomicrobiales;> 

Family Methanosarcinaceae/

1. Methanococcoides/

2. Methanococcoides burtonii Franzmann et al. 1993 VP see under Bacteria/

3. "Methanococcoides euhalobius" see under Bacteria/

4. Methanococcoides methylutens Sowers and Ferry 1985 VP/

5. Methanohalobium/

6. Methanohalobium evestigatus Zhilina and Zavarzin 1988 VP/

7. Methanohalophilus/

8. Methanohalophilus Paterek and Smith 1988 VP see Methanosarcina siciliae/

9. "Methanohalophilus euhalobius"/

10. Methanohalophilus halophilus (Zhilina 1984) Wilharm et al. 1991 VP/

11. Methanohalophilus mahii Paterek and Smith 1988 VP/

12. Methanohalophilus oregonense Liu et al. 1990 VP/

13. Methanohalophilus portucalensis Boone et al. 1993 VP/

14. Methanohalophilus zhilinae Mathrani et al. 1988 VP/

15. Methanohalophilus halophilus (Zhilina 1984) Wilharm et al. 1991 VP/

16. Methanolobus/

17. Methanolobus bombayensis Kadam et al. 1994 VP see under Bacteria/

18. Methanolobus siciliae see Methanosarcina siciliae/

19. Methanolobus taylorii Oremland and Boone 1994 VP see under Bacteria/

20. Methanolobus tindarius König and Stetter 1983 VP/

21. Methanolobus vulcani Stetter et al. 1989 emend. Kadam and Boone 1995 VP/

22. Methanophilus/

23. Methanosaeta/

24. Methanosaeta concilii (Patel 1985) Patel and Sprott 1990 VP/

25. Methanosaeta thermoacetophila Kamagata et al. 1992 VP/

26. Methanosarcina/

27. Methanosarcina acetivorans Sowers et al. 1986 VP/

28. Methanosarcina barkeri Schnellen 1947 AL/

29. Methanosarcina frisia see: Methanosarcina mazei (Blotevogel et al. 1986) Blotevogel and Fischer 1989 VP/

30. Methanosarcina mazei (Barker 1936) Mah and Kuhn 1984 VP/

31. Methanosarcina siciliae (Stetter and König 1989) Ni et al. 1994VP/

32. Methanosarcina thermophila Zinder et al. 1985 VP/

33. Methanosarcina vacuolata Zhilina and Zavarzin 1987 VP/

34. unclassified/

#1671. <Host belongs to the Domain Archaea, Kingdom Euryarchaeota, Order Methanopyrales;> <Genus and Species>/

1. Methanopyrus/

2. Methanopyrus kandleri Kurr et al. 1992 VP/

3. unclassified/

#1672. <Host belongs to the Domain Archaea, Kingdom Euryarchaeota, Order Thermococcales;> 

Family Thermococcaceae/

1. Pyrococcus/

2. Pyrococcus abyssi <NCBI>/

3. Pyrococcus endeavori <NCBI>/

4. Pyrococcus furiosus Fiala and Stetter 1986 VP/

5. Pyrococcus horikoshii <NCBI>/

6. Pyrococcus shinkaii <NCBI>/

7. Pyrococcus woesei Zillig et al. 1988 VP/

8. Thermococcus/

9. Thermococcus barophilus <NCBI>/

10. Thermococcus barossii <NCBI>/

11. Thermococcus celer Zillig 1983 VP/

12. Thermococcus chitonophagus Huber and Stetter 1996 VP/

13. Thermococcus fumicolans <NCBI>/

14. Thermococcus hydrothermalis <NCBI>/

15. "Thermococcus litoralis" Neuner et al./

16. Thermococcus mexicalis <NCBI>/

17. Thermococcus peptonophilus González et al. 1996 VP/

18. Thermococcus profundus Kobayashi et al. 1995 VP/

19. Thermococcus stetteri Miroshnichenko et al. 1990 VP/

20. unclassified/

#1673. <Host belongs to the Domain Archaea, Kingdom Euryarchaeota, Order Thermoplasmales;> 

Family/

1. Picrophilaceae/

2. Picrophilaceae, Picrophilus/

3. Picrophilaceae, Picrophilus oshimae Schleper et al. 1996 VP/

4. Picrophilaceae, Picrophilus torridus Zillig et al. 1996 VP/

5. Thermoplasmaceae/

6. Thermoplasmaceae, Thermoplasma/

7. Thermoplasmaceae, Thermoplasma acidophilum Darland et al. 1970 AL/

8. Thermoplasmaceae, Thermoplasma volcanium Segerer et al. 1988 VP/

9. unclassified/

#1674. <Host belongs to the Domain Archaea, Kingdom Crenarchaeota,> Order/

1. Pyrodictiales/

2. Sulfolobales/

3. Thermoproteales/

4. unclassified Genus: Aeropyrum <NCBI>/

5. unclassified Genus: Aeropyrum pernix <NCBI>/

6. unclassified Genus: Caldococcus <NCBI>/

7. unclassified Genus: Caldococcus noboribetus <NCBI>/

8. unclassified Genus: Cenarchaeum <NCBI>/

9. unclassified Genus: Cenarchaeum symbiosum <NCBI>/

10. unclassified Genus: Igneococcus <NCBI>/

11. unclassified Genus: Igneococcus islandicus <NCBI>/

12. unclassified Genus: Pyrolobus <NCBI>/

13. unclassified Genus: Pyrolobus fumarius <NCBI>/

14. unclassified Genus: Sulfophobococcus <NCBI>/

15. unclassified Genus: Sulfophobococcus zilligii <NCBI>/

16. unclassified Genus: Thermodiscus <NCBI>/

17. unclassified Genus: Thermodiscus maritimus <NCBI>/

18. unclassified Genus: Thermosphaera <NCBI>/

19. unclassified Genus: Thermosphaera aggregans <NCBI>/

20. unclassified/

Phylum Crenarchaeota
#1675. <Host belongs to the Domain Archaea, Kingdom Crenarchaeota, Order Pyrodictiales;> <Genus and Species>/

1. Hyperthermus/

2. Hyperthermus butylicus Zillig et al. 1991 VP/

3. Pyrodictium/

4. Pyrodictium abyssi Pley et al. 1991 VP/

5. Pyrodictium brockii Stetter et al. 1984 VP/

6. Pyrodictium occultum Stetter et al. 1984 VP/

7. unclassified/

#1676. <Host belongs to the Domain Archaea, Kingdom Crenarchaeota, Order Sulfolobales;> <Genus and Species>/

1. Acidianus/

2. Acidianus ambivalens (Zillig and Böck 1987) Fuchs et al. 1996 VP/

3. Acidianus brierleyi (Zillig et al. 1980) Segerer et al. 1986 VP/

4. Acidianus infernus Segerer et al. 1986 VP/

5. Metallosphaera/

6. Metallosphaera prunae Fuchs et al. 1996 VP/

7. Metallosphaera sedula Huber et al. 1989 VP/

8. Stygiolobus/

9. Stygiolobus azoricus Segerer et al. 1991 VP/

10. Sulfolobus/

11. Sulfolobus acidocaldarius Brock et al. 1972 AL/

12. Sulfolobus brierleyi see Acidianus brierleyi/

13. Sulfolobus hakonensis Takayanagi et al. 1996 VP/

14. Sulfolobus islandicus <NCBI>/

15. Sulfolobus metallicus Huber and Stetter 1992 VP/

16. Sulfolobus shibatae Grogan et al. 1991 VP/

17. Sulfolobus solfataricus Zillig et al. 1980 AL/

18. Sulfolobus thuringiensis <NCBI>/

19. unclassified/

#1677. <Host belongs to the Domain Archaea, Kingdom Crenarchaeota, Order Thermoproteales;> 

Family/

1. Desulfurococcaceae/

2. Desulfurococcaceae, Desulfurococcus/

3. Desulfurococcaceae, "Desulfurococcus amylolyticus" Bonch-Osmolovskaya et al./

4. Desulfurococcaceae, Desulfurococcus mobilis Zillig and Stetter 1983 VP/

5. Desulfurococcaceae, Desulfurococcus mucosus Zillig and Stetter 1983 VP/

6. Desulfurococcaceae, Desulfurococcus saccharovorans <NCBI>/

7. Desulfurococcaceae, Staphylothermus/

8. Desulfurococcaceae, Staphylothermus marinus Stetter and Fiala 1986 VP/

9. Desulfurococcaceae, Stetteria <NCBI>/

10. Desulfurococcaceae, Stetteria hydrogenophila <NCBI>/

11. Thermoproteaceae/

12. Thermoproteaceae, Pyrobaculum/

13. Thermoproteaceae, Pyrobaculum aerophilum Völkl et al. 1996 VP/

14. Thermoproteaceae, Pyrobaculum islandicum Huber et al. 1988 VP/

15. Thermoproteaceae, Pyrobaculum organotrophum Huber et al. 1988 VP/

16. Thermoproteaceae, Thermofilum/

17. Thermoproteaceae, Thermofilum librum <NCBI>/

18. Thermoproteaceae, Thermofilum pendens Zillig and Gierl 1983 VP/

19. Thermoproteaceae, Thermoproteus/

20. Thermoproteaceae, Thermoproteus neutrophilus Zillig 1989 VP/

21. Thermoproteaceae, Thermoproteus tenax Zillig and Stetter 1982 VP/

22. Thermoproteaceae, "Thermoproteus uzoniensis"/

23. unclassified/

Domain Bacteria
#1678. <Viral hosts belong to the Domain Bacteria;> Phylum/

1. Acidobacteria/

2. Actinobacteria (phy. nov.) <including Micrococcus, Microbacterium, Corynebacterium, Mycobacterium>/

3. Aquificae/

4. Bacterioidetes/

5. Chlamydiae (phy. nov.) <including Chlamydia>/

6. Chlorobi/

7. Chloroflexi/

8. Chrysiogenetes/

9. Cyanobacteria <blue-green algae>/

10. Deferribacteres/

11. "Deinococcus-Thermus"/

12. Dictyoglomi/

13. Fibrobacteres/

14. Firmicutes <including Clostridium, Spiroplasma, Acholeplasma, Bacillus, Kurthia, Listeria, Staphylococcus, Lactobacillus, Streptococcus, Lactococcus>/

15. Fusobacteria/

16. Nitrospirae/

17. Planctomycetes/

18. Proteobacteria <including: Acetobacter, Caulobacter, Rhizobium, Hyphomicrobium, Xanthomonas, Pseudomonas, Azetobacter, Acinetobacter, Alteromonas, Vibrio, Aeromonas, Enterobacter, Klebsiella, Kluyvera, Pasteurella, Haemophilus, Bdellovibrio>/

19. Spirochaetes/

20. Thermodesulfobacteria/

21. Thermomicrobia/

22. Thermotogae/

23. Verrucomicrobia/

The taxonomy is based on the "Taxonomic Outline of Archaea and Bacteria" In: Bergey's Manual of Systematic Bacteriology, 2nd Edition (http://www.cme.msu.edu/bergeys/).

#1679. <Viral hosts belong to the Domain Bacteria; Phylum Proteobacteria> Class <whether Alpha-, Beta-, Gamma-, or Deltaproteobacteriadiae>/

1. Alphaproteobacteriadiae/

2. Betaproteobacteriadiae/

3. Gammaproteobacteriadiae/

4. Deltaproteobacteriadiae/

Phylum Proteobacteria
#1680. <Viral hosts belong to the Domain Bacteria; Phylum Proteobacteria, Class Alphaproteobacteriadiae> <whether to Genus Acetobacter, Caulobacter, Rhizobium, Agrobacterium, Hyphomicrobium>/

1. Order Rhodospirales, Family Acetobacteriaceae, Genus Acetobacter/

2. Order Caulobacteriales, Family Caulobacteriaceae, Genus Caulobacter/

3. Order Rhizobiales, Family Rhizobiaceae, Genus Rhizobium/

4. Order Rhizobiales, Family Rhizobiaceae, Genus Agrobacterium/

5. Order Rhizobiales, Family Hyphomicrobiaceae, Genus Hyphomicrobium/

#1681. <Viral hosts belong to the Domain Bacteria; Phylum Proteobacteria, Class Gammaproteobacteriadiae> <whether Genus Xanthomonas, Pseudomonas, Azetobacter, Acinetobacter, Alteromonas, Vibrio, Aeromonas, Enterobacter, Klebsiella, Kluyvera, Pasteurella, Haemophilus>/

1. Order Xanthomonadales, Family Xanthomonadaceae, Genus Xanthomonas/

2. Order Pseudomonadales, Family Pseudomonadaceae, Genus Pseudomonas/

3. Order Pseudomondaales, Family Pseudomonadaceae, Genus Azetobacter/

4. Order Pseudomonadales, Family Moraxellaceae, Genus Acinetobacter/

5. Order Alteromonadales, Family Alteromonadaceae, Genus Alteromonas/

6. Order Vibrionales, Family Vibrionaceae, Genus Vibrio/

7. Order Aeromonadales, Family Aeromonadaceae, Genus Aeromonas/

8. Order Enterobacteriales, Family Enterobacteriaceae, Genus Enterobacter/

9. Order Enterobacteriales, Family Enterobacteriaceae, Genus Klebsiella/

10. Order Enterobacteriales, Family Enterobacteriaceae, Genus Kluyvera/

11. Order Pasteurellales, Family Pasteurellaceae, Genus Pasteurella/

12. Order Pasteurellales, Family Pasteurellaceae, Genus Haemophilus/

#1682. <Viral hosts belong to the Domain Bacteria; Phylum Proteobacteria, Class Deltaproteobacteriadiae> <whether Genus Bdellovibrio>/

1. Order Bdellovibrionales, Family Bdellovibrionaceae, Genus Bdellovibrio/

2. <others>/

Phylum Firmicutes
#1683. <Viral hosts belong to the Domain Bacteria; Phylum Firmicutes> Class <whether Clostridia, Mollicutes, Bacilli>/

1. Clostridia/

2. Mollicutes/

3. Bacilli/

#1684. <Viral hosts belong to the Domain Bacteria; Phylum Firmicutes> Class Clostridia, Order Clostridiales <whether Genus Clostridium>/

1. Family Clostridiaceae, Genus Clostridium/

#1685. <Viral hosts belong to the Domain Bacteria; Phylum Firmicutes, Class Mollicutes> <whether Genus Spiroplasma, Acholeplasma>/

1. Order Mycoplasmatales, Family Mycoplasmataceae, Genus Mycoplasma/

2. Order Entomoplasmatales, Family Spiroplasmataceae, Genus Spiroplasma/

3. Order Acheoplasmatales, Family Achoplasmataceae, Genus Acholeplasma/

4. Order Anaerooplasmatales/

5. <others>/

#1686. <Viral hosts belong to the Domain Bacteria; Phylum Firmicutes, Class Bacilli,> Order <whether Bacillales or Lactobacillales>/

1. Bacillales/

2. Lactobacillales/

#1687. <Viral hosts belong to the Domain Bacteria; Phylum Firmicutes, Class Bacilli, Order Bacillales> <whether Genus Bacillus, Kurthia>/

1. Family Bacillaceae, Genus Bacillus/

2. Family Planococcaceae, Genus Kurthia/

3. Family Listeraceae, Genus Listeria/

4. Family Staphylococcaceae, Genus Staphylococcus/

5. <other>/

#1688. <Viral hosts belong to the Domain Bacteria; Phylum Firmicutes, Class Bacilli, Order Lactobacillales> <whether Genus Lactobacillus, Streptococcus, Lactococcus>/

1. Family Lactobacillaceae, Genus Lactobacillus/

2. Family Streptococcaceae, Genus Streptococcus/

3. Family Streptococcaceae, Genus Lactococcus/

4. <others>/

Phylum Actinobacteria
#1689. <Viral hosts belong to the Domain Bacteria; Phylum Actinobacteria (phy. nov.)> Class Actinobacteria, Subclass Actinobacteridae, Order Actinomycetales,/

1. Suborder Micrococcinea, Family Micrococcaceae, Genus Micrococcus/

2. Suborder Micrococcinea, Family Microbacteriaceae, Genus Microbacterium/

3. Suborder Corynebacterinea, Family Corynebacteriaceae, Genus Corynebacterium/

4. Suborder Corynebacterinea, Family Mycobacteriaceae, Genus Mycobacterium/

5. <others>/

Phylum Chlamydiae
#1690. <Viral hosts belong to the Domain Bacteria; Phylum Chlamydiae (phy. nov.)>/

1. Class Chlamydiae, Order Chlamydiales, Family Chlamydiaceae, Genus Chlamydia/

2. <others>/

Domain Eucarya
#1691. <Virus host belongs to the Eucarya;> Kingdom/

1. Protoctistae <Algae, Diatoms and Dinoflagellates, Protozoa>/

2. Fungi/

3. Plantae/

4. Animalia/

Kingdom Protoctista
#1692. <Viral hosts belong to the Kingdom Protoctistae;> Division/

1. Dinophyta (Dinoflagellates)/

2. Xanthophyta (Yellow-green Algae)/

3. Chrysophyta (Yellow-brown Algae)/

4. Phaeophyta (Brown Algae)/

5. Rhodophyta (Red Algae)/

6. Euglenophyta (Euglenoids)/

7. Chlorophyta (Green Algae)/

8. Bacillariaphyta (Diatoms)/

9. Charaphyta (Chara)/

#1693. <Viral hosts belong to the Phylum Chlorophyta> 

Family Characeae. Virus found in/

1. Chara australis/

Kingdom Fungi
#1694. <Viral hosts belong to the Kingdom Fungi;> Phylum/

1. Basidiomycota (Club Fungi)/

2. Ascomycota (Sac Fungi) <including yeast>/

3. Mycophycota (Lichens)/

4. Zygomycota (Conjugation Fungi) <Rhizopus>/

5. Deuteromycota (Imperfect Fungi) <Candida albicans>/

6. Hyphochytridiomycota <including Rhizidiomyces>/

Kingdom Plantae
#1695. <Viral hosts belong to the Kingdom Plantae;> Phylum/

1. Bryophyta (mosses)/

2. Psilophyta (wisk ferns)/

3. Lycopodiophyta (club ferns)/

4. Equisetophyta (Spenophyta) (horse tails)/

5. Pteridophyta (Filicinophyta) (ferns)/

6. Cycadophyta (cycads)/

7. Ginkophyta (ginkoes)/

8. Coniferophyta (Gymnosperms) (conifers)/

9. Gnetophyta/

10. Magnoliophyta <Angiospermatophyta> (Angiosperms)/

Phylum Pteridophyta
#1696. <Viral hosts belong to the Division Pteridophyta; Class Leptosporangiopsida; Order Filicales> 

Family Aspidiaceae. Virus found in/

1. Dryopteris filix-mas (male woodfern) [TaxID 3289]/

2. Cyrtomium falcatum (L.f.) K. Presl (syn. Polystichum falcatum (L.f.) Diels) (Japanese netvein hollyfern) [TaxID 84614]/

#1697. <Viral hosts belong to the Division Pteridophyta; Class Filicopsida; Order Polypodiales> 

Family Aspleniaceae. Virus found in/

1. Phyllitis scolopendrium/

#1698. <Viral hosts belong to the Division Pteridophyta; Class Filicopsida; Order Polypodiales> 

Family Polypodiaceae. Virus found in/

1. Polypodium vulgare [TaxID 58048]/

#1699. <Viral hosts belong to the Division Pteridophyta; Class Filicopsida; Order Polypodiales> 

Family Polypodiaceae (Sinopteridaceae). Virus found in/

1. Pellaea falcata/

#1700. <Viral hosts belong to the Division Pteridophyta; Class Filicopsida; Order Polypodiales> 

Family Pteridaceae. Virus found in/

1. Pteris 'Childsii'/

2. Pteris cretica var. albo-lineata (Cretan brake)/

Phylum Cycadophyta
#1701. <Viral hosts belong to the Division Cycadophyta; Class Cycadopsida; Order Cycadales> 

Family Cycadaceae. Virus found in/

1. Cycas revoluta [TaxID 3396]/

Phylum Coniferophyta
#1702. <Viral hosts belong to the Division Coniferophyta; Class Pinopsida; Order Pinales> 

Family Cupressaceae. Virus found in/

1. Chamaecyparis lawsoniana (lawson cedar) [TaxID 58030]/

Phylum Magnoliophyta
#1703. <Viral hosts belong to the Kingdom Plantae; Division Magnoliophyta (Angiospermatophyta);> Class/

1. Magnoliopsida (Dicotyledonae)/

2. Liliopsida (Monocotyledonae)/

Class Magnoliopsida (Dicotyledonae)
#1704. <Viral hosts belong to the Kingdom Plantae; Division Magnoliophyta (Angiospermatophyta); Class Magnoliopsida (Dicotyledonae)> Subclass <Cronquist>/

1. MAGNOLIIDAE/

2. MAGNOLIIDAE Order Ranunculales/

3. HAMAMELIDAE/

4. CARYOPHYLLIDAE/

5. DILLENIIDAE/

6. ROSIDAE/

7. ASTERIDAE/

The classification of classes and orders of flowering plants is taken from A. Takhtajan (1969) Flowering Plants, Origin and Dispersal. Oliver & Boyd Edinburgh, pp. 310

Subclass MAGNOLIIDAE
#1705. <Viral hosts belong to the Kingdom Plantae; Division Magnoliophyta (Angiospermatophyta); Class Magnoliopsida (Dicotyledonae); Subclass MAGNOLIIDAE> Order/

1. Illiciales Family Illiciaceae/

2. Nymphaeales Family Nelumbonaceae/

3. Ranunculales/

4. Papaverales/

5. Nepenthales Family Sarraceniaceae <moved to Subclass DILLENIIDAE <Cronquist>>/

#1706. <Viral hosts belong to the Kingdom Plantae; Division Magnoliophyta (Angiospermatophyta); Class Magnoliopsida (Dicotyledonae); Subclass MAGNOLIIDAE <Cronquist>> Order/

1. Magnoliales/

2. Laurales/

3. Piperales/

4. Aristochiales/

5. Rafflesiales Family Rafflesiaceae <Subclass ROSIDAE <Cronquist>>/

6. Nymphaeales/

Order Magnoliales

#1707. <Viral hosts belong to the Division Magnoliophyta, Class Magnoliopsida, Subclass MAGNOLIIDAE, Order Magnoliales> 

Family Annonaceae. Virus found in/

1. Annona muricata (soursop) [TaxID 13337]/

2. Annona squamosa/

3. Rollinia deliciosa/

Order Nymphaeales

#1708. <Viral hosts belong to the Division Magnoliophyta, Class Magnoliopsida, Subclass MAGNOLIIDAE, Order Nymphaeales> Family Nelumbonaceae. Virus found in/

1. Nelumbo nucifera [TaxID 4432]/

Order Ranunculales

#1709. <Viral hosts belong to the Division Magnoliophyta, Class Magnoliopsida, Subclass MAGNOLIIDAE, Order Ranunculales> Family Berberidaceae. Virus found in/

1. Berberis darwinii (Darwin's berberis)/

#1710. <Viral hosts belong to the Division Magnoliophyta, Class Magnoliopsida, Subclass MAGNOLIIDAE, Order Ranunculales> 

Family Nandinaceae (~Berberidaceae). Virus found in/

1. Nandina domestica (heavenly bamboo) [TaxID 41776]/

#1711. <Viral hosts belong to the Division Magnoliophyta, Class Magnoliopsida, Subclass MAGNOLIIDAE, Order Ranunculales> Family Ranunculaceae. Virus found in/

1. Anemone coronaria [TaxID 167998]/

2. Aquilegia (columbine) [TaxID 34302]/

3. Aquilegia coerulea (Colorado blue columbine)/

4. Clematis occidentalis/

5. Clematis vitalba [TaxID 37490]

/

6. Consolida ajacis [TaxID 37494]/

7. Delphinium elatum (candle larkspur) [TaxID 46247]/

8. Delphinium grandiflorum (Siberian larkspur) [TaxID 85439]/

9. Delphinium hybridum /

10. Helleborus niger (black hellebore)/

11. Ranunculus arvensis (corn buttercup)/

12. Ranunculus asiaticus/

13. Ranunculus ficaria [TaxID 79245]/

14. Ranunculus repens [TaxID 137665]/

15. Ranunculus sardous [TaxID 35930]/

16. Thalictrum dipterocarpum/

17. Delphinium sp./

18. Aconitum sp./

19. Ranunculus sp./

Order Papaverales

#1712. <Viral hosts belong to the Division Magnoliophyta, Class Magnoliopsida, Subclass MAGNOLIIDAE, Order Papaverales> 

Family Fumariaceae. Virus found in/

1. Fumaria officinalis/

#1713. <Viral hosts belong to the Division Magnoliophyta, Class Magnoliopsida, Subclass MAGNOLIIDAE, Order Papaverales> 

Family Papaveraceae. Virus found in/

1. Papaver nudicaule/

2. Papaver rhoeas/

3. Papaver somniferum/

Order Laurales

#1714. <Viral hosts belong to the Division Magnoliophyta, Class Magnoliopsida, Subclass MAGNOLIIDAE, Order Laurrales> 

Family Lauraceae. Virus found in/

1. Persea americana/

Subclass HAMAMELIIDAE
#1715. <Viral hosts belong to the Kingdom Plantae; Division Magnoliophyta (Angiospermatophyta); Class Magnoliopsida (Dicotyledonae); Subclass HAMAMELIDAE> Order/

1. Trochodendrales/

2. Cercidiphyllales/

3. Eupteleales/

4. Didymelales/

5. Hamamelidales/

6. Eucommiales/

7. Urticales/

8. Barbeyales/

9. Casuarinales/

10. Fagales <Family Fagaceae>/

11. Fagales <Family Betulaceae>/

12. Myricales/

13. Juglandales/

14. Leitneriales/

Order Urticales

#1716. <Viral hosts belong to the Division Magnoliophyta, Class Magnoliopsida, Subclass HAMAMELIDAE, Order Urticales> 

Family Cannabidaceae. Virus found in/

1. Humulus japonicus/

2. Humulus lupulus/

#1717. <Viral hosts belong to the Division Magnoliophyta, Class Magnoliopsida, Subclass HAMAMELIDAE, Order Urticales> 

Family Moraceae. Virus found in/

1. Ficus carica/

2. Maclura pomifera /

3. Morus alba/

#1718. <Viral hosts belong to the Division Magnoliophyta, Class Magnoliopsida, Subclass HAMAMELIDAE, Order Urticales> 

Family Ulmaceae. Virus found in/

1. Ulmus americana/

2. Ulmus glabra/

3. Ulmus minor/

#1719. <Viral hosts belong to the Division Magnoliophyta, Class Magnoliopsida, Subclass HAMAMELIDAE, Order Urticales> 

Family Urticaceae. Virus found in/

1. Laportea aestuans/

2. Parietaria officinalis/

3. Urtica californica/

4. Urtica dioica/

5. Urtica pilulifera/

6. Urtica urens/

Order Juglandales

#1720. <Viral hosts belong to the Division Magnoliophyta, Class Magnoliopsida, Subclass HAMAMELIDAE, Order Juglandales> 

Family Juglandaceae. Virus found in/

1. Juglans regia/

Order Fagales

#1721. <Viral hosts belong to the Division Magnoliophyta, Class Magnoliopsida, Subclass HAMAMELIDAE, Order Fagales> 

Family Betulaceae. Virus found in/

1. Betula /

#1722. <Viral hosts belong to the Division Magnoliophyta, Class Magnoliopsida, Subclass HAMAMELIDAE, Order Fagales> 

Family Corylaceae (~Betulaceae). Virus found in/

1. Corylus avellana/

#1723. <Viral hosts belong to the Division Magnoliophyta, Class Magnoliopsida, Subclass HAMAMELIDAE, Order Fagales> 

Family Fagaceae. Virus found in/

1. Quercus marilandica/

2. Quercus velutina/

Subclass CARIOPHYLIIDAE
#1724. <Viral hosts belong to the Kingdom Plantae; Division Magnoliophyta (Angiospermatophyta); Class Magnoliopsida (Dicotyledonae); Subclass CARYOPHYLLIDAE> Order/

1. Caryophyllales/

2. Polygonales/

3. Plumbaginales/

4. Theligonales/

Order Caryophyllales

#1725. <Viral hosts belong to the Division Magnoliophyta, Class Magnoliopsida, Subclass CARYOPHYLLIDAE, Order Caryophyllales> Family Amaranthaceae. Virus found in/

1. Alternanthera philoxeroides/

2. Amaranthus bicolor/

3. Amaranthus caudatus /

4. Amaranthus cruentus /

5. Amaranthus deflexus /

6. Amaranthus dilatum /

7. Amaranthus hybridus /

8. Amaranthus hypochondriacus/

9. Amaranthus leucocarpus /

10. Amaranthus lividus/

11. Amaranthus retroflexus /

12. Amaranthus tricolor /

13. Amaranthus viridis /

14. Celosia argentea/

15. Celosia cristata/

16. Celosia plumosa/

17. Gomphrena globosa/

18. Gomphrena globosa var. rubra/

19. Gomphrena stramonium/

#1726. <Viral hosts belong to the Division Magnoliophyta, Class Magnoliopsida, Subclass CARYOPHYLLIDAE, Order Caryophyllales> Family Basellaceae. Virus found in/

1. Ullucus tuberosus /

#1727. <Viral hosts belong to the Division Magnoliophyta, Class Magnoliopsida, Subclass CARYOPHYLLIDAE, Order Caryophyllales> Family Cactaceae. Virus found in/

1. Austrocylindropuntia cylindrica/

2. Carnegiea gigantea/

3. Cereus /

4. Chamaecereus sylvestrii/

5. Echinocereus procumben/

6. Echinopsis /

7. Epiphyllum /

8. Ferocactus acanthodes/

9. Opuntia engelmannii/

10. Opuntia vulgaris/

11. Pereskia saccharosa/

12. Schlumbergera bridgesii/

13. Zygocactus truncatus/

14. Zygocactus x Schlumbergera/

#1728. <Viral hosts belong to the Division Magnoliophyta, Class Magnoliopsida, Subclass CARYOPHYLLIDAE, Order Caryophyllales> Family Caryophyllaceae. Virus found in/

1. Dianthus barbatus/

2. Dianthus caryophyllus/

3. Dianthus chinensis/

4. Dianthus superbus/

5. Gypsophila elegans/

6. Gypsophila paniculata/

7. Gypsophila perfoliata/

8. Lychnis chalcedonica/

9. Lychnis coronaria/

10. Lychnis dioica/

11. Lychnis divaricata/

12. Lychnis haageana/

13. Melandrium album/

14. Melandrium nodiflorum/

15. Saponaria officinalis/

16. Saponaria vaccaria/

17. Silene armeria/

18. Silene latifolia ssp. alba/

19. Silene pendula/

20. Silene vulgaris/

21. Spergula arvensis/

22. Stellaria media/

#1729. <Viral hosts belong to the Division Magnoliophyta, Class Magnoliopsida, Subclass CARYOPHYLLIDAE, Order Caryophyllales> Family Chenopodiaceae. Virus found in/

1. Atriplex hastata/

2. Atriplex hortensis/

3. Atriplex patula/

4. Atriplex suberecta/

5. Beta macrocarpa/

6. Beta maritima /

7. Beta patellaris/

8. Beta vulgaris/

9. Beta vulgaris ssp. cicla/

10. Chenopodium album /

11. Chenopodium amaranticolor/

12. Chenopodium ambrosioides/

13. Chenopodium berthaultii/

14. Chenopodium botrys/

15. Chenopodium capitatum/

16. Chenopodium ficifolium/

17. Chenopodium foetidum/

18. Chenopodium foliosum/

19. Chenopodium giganteum/

20. Chenopodium glaucum/

21. Chenopodium hybridum/

22. Chenopodium murale/

23. Chenopodium polyspermum/

24. Chenopodium quinoa/

25. Chenopodium schraderianum/

26. Chenopodium serotinum/

27. Chenopodium urbicum/

28. Hablitzia tamnoides/

29. Salsola kali/

30. Spinacia oleracea/

31. Spinacia tetranda/

#1730. <Viral hosts belong to the Division Magnoliophyta, Class Magnoliopsida, Subclass CARYOPHYLLIDAE, Order Caryophyllales> Family Nyctaginaceae. Virus found in/

1. Mirabilis jalapa/

2. Mirabilis nyctaginea /

#1731. <Viral hosts belong to the Division Magnoliophyta, Class Magnoliopsida, Subclass CARYOPHYLLIDAE, Order Caryophyllales> Family Phytolaccaceae. Virus found in/

1. Phytolacca americana/

#1732. <Viral hosts belong to the Division Magnoliophyta, Class Magnoliopsida, Subclass CARYOPHYLLIDAE, Order Caryophyllales> Family Portulacaceae. Virus found in/

1. Calandrinia caulescens/

2. Calandrinia grandiflora/

3. Claytonia virginica/

4. Montia perfoliata/

5. Portulaca grandiflora/

6. Portulaca oleracea/

#1733. <Viral hosts belong to the Division Magnoliophyta, Class Magnoliopsida, Subclass CARYOPHYLLIDAE, Order Caryophyllales> Family Tetragoniaceae (~Aizoaceae). Virus found in/

1. Tetragonia tetragonioides [TaxID 46155]/

Order Polygonales

#1734. <Viral hosts belong to the Division Magnoliophyta, Class Magnoliopsida, Subclass CARYOPHYLLIDAE, Order Polygonales> Family Polygonaceae. Virus found in/

1. Fagopyrum esculentum/

2. Polygonum aviculare/

3. Polygonum equisetiforme/

4. Polygonum persicaria/

5. Rheum rhaponticum/

6. Rumex acetosa/

7. Rumex conglomeratus/

8. Rumex crispus/

9. Rumex obtusifolius/

10. Rumex patientia/

11. Rumex pulcher/

Order Plumbaginales

#1735. <Viral hosts belong to the Division Magnoliophyta, Class Magnoliopsida, Subclass CARYOPHYLLIDAE, Order Plumbaginales> Family Plumbaginaceae. Virus found in/

1. Armeria vulgaris/

2. Ceratostigma plumbaginoides/

3. Limonium latifolium/

4. Limonium sinuatum/

5. Plumbago capensis/

Subclass DILLENIIDAE
#1736. <Viral hosts belong to the Kingdom Plantae; Division Magnoliophyta (Angiospermatophyta); Class Magnoliopsida (Dicotyledonae); Subclass DILLENIIDAE (Cronquist)> Order/

1. Dilleniales Family Dilleniaceae/

2. Dilleniales Family Paeoniaceae/

3. Theales/

4. Violales/

5. Violales Family Passifloraceae/

6. Violales Family Cucurbitaceae/

7. Violales Family Begoniaceae/

8. Capparales/

9. Violales Family Tamaricaceae/

10. Salicales Family Salicaceae/

11. Ericales/

12. Diapensiales/

13. Ebenales/

14. Primulales/

15. <Euphorbiales moved to Subclass ROSIDAE (Cronquist); Roside clade, Eurosids I (Judd)>/

16. Myrtales Family Thymelaeaceae <Subclass ROSIDAE <Cronquist>>/

17. Malvales/

Order Theales

#1737. <Viral hosts belong to the Division Magnoliophyta, Class Magnoliopsida, Subclass DILLENIIDAE, Order Theales> 

Family  Clusiaceae (~Guttiferae)/

1. Hypericum perforatum/

#1738. <Viral hosts belong to the Division Magnoliophyta, Class Magnoliopsida, Subclass DILLENIIDAE, Order Theales> 

Family Theaceae. Virus found in/

1. Camellia japonica /

2. Camellia sasanqua/

Order Malvales

#1739. <Viral hosts belong to the Division Magnoliophyta, Class Magnoliopsida, Subclass DILLENIIDAE, Order Malvales> 

Family Bombacaceae. Virus found in/

1. Adansonia digitata/

2. Bombax brevicuspe/

3. Ceiba chlamydantha/

4. Ceiba pentandra/

#1740. <Viral hosts belong to the Division Magnoliophyta, Class Magnoliopsida, Subclass DILLENIIDAE, Order Malvales> 

Family Malvaceae. Virus found in/

1. Abelmoschus esculentus/

2. Abelmoschus manihot/

3. Abutilon hirtum/

4. Abutilon indicum /

5. Abutilon theophrasti/

6. Althaea officinalis/

7. Althaea rosea/

8. Althaea sinensis/

9. Anoda cristata/

10. Anoda dillerriana/

11. Anoda lavateroides/

12. Gossypium barbadense/

13. Gossypium herbaceum/

14. Gossypium hirsutum/

15. Hibiscus cannabinus/

16. Hibiscus rosa-sinensis/

17. Hibiscus sabdariffa/

18. Hibiscus trionum/

19. Kitaibelia vitifolia/

20. Lavatera ambigua/

21. Lavatera arborea/

22. Lavatera assurgentiflora/

23. Lavatera cretica/

24. Lavatera trimestris/

25. Malva alcea /

26. Malva crispa/

27. Malva meluca/

28. Malva moschata/

29. Malva neglecta/

30. Malva nicaensis/

31. Malva parviflora/

32. Malva rotundifolia/

33. Malva sylvestris/

34. Malva verticillata/

35. Malvastrum capense/

36. Malvastrum coromandelianum/

37. Napaea dioica/

38. Sida acuta/

39. Sida alba/

40. Sida linifolia/

41. Sida micrantha/

42. Sida napaeae/

43. Sida rhombifolia/

44. Sida rhomboidea/

45. Sidalcea malvaefolia/

46. Urena lobata /

47. Urocarpidium peruvianum/

#1741. <Viral hosts belong to the Division Magnoliophyta, Class Magnoliopsida, Subclass DILLENIIDAE, Order Malvales> 

Family Sterculiaceae. Virus found in/

1. Cola chlamydantha/

2. Cola gigantea /

3. Cola gigantea var. glabrescens/

4. Sterculia tragacantha/

5. Theobroma cacao/

#1742. <Viral hosts belong to the Division Magnoliophyta, Class Magnoliopsida, Subclass DILLENIIDAE, Order Malvales> 

Family Tiliaceae. Virus found in/

1. Corchorus /

2. Corchorus fasicularis/

3. Corchorus olitorius/

Order Violales

#1743. <Viral hosts belong to the Division Magnoliophyta, Class Magnoliopsida, Subclass DILLENIIDAE, Order Violales> 

Family Begoniaceae. Virus found in/

1. Begonia elatior/

2. Begonia semperflorens/

3. Begonia x cheimantha/

4. Begonia x tuberhybrida /

#1744. <Viral hosts belong to the Division Magnoliophyta, Class Magnoliopsida, Subclass DILLENIIDAE, Order Violales> 

Family Caricaceae. Virus found in/

1. Carica papaya/

#1745. <Viral hosts belong to the Division Magnoliophyta, Class Magnoliopsida, Subclass DILLENIIDAE, Order Violales> 

Family Cucurbitaceae. Virus found in/

1. Benincasa hispida/

2. Bryonia cretica/

3. Bryonia dioica/

4. Bryonopsis laciniosa/

5. Citrullus colocynthis/

6. Citrullus lanatus/

7. Citrullus lanatus var. lanatus/

8. Citrullus vulgaris/

9. Citrullus vulgaris var. fistulosis/

10. Coccinea grandis/

11. Cucumis melo /

12. Cucumis melo var. cantalupensis/

13. Cucumis melo var. momordica/

14. Cucumis metuliferus/

15. Cucumis sativus/

16. Cucurbita maxima/

17. Cucurbita maxima x C. moschata/

18. Cucurbita moschata/

19. Cucurbita okeechobeensis/

20. Cucurbita pepo/

21. Ecballium elaterium/

22. Echinocystis /

23. Lagenaria cineraria/

24. Lagenaria cylindrica/

25. Lagenaria leucantha/

26. Lagenaria siceraria/

27. Luffa acutangula/

28. Luffa cylindrica/

29. Marah macrocarpus/

30. Marah oreganus/

31. Melothria liukiuensis/

32. Melothria pendula/

33. Momordica balsamina/

34. Momordica charantia/

35. Telfairia occidentalis/

36. Trichosanthes anguina/

37. Trichosanthes rostrata/

#1746. <Viral hosts belong to the Division Magnoliophyta, Class Magnoliopsida, Subclass DILLENIIDAE, Order Violales> 

Family Passifloraceae. Virus found in/

1. Adenia lobata/

2. Passiflora alata/

3. Passiflora aurantia/

4. Passiflora caerulea/

5. Passiflora edulis/

6. Passiflora edulis f. flavicarpa/

7. Passiflora foetida/

8. Passiflora gibertii/

9. Passiflora gracilis/

10. Passiflora maliformis/

11. Passiflora mollissima/

12. Passiflora quadrangularis/

13. Passiflora serrato-digitata/

14. Passiflora suberosa/

15. Passiflora subpeltata/

#1747. <Viral hosts belong to the Division Magnoliophyta, Class Magnoliopsida, Subclass DILLENIIDAE, Order Violales> 

Family Tamaricaceae. Virus found in/

1. Tamarix sp./

#1748. <Viral hosts belong to the Division Magnoliophyta, Class Magnoliopsida, Subclass DILLENIIDAE, Order Violales> 

Family Violaceae. Virus found in/

1. Viola arvensis/

2. Viola cornuta/

3. Viola odorata/

4. Viola tricolor/

5. Viola sp./

Order Salicales

#1749. <Viral hosts belong to the Division Magnoliophyta, Class Magnoliopsida, Subclass DILLENIIDAE, Order Salicales> 

Family Salicaceae. Virus found in/

1. Populus balsamifera/

2. Populus candicans/

3. Populus deltoides ssp. angulata /

4. Populus deltoides ssp. monilifera/

5. Populus deltoides ssp. missouriensis/

6. Populus grandidenta/

7. Populus maximowiczii/

8. Populus nigra/

9. Populus tremuloides/

10. Populus trichocarpa/

11. Populus x canadensis/

12. Populus x interamericana/

13. Populus sp./

Order Capparales

#1750. <Viral hosts belong to the Division Magnoliophyta, Class Magnoliopsida, Subclass DILLENIIDAE, Order Capparales> 

Family Capparidaceae (Capparaceae). Virus found in/

1. Capparis aegyptia/

2. Capparis spinosa/

3. Capparis spinosa var. rupestris/

#1751. <Viral hosts belong to the Division Magnoliophyta, Class Magnoliopsida, Subclass DILLENIIDAE, Order Capparales> 

Family Brassicaceae (~Cruciferae) . Virus found in/

1. Alliaria officinalis/

2. Arabidopsis thaliana/

3. Arabis alpina/

4. Arabis hirsuta/

5. Arabis ludoviciana/

6. Armoracia rusticana/

7. Aubrieta deltoidea/

8. Aurinia saxatilis/

9. Aurinia saxatilis var. compactum/

10. Barbarea verna/

11. Barbarea vulgaris/

12. Berteroa incana/

13. Brassica actinophylla/

14. Brassica campestris/

15. Brassica campestris ssp. chinensis/

16. Brassica campestris ssp. napus/

17. Brassica campestris ssp. pekinensis/

18. Brassica campestris ssp. pekinensis var. dentata/

19. Brassica campestris ssp. rapa/

20. Brassica carinata/

21. Brassica japonica/

22. Brassica juncea/

23. Brassica napus var. napobrassica/

24. Brassica napus var. napus/

25. Brassica nigra/

26. Brassica oleracea/

27. Brassica oleracea var. acephala/

28. Brassica oleracea var. botrytis/

29. Brassica oleracea var. capitata/

30. Brassica oleracea var. gemmifera/

31. Brassica oleracea var. italica/

32. Brassica oleracea var. viridis/

33. Brassica perviridis/

34. Brassica rapa var. laciniifolia/

35. Brassica sinapis /

36. Camelina sativa/

37. Capsella bursa-pastoris/

38. Cardamine/

39. Cardamine lilaciana/

40. Cardamine lilacina ???/

41. Cheiranthus cheiri/

42. Conringia orientalis/

43. Coronopus didymus/

44. Crambe abyssinica/

45. Crambe arreria/

46. Crambe cordifolia/

47. Crambe hispanica/

48. Crambe tataria/

49. Diplotaxis erucoides/

50. Diplotaxis tenuifolia/

51. Eruca sativa/

52. Erysimum cheiranthoides/

53. Erysimum crepidifolium/

54. Erysimum helveticum/

55. Erysimum perovskianum/

56. Erysimum pulchellum/

57. Erysimum sylvestre/

58. Eutrema wasabi/

59. Fibigia clypata/

60. Hesperis matronalis/

61. Iberis coronaria/

62. Lepidium campestre/

63. Lepidium virginicum/

64. Lobularia maritima/

65. Lunaria annua/

66. Matthiola incana/

67. Neslia paniculata/

68. Raphanus /

69. Raphanus raphanistrum/

70. Raphanus sativus/

71. Rorippa amphibia/

72. Rorippa nasturtium-aquaticum/

73. Rorippa sylvestris/

74. Sinapis alba/

75. Sinapis arvensis/

76. Sisymbrium irio/

77. Sisymbrium loeselii/

78. Sisymbrium officinale/

79. Thlaspi arvense/

#1752. <Viral hosts belong to the Division Magnoliophyta, Class Magnoliopsida, Subclass DILLENIIDAE, Order Capparales> 

Family Cleomaceae (~Capparaceae). Virus found in/

1. Cleome rutidosperma/

2. Cleome spinosa/

#1753. <Viral hosts belong to the Division Magnoliophyta, Class Magnoliopsida, Subclass DILLENIIDAE, Order Capparales> 

Family Resedaceae. Virus found in/

1. Astrocarpa sesmoides/

2. Ochradenus baccatus/

3. Reseda alba/

4. Reseda odorata/

Order Ericales

#1754. <Viral hosts belong to the Division Magnoliophyta, Class Magnoliopsida, Subclass DILLENIIDAE, Order Ericales> 

Family Ericaceae. Virus found in/

1. Kalmia latifolia/

2. Rhododendron /

3. Vaccinium angustifolium/

4. Vaccinium corymbosum/

5. Vaccinium formosum /

6. Vaccinium macrocarpon/

Order Primulales

#1755. <Viral hosts belong to the Division Magnoliophyta, Class Magnoliopsida, Subclass DILLENIIDAE, Order Primulales> 

Family Primulaceae. Virus found in/

1. Anagallis arvensis/

2. Primula malacoides/

3. Primula obconica /

4. Primula sinensis/

5. Samolus parviflorus/

Order Nepenthales

#1756. <Viral hosts belong to the Division Magnoliophyta, Class Magnoliopsida, Subclass DILLENIIDAE, Order Nepenthales> Family Sarraceniaceae. Virus found in/

1. Sarracenia purpurea/

Subclass ROSIDAE
#1757. <Viral hosts belong to the Kingdom Plantae; Division Magnoliophyta (Angiospermatophyta); Class Magnoliopsida (Dicotyledonae); Subclass ROSIDAE> Order/

1. Rosales Family Saxifragaceae/

2. Rosales/

3. Fabales/

4. Rosales Family Connaraceae/

5. Nepenthales [[http:]www.csdl.tamu.edu/FLORA/Wilson/tfp/dil/neporder2.htm] <subclass DILLENIIDAE <Cronquist>>/

6. Podostemales/

7. Myrtales/

8. Callitrichales Family Hippuridaceae <subclass ASTERIDAE <Cronquist>>/

9. Sapindales Family Rutaceae/

10. Sapindales/

11. Geraniales/

12. Polygalales/

13. Cornales/

14. Celastrales/

15. Rhamnales/

16. Scrophulariales Family Olealceae <subclass ASTERIDAE <Cronquist>>/

17. Santalales/

18. Proteales Family Elaegnaceae/

19. Proteales Family Proteaceae/

20. Rafflesiales Family Rafflesiaceae <see 1686,5>/

21. Apiales/

22. Euphorbiales <Subclass ROSIDAE (Cronquist); Roside clade, Eurosids I (Judd)>/

Order Rosales

#1758. <Viral hosts belong to the Division Magnoliophyta, Class Magnoliopsida, Subclass ROSIDAE, Order Rosales> 

Family Crassulaceae. Virus found in/

1. Kalanchoe blossfeldiana/

2. Kalanchoe daigremontiana/

3. Kalanchoe pinnata/

4. Kalanchoe tubiflora/

#1759. <Viral hosts belong to the Division Magnoliophyta, Class Magnoliopsida, Subclass ROSIDAE, Order Rosales> 

Family Hydrangeaceae. Virus found in/

1. Hydrangea macrophylla/

#1760. <Viral hosts belong to the Division Magnoliophyta, Class Magnoliopsida, Subclass ROSIDAE, Order Rosales> 

Family Philadelphaceae (~Hydrangeaceae). Virus found in/

1. Philadelphus /

#1761. <Viral hosts belong to the Division Magnoliophyta, Class Magnoliopsida, Subclass ROSIDAE, Order Rosales> 

Family Grossulariaceae. Virus found in/

1. Ribes nigrum /

2. Ribes rubrum/

#1762. <Viral hosts belong to the Division Magnoliophyta, Class Magnoliopsida, Subclass ROSIDAE, Order Rosales> 

Family Pittosporaceae. Virus found in/

1. Pittosporum tobira/

#1763. <Viral hosts belong to the Division Magnoliophyta, Class Magnoliopsida, Subclass ROSIDAE, Order Rosales> 

Family Rosaceae. Virus found in/

1. Crataegus /

2. Crataegus monogyna/

3. Cydonia oblonga/

4. Duchesnea indica/

5. Fragaria chiloensis/

6. Fragaria ovalis/

7. Fragaria vesca/

8. Fragaria vesca var. semperflorens/

9. Fragaria virginiana /

10. Fragaria x ananassa/

11. Geum chiloense/

12. Malus domestica/

13. Malus platycarpa/

14. Malus pumila/

15. Malus sieboldii/

16. Malus sieboldii var. arborescens/

17. Malus sylvestris/

18. Potentilla adscherica/

19. Potentilla canadensis/

20. Potentilla sterilis/

21. Prunus americana x P. salicina/

22. Prunus armeniaca/

23. Prunus avium/

24. Prunus cerasifera/

25. Prunus cerasus /

26. Prunus domestica/

27. Prunus glandulosa/

28. Prunus insititia/

29. Prunus japonica/

30. Prunus mahaleb/

31. Prunus maritima/

32. Prunus persica/

33. Prunus salicina /

34. Prunus serrulata/

35. Prunus sibirica /

36. Prunus spinosa/

37. Prunus tomentosa/

38. Pyronia veitchii/

39. Pyrus communis/

40. Rosa setigera/

41. Rubus albescens/

42. Rubus fruticosus/

43. Rubus henryi /

44. Rubus idaeus/

45. Rubus lasiocarpus/

46. Rubus loganobaccus/

47. Rubus macraei/

48. Rubus occidentalis/

49. Rubus parviflorus /

50. Rubus phoenicolasius /

51. Rubus procerus/

52. Rubus rigidus/

53. Rubus rosifolius /

54. Rubus strigosus/

55. Rubus ursinus /

56. Rubus x neglectus/

57. Sanguisorba minor/

58. Sorbus domestica/

59. Sorbus mitchelli/

#1764. <Viral hosts belong to the Division Magnoliophyta, Class Magnoliopsida, Subclass ROSIDAE, Order Rosales> 

Family Saxifragaceae. Virus found in/

1. Astilbe/

2. Saxifraga cordifolia/

3. Tolmiea menziesii/

Order Myrtales

#1765. <Viral hosts belong to the Division Magnoliophyta, Class Magnoliopsida, Subclass ROSIDAE, Order Myrtales> 

Family Lythraceae. Virus found in/

1. Lythrum salicaria/

#1766. <Viral hosts belong to the Division Magnoliophyta, Class Magnoliopsida, Subclass ROSIDAE, Order Myrtales> 

Family Myrtaceae. Virus found in/

1. Eucalyptus cloeziana/

2. Eucalyptus marginata/

#1767. <Viral hosts belong to the Division Magnoliophyta, Class Magnoliopsida, Subclass ROSIDAE, Order Myrtales> 

Family Onagraceae. Virus found in/

1. Clarkia amoena/

2. Clarkia pulchella/

3. Epilobium montanum/

4. Fuchsia speciosa x F. hybrida/

5. Oenothera biennis/

#1768. <Viral hosts belong to the Division Magnoliophyta, Class Magnoliopsida, Subclass ROSIDAE, Order Myrtales> 

Family Thymelaeaceae. Virus found in/

1. Daphne cneorum/

2. Daphne genkwa/

3. Daphne giraldii/

4. Daphne laureola/

5. Daphne mezereum/

6. Daphne odora/

7. Daphne retusa /

8. Daphne x burkwoodii/

9. Daphne x dauphinii/

10. Daphne x napolitana/

Order Cornales

#1769. <Viral hosts belong to the Division Magnoliophyta, Class Magnoliopsida, Subclass ROSIDAE, Order Cornales> 

Family Cornaceae. Virus found in/

1. Cornus florida/

2. Cornus sanguinea/

#1770. <Viral hosts belong to the Division Magnoliophyta, Class Magnoliopsida, Subclass ROSIDAE, Order Cornales> 

Family Aucubaceae (~Cornaceae). Virus found in/

1. Aucuba japonica/

Order Celastrales

#1771. <Viral hosts belong to the Division Magnoliophyta, Class Magnoliopsida, Subclass ROSIDAE, Order Celestrales> 

Family Celastraceae. Virus found in/

1. Euonymus europaeus/

2. Euonymus japonica/

3. Euonymus japonica var. microphylla/

Order Euphorbiales

#1772. <Viral hosts belong to the Division Magnoliophyta, Class Magnoliopsida, Subclass ROSIDAE, Order Euphorbiales> 

Family Buxaceae. Virus found in/

1. Buxus sempervirens/

#1773. <Viral hosts belong to the Division Magnoliophyta, Class Magnoliopsida, Subclass ROSIDAE, Order Euphorbiales> 

Family Euphorbiaceae. Virus found in/

1. Cnidoscolus acontifolius/

2. Codiaeum variegatum/

3. Croton bonplandianus/

4. Croton lobatus/

5. Euphorbia cyathophora/

6. Euphorbia fulgens/

7. Euphorbia heterophylla/

8. Euphorbia loricata/

9. Euphorbia marginata/

10. Euphorbia milii /

11. Euphorbia milii x E. lophogona/

12. Euphorbia peplus/

13. Euphorbia pulcherrima/

14. Jatropha gossypiifolia/

15. Jatropha multifida/

16. Jatropha podagrica/

17. Manihot /

18. Manihot esculenta/

19. Manihot glaziovii/

20. Phyllanthus debilis/

21. Ricinus communis/

Order Rhamnales

#1774. <Viral hosts belong to the Division Magnoliophyta, Class Magnoliopsida, Subclass ROSIDAE, Order Rhamnales> 

Family Vitidaceae. Virus found in/

1. Vitis berlandieri x Conderc 1613/

2. Vitis berlandieri x V. riparia/

3. Vitis labrusca/

4. Vitis rupestris/

5. Vitis rupestris var. rupestris/

6. Vitis thunbergii/

7. Vitis vinifera/

Order Sapindales

#1775. <Viral hosts belong to the Division Magnoliophyta, Class Magnoliopsida, Subclass ROSIDAE, Order Sapindales> 

Family Aceraceae. Virus found in/

1. Acer palmatum (Japanese maple) [TaxID 66201]/

#1776. <Viral hosts belong to the Division Magnoliophyta, Class Magnoliopsida, Subclass ROSIDAE, Order Sapindales> 

Family Hippocastanaceae. Virus found in/

1. Aesculus carnea (red horse-chestnut)/

#1777. <Viral hosts belong to the Division Magnoliophyta, Class Magnoliopsida, Subclass ROSIDAE, Order Sapindales> 

Family Rutaceae. Virus found in/

1. Aeglopsis chevalieri/

2. Afraegle paniculata/

3. Citrus aurantifolia (lime) [TaxID 159033]/

4. Citrus aurantium (sour orange) [TaxID 43166]/

5. Citrus excelsa/

6. Citrus limon (lemon) [TaxID 2708]/

7. Citrus medica (citron) [TaxID 171251]/

8. Citrus paradisi (grapefruit) [TaxID 37656]/

9. Citrus reticulata (tangerine) [TaxID 85571]/

10. Citrus sinensis (valencia orange) [TaxID 2711]/

11. Citrus sinensis x Poncirus trifoliata/

12. Citrus unshiu (Satsuma orange) [TaxID 55188]/

13. Pamburus missionis [TaxID 159062]/

14. Poncirus trifoliata [TaxID 37690] /

15. Poncirus trifoliata x Citrus paradisi/

16. Ptelea trifoliata/

#1778. <Viral hosts belong to the Division Magnoliophyta, Class Magnoliopsida, Subclass ROSIDAE, Order Sapindales> 

Family Sapindaceae. Virus found in/

1. Dodonaea viscosa (hopshrub) [TaxID 151065]/

#1779. <Viral hosts belong to the Division Magnoliophyta, Class Magnoliopsida, Subclass ROSIDAE, Order Sapindales> 

Family Zygophyllaceae. Virus found in/

1. Tribulus [TaxID 66647]/

Order Geraniales

#1780. <Viral hosts belong to the Division Magnoliophyta, Class Magnoliopsida, Subclass ROSIDAE, Order Geraniales> 

Family Balsaminaceae. Virus found in/

1. Impatiens balsamina (garden balsam) [TaxID 63779]/

2. Impatiens holstii/

3. Impatiens walleriana [TaxID 127142]/

#1781. <Viral hosts belong to the Division Magnoliophyta, Class Magnoliopsida, Subclass ROSIDAE, Order Geraniales> 

Family Geraniaceae. Virus found in/

1. Erodium botrys/

2. Erodium cicutarium/

3. Erodium moschatum/

4. Geranium dissectum/

5. Geranium pratense/

6. Geranium robertianum [TaxID 122183]/

7. Pelargonium peltatum [TaxID 122192]/

8. Pelargonium x domesticum/

9. Pelargonium x hortorum (geranium) [TaxID 4031]/

10. Pelargonium zonale [TaxID 4032]/

#1782. <Viral hosts belong to the Division Magnoliophyta, Class Magnoliopsida, Subclass ROSIDAE, Order Geraniales> 

Family Oxalidaceae. Virus found in/

1. Oxalis barrelieri/

2. Oxalis corniculata/

3. Oxalis regnellii [TaxID 53810]/

4. Oxalis tuberosa [TaxID 50475]/

#1783. <Viral hosts belong to the Division Magnoliophyta, Class Magnoliopsida, Subclass ROSIDAE, Order Geraniales> 

Family Tropaeolaceae. Virus found in/

1. Tropaeolum majus (nasturtium) [TaxID 4020]/

2. Tropaeolum tuberosum [TaxID 147035]/

Order Linales

#1784. <Viral hosts belong to the Division Magnoliophyta, Class Magnoliopsida, Subclass ROSIDAE, Order Linales> 

Family Linaceae. Virus found in/

1. Linum grandiflorum/

2. Linum usitatissimum (flax) [TaxID 4006]/

Order Apiales (Umbelliferae)

#1785. <Viral hosts belong to the Division Magnoliophyta, Class Magnoliopsida, Subclass ROSIDAE, Order Apiales> 

Family Araliaceae. Virus found in/

1. Hedera helix (English ivy) [TaxID 4052]/

#1786. <Viral hosts belong to the Division Magnoliophyta, Class Magnoliopsida, Subclass ROSIDAE, Order Apiales> 

Family Apiaceaee <~Umbellifera> . Virus found in/

1. Aethusa cynapium (fool's parsley) [TaxID 40954]/

2. Ammi majus (large bullwort) [TaxID 48026]/

3. Anethum graveolens (dill) [TaxID 40922]/

4. Angelica sylvestris [TaxID 54703]/

5. Anthriscus cerefolium (chervil) [TaxID 40888]/

6. Anthriscus sylvestris [TaxID 48027]/

7. Apium australe/

8. Apium graveolens (wild celery) [TaxID 4045]/

9. Apium graveolens var. dulce [TaxID 117781]/

10. Apium graveolens var. rapaceum/

11. Apium leptophyllum/

12. Apium nodiflorum (European marshwort) [TaxID 99497]/

13. Apium repens (creeping marshwort)/

14. Arracacia xanthorrhiza (arracacha/

15. Bupleurum rotundifolium (hare's ear) [TaxID 90446] /

16. Carum carvi (caraway) [TaxID 48032]/

17. Carum segetum/

18. Chaerophyllum temulum (rough chervil) [TaxID 105274]/

19. Conium maculatum (hemlock) [TaxID 13447]/

20. Coriandrum sativum (coriander) [TaxID 4047]/

21. Daucus carota (carrot) [TaxID 4039]/

22. Daucus carota ssp. sativus [TaxID 79200]/

23. Eryngium aquaticum/

24. Eryngium planum/

25. Foeniculum/

26. Foeniculum vulgare/

27. Heracleum sphondylium/

28. Levisticum officinale/

29. Oenanthe aquatica/

30. Oenanthe pimpinelloides/

31. Pastinaca sativa/

32. Petroselinum crispum /

33. Pimpinella anisum/

34. Pimpinella saxifraga /

35. Scandix pecten-veneris/

36. Thaspium aureum /

37. Torilis japonica/

38. Trachymene pilosa /

39. Trinia glauca/

Order Fabales

#1787. <Viral hosts belong to the Division Magnoliophyta, Class Magnoliopsida, Subclass ROSIDAE, Order Fabales> 

Family Caesalpiniaceae (~Leguminosae-Caesalpinioideae)/

1. Bauhinia purpurea/

2. Cassia artemisioides/

3. Cassia bicapsularis/

4. Cassia coluteoides/

5. Cassia corymbosa/

6. Cassia hirsuta/

7. Cassia hoffmanseggi/

8. Cassia leptocarpa/

9. Cassia macranthera/

10. Cassia obtusifolia/

11. Cassia occidentalis/

12. Cassia pleurocarpa/

13. Cassia sylvestris/

14. Cassia tora /

#1788. <Viral hosts belong to the Division Magnoliophyta, Class Magnoliopsida, Subclass ROSIDAE, Order Fabales> 

Family Mimosaceae (~Leguminosae-Mimosiodeae)/

1. Albizzia julibrissin/

2. Mimosa pudica/

3. Mimosa sensitiva/

4. Prosopis farcta/

#1789. <Viral hosts belong to the Division Magnoliophyta, Class Magnoliopsida, Subclass ROSIDAE, Order Fabales> 

Family Fabaceae (~Leguminosae-Papilionoideae)/

1. Abrus precatorius/

2. Anagyris foetida/

3. Arachis hypogaea/

4. Arachis pintoi/

5. Astragalus glycyphyllos/

6. Astragalus sinicus/

7. Cajanus cajan/

8. Calopogonium mucunoides/

9. Canavalia ensiformis/

10. Canavalia ensiformis x C. virosa/

11. Canavalia gladiata/

12. Canavalia maritima/

13. Canavalia obtusifolia/

14. Canavalia occidentalis/

15. Canavalia virosa/

16. Castanospermum/

17. Castanospermum australe/

18. Centrosema pubescens/

19. Cicer arietinum/

20. Clitoria ternatea/

21. Coronilla varia/

22. Crotalaria anagyroides/

23. Crotalaria goreensis/

24. Crotalaria intermedia /

25. Crotalaria juncea/

26. Crotalaria medicaginea/

27. Crotalaria mucronata/

28. Crotalaria paulina/

29. Crotalaria retusa/

30. Crotalaria spectabilis/

31. Cyamopsis tetragonoloba/

32. Desmodium canescens/

33. Desmodium canum/

34. Desmodium distortum/

35. Desmodium intortu/

36. Desmodium laevigatum/

37. Desmodium paniculatum/

38. Desmodium scorpiurus/

39. Desmodium tortuosum/

40. Desmodium triflorum/

41. Genista hispanica/

42. Glycine clandestina/

43. Glycine max/

44. Glycine soja/

45. Glycine tabacina/

46. Glycine tomentella/

47. Glycine wightii/

48. Indigofera australis/

49. Indigofera hirsuta/

50. Kennedya rubicunda/

51. Lablab purpureus/

52. Laburnum anagyroides/

53. Lathyrus odoratus/

54. Lens culinaris/

55. Lespedeza stipulacea/

56. Lespedeza striata/

57. Lotus corniculatus/

58. Lupinus albus/

59. Lupinus angustifolius/

60. Lupinus cosentinii/

61. Lupinus hartwegii/

62. Lupinus hirsutus/

63. Lupinus luteus/

64. Lupinus mutabilis/

65. Lupinus polyphyllus/

66. Lupinus polyphyllus x L. arboreus/

67. Macroptilium atropurpureum/

68. Macroptilium lathyroides/

69. Macrotyloma uniflorum/

70. Medicago alba/

71. Medicago arabica/

72. Medicago hispida/

73. Medicago hispida var. denticulata/

74. Medicago lupulina/

75. Medicago minima/

76. Medicago orbicularis/

77. Medicago polymorpha/

78. Medicago sativa/

79. Medicago scutellata/

80. Melilotus albus/

81. Melilotus indicus/

82. Melilotus officinalis/

83. Mucuna aterrima/

84. Mucuna deeringianum/

85. Onobrychis biebersteinii/

86. Onobrychis viciifolia/

87. Ononis repens/

88. Pachyrhizus erosus/

89. Phaseolus acutifolius/

90. Phaseolus arborigenus/

91. Phaseolus coccineus/

92. Phaseolus longipedunculatus/

93. Phaseolus lunatus/

94. Phaseolus tuberosus/

95. Phaseolus vulgaris/

96. Pisum arvense/

97. Pisum sativum/

98. Psophocarpus tetragonolobus/

99. Pueraria lobata /

100. Robinia pseudoacacia/

101. Sesbania exaltata/

102. Strophostyles helvula/

103. Stylosanthes /

104. Tephrosia noctiflora/

105. Tephrosia purpurea/

106. Tephrosia villosa/

107. Tephrosia vogelii/

108. Teramnus uncinatus/

109. Trifolium alexandrinum/

110. Trifolium cernuum /

111. Trifolium dubium/

112. Trifolium glomeratum/

113. Trifolium hybridum/

114. Trifolium incarnatum/

115. Trifolium pannonicum/

116. Trifolium pratense/

117. Trifolium repens /

118. Trifolium subterraneum/

119. Trifolium vesiculosum/

120. Trigonella caerulea/

121. Trigonella foenum-graecum/

122. Trigonella procumbens/

123. Vicia articulata/

124. Vicia faba/

125. Vicia palaestina/

126. Vicia sativa/

127. Vicia villosa/

128. Vigna aconitifolia/

129. Vigna angularis/

130. Vigna mungo/

131. Vigna radiata/

132. Vigna sesquipedalis/

133. Vigna subterranea/

134. Vigna unguiculata/

135. Vigna unguiculata ssp. cylindrica/

136. Vigna unguiculata ssp. dekindtiana var. dekindtiana/

137. Vigna unguiculata ssp. sesquipedalis/

138. Vigna unguiculata ssp. unguiculata/

139. Wisteria floribunda/

140. Wisteria sinensis/

Subclass ASTERIDAE
#1790. <Viral hosts belong to the Kingdom Plantae; Division Magnoliophyta (Angiospermatophyta); Class Magnoliopsida (Dicotyledonae); Subclass ASTERIDAE> Order/

1. Dipsacales/

2. Gentianales/

3. Polemoniales/

4. Scrophulariales/

5. Lamiales/

6. Campanulales/

7. Calycerales/

8. Asterales/

9. Solanales/

10. Callitrichales Family Hippuridaceae <see 1691,8>/

11. Plantaginales Family Plantagaceae/

12. Rubiales Family Rubiaceae/

Order Gentianales

#1791. <Viral hosts belong to the Division Magnoliophyta, Class Magnoliopsida, Subclass ASTERIDAE, Order Gentianales> 

Family Apocynaceae. Virus found in/

1. Amsonia tabernaemontana/

2. Catharanthus roseus/

3. Nerium oleander/

4. Plumeria acutifolia/

5. Plumeria alba/

#1792. <Viral hosts belong to the Division Magnoliophyta, Class Magnoliopsida, Subclass ASTERIDAE, Order Gentianales> 

Family Asclepiadaceae. Virus found in/

1. Araujia angustifolia/

2. Araujia hortorum/

3. Araujia sericofera/

4. Asclepias curassavica/

5. Calotropis aegyptia/

6. Cynanchum acutum/

7. Gomphocarpus fruticosus/

8. Hoya carnosa/

9. Hoya coronaria/

10. Matelea floridana/

11. Morrenia brachystephana/

12. Morrenia odorata/

13. Sarcostemma clausum/

#1793. <Viral hosts belong to the Division Magnoliophyta, Class Magnoliopsida, Subclass ASTERIDAE, Order Gentianales> 

Family Gentianaceae. Virus found in/

1. Eustoma grandiflorum/

2. Eustoma russellianum/

3. Gentiana sino-ornata/

Order Lamiales

#1794. <Viral hosts belong to the Division Magnoliophyta, Class Magnoliopsida, Subclass ASTERIDAE, Order Lamiales> 

Family Boraginaceae. Virus found in/

1. Anchusa azurea/

2. Borago officinalis/

3. Myosotis scorpioides/

4. Myosotis sylvatica/

#1795. <Viral hosts belong to the Division Magnoliophyta, Class Magnoliopsida, Subclass ASTERIDAE, Order Lamiales> 

Family Lamiaceae <or Labiatae> . Virus found in/

1. Ajuga reptans/

2. Ballota nigra/

3. Coleus blumei/

4. Glechoma hederacea/

5. Lamium album/

6. Lamium amplexicaule/

7. Lamium maculatum/

8. Lamium purpureum/

9. Marrubium peregrinum/

10. Marrubium vulgare/

11. Mentha arvensis/

12. Nepeta cataria/

13. Ocimum basilicum/

14. Perilla frutescens/

15. Pogostemon patchouli/

16. Salvia splendens/

17. Thymus x citriodorus/

#1796. <Viral hosts belong to the Division Magnoliophyta, Class Magnoliopsida, Subclass ASTERIDAE, Order Lamiales> 

Family Verbenaceae. Virus found in/

1. Caryopteris incana/

2. Caryopteris x clandonensis/

3. Verbena hybrida/

Order Plantaginales

#1797. <Viral hosts belong to the Division Magnoliophyta, Class Magnoliopsida, Subclass ASTERIDAE, Order Plantaginales> Family Plantaginaceae. Virus found in/

1. Plantago asiatica/

2. Plantago lanceolata/

3. Plantago major/

4. Plantago maritima/

5. Plantago rugelii/

6. Plantago virginica/

Order Scrophulariales

#1798. <Viral hosts belong to the Division Magnoliophyta, Class Magnoliopsida, Subclass ASTERIDAE, Order Scrophulariales> Family Acanthaceae. Virus found in/

1. Asystasia gangetica/

2. Asystasia nemorum/

3. Fittonia albivenis/

#1799. <Viral hosts belong to the Division Magnoliophyta, Class Magnoliopsida, Subclass ASTERIDAE, Order Scrophulariales> 

Family Thunbergiaceae (~Acanthaceae). Virus found in/

1. Thunbergia alata (black-eyed Susan vine) [TaxID 32198]/

#1800. <Viral hosts belong to the Division Magnoliophyta, Class Magnoliopsida, Subclass ASTERIDAE, Order Scrophulariales> Family Bignoniaceae. Virus found in/

1. Catalpa bignonioides [TaxID 85179]/

#1801. <Viral hosts belong to the Division Magnoliophyta, Class Magnoliopsida, Subclass ASTERIDAE, Order Scrophulariales> Family Gesneriaceae. Virus found in/

1. Saintpaulia ionantha [TaxID 85262]/

2. Sinningia speciosa [TaxID 121486]/

3. Smithiantha [TaxID 71140]/

4. Streptocarpus kewensis/

#1802. <Viral hosts belong to the Division Magnoliophyta, Class Magnoliopsida, Subclass ASTERIDAE, Order Scrophulariales> 

Family Oleaceae. Virus found in/

1. Forsythia x intermedia [TaxID 55183]/

2. Fraxinus excelsior (European Ash) [TaxID 38873]/

3. Jasminum officinale [TaxID 126433]/

4. Ligustrum vulgare (common privet) [TaxID 13597]/

5. Olea europaea (common olive) [TaxID 4146]/

6. Syringa oblata var. affinis/

7. Syringa vulgaris (common lilac) [TaxID 34270]/

#1803. <Viral hosts belong to the Division Magnoliophyta, Class Magnoliopsida, Subclass ASTERIDAE, Order Scrophulariales> Family Pedaliaceae. Virus found in/

1. Sesamum indicum (sesame) [TaxID 4182]/

#1804. <Viral hosts belong to the Division Magnoliophyta, Class Magnoliopsida, Subclass ASTERIDAE, Order Scrophulariales> 

Family Martyniaceae (~Pedaliaceae). Virus found in/

1. Proboscidea jussieu/

#1805. <Viral hosts belong to the Division Magnoliophyta, Class Magnoliopsida, Subclass ASTERIDAE, Order Scrophulariales> Family Scrophulariaceae. Virus found in/

1. Alonsoa warscewiczii/

2. Antirrhinum majus (snapdragon) [TaxID 4151]/

3. Digitalis lanata [TaxID 49450]/

4. Digitalis purpurea (common foxglove) [TaxID 4164]/

5. Mimulus luteus/

6. Rehmannia [TaxID 99299]/

7. Scrophularia californica [TaxID 46031]/

8. Scrophularia nodosa [TaxID 90363]/

9. Torenia fournieri [TaxID 68875]/

10. Veronica chamaedrys [TaxID 165330]/

Order Campanulales

#1806. <Viral hosts belong to the Division Magnoliophyta, Class Magnoliopsida, Subclass ASTERIDAE, Order Campanulales> 

Family Campanulaceae. Virus found in/

1. Campanula persicifolia/

2. Lobelia erinus [TaxID 16430]/

Order Rubiales

#1807. <Viral hosts belong to the Division Magnoliophyta, Class Magnoliopsida, Subclass ASTERIDAE, Order Rubiales> 

Family Rubiaceae. Virus found in/

1. Asperula odorata/

2. Borreria intricans/

3. Coffea arabica (coffee) [TaxID 13443]/

4. Diodia teres/

5. Diodia virginiana/

6. Genipa americana [TaxID 58486]/

7. Hamelia patens/

8. Manetia cordifolia/

Order Dipsacales

#1808. <Viral hosts belong to the Division Magnoliophyta, Class Magnoliopsida, Subclass ASTERIDAE, Order Dipsacales> 

Family Caprifoliaceae. Virus found in/

1. Abelia grandiflora (glossy abelia) [TaxID 105883]/

2. Lonicera americana/

3. Lonicera brownii/

4. Lonicera caprifolium/

5. Lonicera heckottii/

6. Lonicera henryi/

7. Lonicera japonica (Japanese honeysuckle) [TaxID 105884]/

8. Lonicera periclymenum/

9. Lonicera telmanniana/

10. Viburnum [TaxID 4204]/

11. Viburnum opulus (crampbark) [TaxID 85293]/

#1809. <Viral hosts belong to the Division Magnoliophyta, Class Magnoliopsida, Subclass ASTERIDAE, Order Dipsacales> 

Family Sambucaceae (~Caprifoliaceae). Virus found in/

1. Sambucus canadensis [TaxID 57008]/

2. Sambucus nigra (European elder) [TaxID 4202]/

3. Sambucus racemosa [TaxID 4203]/

#1810. <Viral hosts belong to the Division Magnoliophyta, Class Magnoliopsida, Subclass ASTERIDAE, Order Dipsacales> 

Family Dipsacaceae. Virus found in/

1. Dipsacus fullonum (common teasel)/

2. Dipsacus fullonum ssp. sylvestris/

3. Scabiosa atropurpurea/

4. Scabiosa columbaria [TaxID 180561]/

#1811. <Viral hosts belong to the Division Magnoliophyta, Class Magnoliopsida, Subclass ASTERIDAE, Order Dipsacales> 

Family Valerianaceae. Virus found in/

1. Fedia cornucopiae [TaxID 180554]/

2. Valeriana officinalis (common valerian) [TaxID 19953]/

3. Valerianella [TaxID 59165]/

4. Valerianella carinata/

Order Asterales (Composites)

#1812. <Viral hosts belong to the Division Magnoliophyta, Class Magnoliopsida, Subclass ASTERIDAE, Order Asterales> 

Family Asteraceae (~Compositae) . Virus found in/

1. Acanthospermum hispidum (bristly starbur)/

2. Achillea filipendulina (fernleaf yarrow)/

3. Achillea ptarmica [TaxID 133233]/

4. Ageratum conyzoides [TaxID 68299]/

5. Ageratum houstonianum (ageratum) [TaxID 55598]/

6. Ambrosia [TaxID 4211]/

7. Arctium lappa (great burdock) [TaxID 4217]/

8. Arctium minus [TaxID 143172]/

9. Arctotheca calendula/

10. Aster amellus [TaxID 72897]/

11. Aster novae-angliae (New England aster) [TaxID 55612]/

12. Aster novi-belgii/

13. Balsamorhiza sagittata/

14. Bellis perennis [TaxID 41492]/

15. Bidens pilosa (bur-marigold) [TaxID 42337]/

16. Calendula chrysantha/

17. Calendula officinalis (common marigold) [TaxID 41496]/

18. Callistephus chinensis [TaxID 13379]/

19. Carthamus tinctorius (safflower) [TaxID 4222]/

20. Centaurea cyanus [TaxID 41522]/

21. Chondrilla juncea [TaxID 75963]/

22. Chrysanthemum carinatum/

23. Chrysanthemum coronarium (crown daisy) [TaxID 99038]/

24. Chrysanthemum frutescens/

25. Chrysanthemum leucanthemum/

26. Chrysanthemum maximum [TaxID 13423]/

27. Chrysanthemum morifolium (mum) [TaxID 41568]/

28. Chrysanthemum parthenium/

29. Chrysanthemum segetum (corn marigold) [TaxID 118509]/

30. Cichorium endiva/

31. Cichorium intybus (chicory) [TaxID 13427]/

32. Cirsium arvense [TaxID 41550]/

33. Coreopsis lanceolata/

34. Coreopsis tinctoria [TaxID 41554]/

35. Cosmos bipinnatus [TaxID 51277]/

36. Crepis neglecta/

37. Cynara cardunculus [TaxID 4265]/

38. Cynara scolymus (globe artichoke) [TaxID 59895]/

39. Cynara syriaca [TaxID 143196]/

40. Dahlia pinnata [TaxID 101596]/

41. Echinops exaltatus [TaxID 9372]/

42. Eclipta prostrata [TaxID 53719]/

43. Embergeria megalocarpa/

44. Emilia flammea/

45. Emilia sagittata/

46. Emilia sonchifolia (lilac tasselflower)/

47. Erigeron [TaxID 41574]/

48. Gaillardia aristata (blanket-flower) [TaxID 55624]/

49. Galinsoga parviflora/

50. Gazania rigens [TaxID 55627]/

51. Gerbera [TaxID 13546]/

52. Gerbera jamesonii [TaxID 13547]/

53. Gynura aurantiaca/

54. Helenium amarum/

55. Helenium amarum hybrids/

56. Helenium autumnale (sneezeweed) [TaxID 138408]/

57. Helianthus annuus (common sunflower) [TaxID 4232]/

58. Helianthus maximilianii/

59. Helichrysum bracteatum (Vent.) Andr. (bracted strawflower)/

60. Helminthia echioides/

61. Hypochoeris aetensis/

62. Hypochoeris radiata /

63. Lactuca sativa (garden lettuce) [TaxID 4236]/

64. Lactuca serriola [TaxID 75943]/

65. Lactuca virosa [TaxID 75947]/

66. Launaea aspleniifolia/

67. Launaea naudicaulis/

68. Leontodon autumnalis/

69. Liatris spicata/

70. Mycelis muralis [TaxID 75960]/

71. Petasites officinalis/

72. Podolepis robusta [TaxID 104969]/

73. Pulicaria dysenterica [TaxID 56535]/

74. Reichardia tingitana [TaxID 122545]/

75. Rudbeckia hirta hybridum ????/

76. Senecio cineraria (common groundsel)/

77. Senecio cruentus/

78. Senecio vulgaris [TaxID 76276]/

79. Sonchus arvensis [TaxID 50192]/

80. Sonchus asper [TaxID 50193]/

81. Sonchus hydrophilus/

82. Sonchus oleraceus [TaxID 50207]/

83. Synedrella nodiflora/

84. Tagetes (marigolds) [TaxID 13707]/

85. Tagetes erecta (African marigold) [TaxID 13708]/

86. Tagetes patula (French marigold) [TaxID 55843]/

87. Tanacetum vulgare (tansy) [TaxID 128002]/

88. Taraxacum officinale [TaxID 50225]/

89. Tithonia speciosa/

90. Urospermum dalechampii [TaxID 122557]/

91. Verbesina encelioides/

92. Vernonia (ironweed) [TaxID 13753]/

93. Xanthium strumarium /

94. Zinnia elegans [TaxID 34245]/

Order Solanales

#1813. <Viral hosts belong to the Division Magnoliophyta, Class Magnoliopsida, Subclass ASTERIDAE, Order Solanales> 

Family Convolvulaceae. Virus found in/

1. Calystegia sepium (hedge bindweed) [TaxID 47519]/

2. Convolvulus arvensis [TaxID 4123]/

3. Convolvulus tricolor [TaxID 4124]/

4. Hewittia sublobata/

5. Ipomoea aquatica Forsk. (swamp morning-glory) [TaxID 89636]/

6. Ipomoea batatas (sweet potato) [TaxID 4120]/

7. Ipomoea congesta/

8. Ipomoea hederacea Jacq. (ivyleaf morning-glory) [TaxID 43178]/

9. Ipomoea incarnata/

10. Ipomoea nil (Japanese morning glory) [TaxID 35883]/

11. Ipomoea purpurea (common morning glory) [TaxID 4121]/

12. Ipomoea setosa Ker-Gawl. (Brazilian morningglory) [TaxID 89662]/

13. Ipomoea sloteri/

14. Ipomoea trichocarpa/

15. Ipomoea tricolor [TaxID 89664]/

16. Ipomoea trifida [TaxID 35884]/

17. Jacquemontia tamnifolia (L.) Griseb. (clustervine) [TaxID 112277]/

#1814. <Viral hosts belong to the Division Magnoliophyta, Class Magnoliopsida, Subclass ASTERIDAE, Order Solanales> 

Family Hydrophyllaceae. Virus found in/

1. Phacelia campanularia [TaxID 79382]/

#1815. <Viral hosts belong to the Division Magnoliophyta, Class Magnoliopsida, Subclass ASTERIDAE, Order Solanales> 

Family Nolanaceae (~Solanaceae). Virus found in/

1. Nolana prostrata/

#1816. <Viral hosts belong to the Division Magnoliophyta, Class Magnoliopsida, Subclass ASTERIDAE, Order Solanales> 

Family Polemoniaceae. Virus found in/

1. Leptosiphon /

2. Phlox drummondii [TaxID 103529]/

#1817. <Viral hosts belong to the Division Magnoliophyta, Class Magnoliopsida, Subclass ASTERIDAE, Order Solanales> 

Family Solanaceae. Virus found in/

1. Atropa belladonna (belladonna) [TaxID 33113]/

2. Browallia speciosa/

3. Capsicum annuum (cayenne pepper) [TaxID 4072]/

4. Capsicum baccatum/

5. Capsicum baccatum var. pendulum (aji)/

6. Capsicum cardenasii/

7. Capsicum chacoense/

8. Capsicum chinense/

9. Capsicum eximium/

10. Capsicum frutescens/

11. Capsicum frutescens var. grossum/

12. Capsicum microcarpum/

13. Capsicum pendulum/

14. Capsicum praetermissum/

15. Capsicum pubescens/

16. Capsicum sinensis/

17. Cestrum parqui (green poison-berry) [TaxID 142762]/

18. Cyphomandra betacea [TaxID 45843]/

19. Datura alba/

20. Datura bernhardii/

21. Datura candida /

22. Datura ferox [TaxID 169103]/

23. Datura inermis/

24. Datura innoxia (sacred datura) [TaxID 4075]/

25. Datura metel (Hindu datura) [TaxID 35625]/

26. Datura meteloides/

27. Datura sanguinea/

28. Datura stramonium (jimsonweed) [TaxID 4076]/

29. Datura tatula /

30. Hyoscyamus desertorum/

31. Hyoscyamus niger (henbane) [TaxID 4079]/

32. Lycium barbarum [TaxID 112863]/

33. Lycium chinense [TaxID 112883]/

34. Lycopersicon chilense [TaxID 4083]/

35. Lycopersicon esculentum (tomato) [TaxID 4081]/

36. Lycopersicon hirsutum [TaxID 62890]/

37. Lycopersicon peruvianum (Peruvian tomato) [TaxID 4082]/

38. Lycopersicon pimpinellifolium (currant tomato) [TaxID 4084]/

39. Nicandra physalodes (shoo-fly plant) [TaxID 33118]/

40. Nicotiana acuminata (acuminate tobacco) [TaxID 4086]/

41. Nicotiana affinis/

42. Nicotiana alata (Persian tobacco) [TaxID 4087]/

43. Nicotiana benthamiana [TaxID 4100]/

44. Nicotiana bigelovii (Bigelov's tobacco) [TaxID 4088]/

45. Nicotiana cavicola [TaxID 118690]/

46. Nicotiana clevelandii [TaxID 81866]/

47. Nicotiana debneyi (Debney's tobacco) [TaxID 4089]/

48. Nicotiana forgetiana [TaxID 118696]/

49. Nicotiana glauca (tree tobacco) [TaxID 4090]/

50. Nicotiana glutinosa [TaxID 35889]/

51. Nicotiana glutinosa x N. clevelandii/

52. Nicotiana hesperis/

53. Nicotiana hybrida/

54. Nicotiana knightiana [TaxID 118699]/

55. Nicotiana langsdorffii [TaxID 118700]/

56. Nicotiana longiflora [TaxID 118702]/

57. Nicotiana megalosiphon [TaxID 118703]/

58. Nicotiana occidentalis/

59. Nicotiana occidentalis ssp. obliqua/

60. Nicotiana palmeri [TaxID 49453]/

61. Nicotiana paniculata {TaxID 62141}/

62. Nicotiana pavicola/

63. Nicotiana physalodes/

64. Nicotiana plumbaginafolia (curled-leaved tobacco) [TaxID 4092]/

65. Nicotiana repanda {TaxID 76336]/

66. Nicotiana rustica (Aztec tobacco) [TaxID 4093]/

67. Nicotiana sylvestris (wood tobacco) [TaxID 4096]/

68. Nicotiana tabacum (common tobacco) [TaxID 4097]/

69. Nicotiana velutina [TaxID 49454]/

70. Nicotiana x edwardsonii/

71. Petunia alba/

72. Petunia axillaris (large white petunia) [TaxID 33119]/

73. Petunia violacea/

74. Petunia x hybrida (garden petunia) [TaxID 4102]/

75. Physalis aequata/

76. Physalis alkekengi (Japanese lantern) [TaxID 33120]/

77. Physalis angulata [TaxID 113208]/

78. Physalis floridana/

79. Physalis franchetii/

80. Physalis heterophylla/

81. Physalis ixocarpa /

82. Physalis minima/

83. Physalis peruviana [TaxID 126903]/

84. Physalis subglabrata/

85. Physalis viscosa/

86. Physalis wrightii/

87. Salpiglossis sinuata (painted tongue) [TaxID 33121]/

88. Schizanthus pinnatus (butterfly flower) [TaxID 33122]/

89. Solanum acaule [TaxID 103871]/

90. Solanum basendopogon/

91. Solanum basendopogon f. obtusum/

92. Solanum berthaultii [TaxID 47970]/

93. Solanum brachycarpum/

94. Solanum capsicastrum Link ex Schauer (false Jerusalem cherry)/

95. Solanum carolinense (ball nightshade) [TaxID 50511]/

96. Solanum chacoense (chaco potato) [TaxID 4108]/

97. Solanum chancayense/

98. Solanum commersonii (Commerson's wild potato) [TaxID 4109]/

99. Solanum demissum [TaxID 50514]/

100. Solanum demissum x S. tuberosum/

101. Solanum dulcamara [TaxID 45834]/

102. Solanum giganteum/

103. Solanum goniocalyx/

104. Solanum incanum/

105. Solanum integrifolium/

106. Solanum jasminoides/

107. Solanum luteum/

108. Solanum megistacrolobum/

109. Solanum melongena (eggplant) [TaxID 4111]/

110. Solanum microdontum/

111. Solanum mochiquense/

112. Solanum muricatum/

113. Solanum nigrum (black nightshade) [TaxID 4112]/

114. Solanum nitidibaccatum/

115. Solanum nodiflorum [TaxID 85267]/

116. Solanum pennellii/

117. Solanum pseudocapsicastrum /

118. Solanum quercifolium/

119. Solanum raphanifolium [TaxID 172264]/

120. Solanum rostratum [TaxID 45839]/

121. Solanum seaforthianum [TaxID 45840]/

122. Solanum sodomaeum /

123. Solanum spegazzinii [TaxID 42755]/

124. Solanum stoloniferum/

125. Solanum tuberosum (potato) [TaxID 4113]/

126. Solanum tuberosum ssp. andigena [TaxID 80418]/

127. Solanum tuberosum ssp. andigena x S. tuberosum ssp. tuberosum/

128. Solanum tuberosum ssp. tuberosum [TaxID 90692]/

129. Solanum vernei [TaxID 162495]/

130. Solanum villosum [TaxID 115671]/

131. Solanum xanthocarpum/

132. Withania somnifera [TaxID 126910]/

Class Liliopsida (Monocotyledonae)
#1818. <Viral hosts belong to the Kingdom Plantae; Division Magnoliophyta (Angiospermatophyta); Class Liliopsida (Monocotyledonae)> Subclass <whether Alismatidae, Lilidae, Zingiberidae, Commelinidae, Arecidae (Cronquist)>/

1. ALISMATIDAE/

2. LILIIDAE/

3. ZINGIBERIDAE/

4. COMMELINIDAE/

5. ARECIDAE/

Subclass ALISMATIDAE
#1819. <Viral hosts belong to the Kingdom Plantae; Division Magnoliophyta (Angiospermatophyta); Class Liliopsida (Monocotyledonae); Subclass ALISMATIDAE (Cronquist)> Order/

1. Alismatales/

2. Hydrocharitales/

3. Najadales <Family Potomogetaceae>/

4. Najadales <Family Juncaginaceae>/

5. Triuridales/

Subclass ARECIDAE
#1820. <Viral hosts belong to the Kingdom Plantae; Division Magnoliophyta (Angiospermatophyta); Class Liliopsida (Monocotyledonae); Subclass ARECIDAE> Order/

1. Arecales/

2. Cyclanthales/

3. Arales/

4. Pandanales/

5. Thyphales <should be with Commelinidae>/

Order Arales

#1821. <Viral hosts belong to the Division Magnoliophyta, Class Liliopsida, Subclass Arecidae, Order Arales> 

Family Araceae. Virus found in/

1. Aglaonema /

2. Alocasia macrorrhizos/

3. Amorphophallus konjac/

4. Arisaema /

5. Caladium hortulanum/

6. Colocasia esculenta/

7. Cryptocoryne /

8. Cyrtosperma/

9. Dieffenbachia picta/

10. Philodendron oxycardium/

11. Philodendron selloum/

12. Philodendron speciosum/

13. Philodendron verrucosum/

14. Richardia/

15. Spathiphyllum/

16. Xanthosoma caracu/

17. Zantedeschia elliottiana/

Order Arecales (Palmae)

#1822. <Viral hosts belong to the Division Magnoliophyta, Class Liliopsida, Subclass Arecidae, Order Arecales> 

Family Arecaceae <or Palmae>/

1. Chrysalidocarpus lutescens/

2. Cocos nucifera/

3. Washingtonia robusta/

Subclass LILIIDAE
#1823. <Viral hosts belong to the Kingdom Plantae; Division Magnoliophyta (Angiospermatophyta); Class Liliopsida (Monocotyledonae); Subclass LILIIDAE> Order/

1. Liliales/

2. Iridales/

3. Orchidales/

Order Liliales (~Asparagales)

#1824. <Viral hosts belong to the Division Magnoliophyta, Class Liliopsida, Subclass Liliidae, Order Liliales (~Asparagales)> Family Amaryllidaceae. Virus found in/

1. Hippeastrum equestre/

2. Hippeastrum hybridum/

3. Narcissus [TaxID 4697]/

4. Narcissus jonquilla [TaxID 54852]/

5. Narcissus poeticus [TaxID 54855]/

6. Narcissus pseudonarcissus (daffodil) [TaxID 39639]/

7. Narcissus tazetta [TaxID 54860]/

8. Nerine bowdenii [TaxID 59042]/

9. Nerine sarniensis [TaxID 180152]/

10. Vallota speciosa/

#1825. <Viral hosts belong to the Division Magnoliophyta, Class Liliopsida, Subclass Liliidae, Order Liliales (~Asparagales)> Family Anthericaceae. Virus found in/

1. Chlorophytum comosum [TaxID 34182]/

#1826. <Viral hosts belong to the Division Magnoliophyta, Class Liliopsida, Subclass Liliidae, Order Liliales (~Asparagales)> Family Hyacinthaceae. Virus found in/

1. Hyacinthus orientalis (common hyacinth) [TaxID 82025]/

2. Lachenalia [TaxID 81765]/

3. Ornithogalum thyrsoides (Star of Bethlehem)/

#1827. <Viral hosts belong to the Division Magnoliophyta, Class Liliopsida, Subclass Liliidae, Order Liliales (~Asparagales)> Family Alliaceae. Virus found in <whether Allium or Asparagus>/

1. Agapanthus praecox ssp. orientalis/

2. Allium [TaxID 4678]/

3. Allium ampeloprasum var. holmense/

4. Allium ampeloprasum var. sectivum /

5. Allium cepa (onion) [TaxID 4679]/

6. Allium cepa var. ascalonicum (shallot) [TaxID 28911]/

7. Allium cepa var. cepa/

8. Allium cepa var. perutile/

9. Allium chinense [TaxID 130426]/

10. Allium fistulosum (Welsh onion) [TaxID 35875]/

11. Allium porrum (leek) [TaxID 4681]/

12. Allium sativum (garlic) [TaxID 4682]/

13. Allium schoenoprasum (chive) [TaxID 74900]/

14. Allium tuberosum [TaxID 4683]/

15. Allium vineale/

16. Nothoscordum fragrans [TaxID 82211]/

17. Asparagus [TaxID 4685]/

18. Asparagus officinalis (garden asparagus) [TaxID 4686]/

#1828. <Viral hosts belong to the Division Magnoliophyta, Class Liliopsida, Subclass Liliidae, Order Liliales (~Dioscoreales)> Family Dioscoreaceae. Virus found in/

1. Dioscorea alata (yam) [TaxID 55571]/

2. Dioscorea batatas (Chinese potato) [TaxID 59031]/

3. Dioscorea batatas f. typica/

4. Dioscorea bulbifera (potato yam) [TaxID 35874]/

5. Dioscorea cayenensis (yellow yam) [TaxID 29710]/

6. Dioscorea composita/

7. Dioscorea dumetorum [TaxID 167584]/

8. Dioscorea floribunda/

9. Dioscorea praehensilis (bush yam) [TaxID 55576]/

10. Dioscorea preussii/

11. Dioscorea rotundata (white yam) [TaxID 55577]/

12. Dioscorea trifida (cush-cush yam) [TaxID 55581]/

13. Tamus communis [TaxID 55634]/

Order Liliales

#1829. <Viral hosts belong to the Division Magnoliophyta, Class Liliopsida, Subclass Liliidae, Order Liliales> 

Family Alstroemeriaceae. Virus found in/

1. Alstroemeria [TaxID 56741]/

2. Alstroemeria caryophylla [TaxID 72642]/

3. Alstroemeria psittacina [TaxID 75983]/

#1830. <Viral hosts belong to the Division Magnoliophyta, Class Liliopsida, Subclass Liliidae, Order Liliales> 

Family Liliaceae. Virus found in/

1. Fritillaria pudica/

2. Lilium elegans/

3. Lilium formosanum A. Wallace (Formosa lily) [TaxID 63788]/

4. Lilium longiflorum (trumpet lily) [TaxID 4690]/

5. Tulipa gesneriana [TaxID 13306]/

6. Tulipa gesneriana cultivars/

7. Tulipa hybrids/

#1831. <Viral hosts belong to the Division Magnoliophyta, Class Liliopsida, Subclass Liliidae, Order Liliales> 

Family Melanthiaceae. Virus found in/

1. Zigadenus fremontii [TaxID 164838]/

#1832. <Viral hosts belong to the Division Magnoliophyta, Class Liliopsida, Subclass Liliidae, Order Liliales> 

Family Calochortaceae. Virus found in/

1. Calochortus [TaxID 59059]/

#1833. <Viral hosts belong to the Division Magnoliophyta, Class Liliopsida, Subclass Liliidae, Order Liliales> 

Family Colchicaceae. Virus found in/

1. Gloriosa rothschildiana (glory lily)/

Order Liliales Family Iridaceae

#1834. <Viral hosts belong to the Division Magnoliophyta, Class Liliopsida, Subclass Liliidae, Order Liliales> 

Family Iridaceae. Virus found in/

1. Belamcanda chinensis/

2. Crocus vernus/

3. Freesia refracta/

4. Gladiolus /

5. Iris danfordiae/

6. Iris fulva/

7. Iris fulva x I. brevicaulis/

8. Iris germanica/

9. Iris kaempferi/

10. Iris laevigata/

11. Iris pumila/

12. Iris reticulata /

13. Iris sanguinea/

14. Iris sibirica/

15. Iris spuria/

16. Iris tingitana x I. xiphium/

17. Iris x hollandica/

18. Iris xiphium/

19. Iris xiphoides/

20. Neomarica gracilis/

21. Iris ensata Thunb./

#1835. <Viral hosts belong to the Division Magnoliophyta, Class Liliopsida, Subclass Liliidae, Order Liliales> 

Family Agavaceae. Virus found in/

1. Agave [TaxID 39509]/

2. Furcraea [TaxID 39538]/

3. Furcraea macrophylla/

4. Polianthes tuberosa L. (tuberose) [TaxID 82206]/

5. Yucca (yuccas) [TaxID 39550]/

6. Yucca elephantipes/

#1836. <Viral hosts belong to the Division Magnoliophyta, Class Liliopsida, Subclass Liliidae, Order Liliales> 

Family Pontederiaceae. Virus found in/

1. Monochoria vaginalis (pickerel weed) [TaxID 44972]/

Order Orchidales

#1837. <Viral hosts belong to the Division Magnoliophyta, Class Liliopsida, Subclass Liliidae, Order Orchidales> 

Family Cypripediaceae. Virus found in/

1. Cypripedium calceolus/

#1838. <Viral hosts belong to the Division Magnoliophyta, Class Liliopsida, Subclass Liliidae, Order Orchidales> 

Family Orchidaceae. Virus found in/

1. Calanthe /

2. Cattleya /

3. Coelogyne /

4. Cymbidium /

5. Cymbidium alexanderi /

6. Dendrobium nobile/

7. Dendrobium phalaenopsis/

8. Epidendrum /

9. Habenaria radiata/

10. Laelia /

11. Laeliocattleya/

12. Miltonia /

13. Odontoglossum grande/

14. Oncidium /

15. Paphiopedilum /

16. Pecteilis /

17. Phalaenopsis /

18. Renanthera /

19. Vanda /

20. Vanilla fragrans/

21. Vanilla pompona/

22. Vanilla tahitensis/

23. Zygopetalum /

Subclass ZINGIBERIDAE
#1839. <Viral hosts belong to the Kingdom Plantae; Division Magnoliophyta (Angiospermatophyta); Class Liliopsida (Monocotyledonae); Subclass ZINGIBERIDAE> Order/

1. Bromeliales/

2. Zingiberales/

Order Bromeliales

#1840. <Viral hosts belong to the Division Magnoliophyta, Class Liliopsida, Subclass Ziniberidae, Order Bromeliales> 

Family Bromeliaceae. Virus found in/

1. Ananas comosus/

Order Zingiberales

#1841. <Viral hosts belong to the Division Magnoliophyta, Class Liliopsida, Subclass Ziniberidae, Order Zingiberales> 

Family Cannaceae. Virus found in/

1. Canna/

#1842. <Viral hosts belong to the Division Magnoliophyta, Class Liliopsida, Subclass Ziniberidae, Order Zingiberales> 

Family Musaceae. Virus found in/

1. Musa acuminata/

2. Musa balbisiana/

3. Musa sapientum/

#1843. <Viral hosts belong to the Division Magnoliophyta, Class Liliopsida, Subclass Ziniberidae, Order Zingiberales> Family Zingiberaceae. Virus found in/

1. Elettaria cardamomum/

2. Hedychium gardnerianum/

3. Zingiber officinale/

Subclass COMMELINIDAE
#1844. <Viral hosts belong to the Kingdom Plantae; Division Magnoliophyta (Angiospermatophyta); Class Liliopsida (Monocotyledonae); Subclass COMMELINIDAE> Order/

1. Juncales/

2. Cyperales/

3. Bromeliales <should be with Ziniberidae>/

4. Commelinales/

5. Eriocaulales/

6. Restionales/

7. Poales <taxonomic position in debate: either Commelinidae Cyperales Poaceae (Cronquist) or Poales (Judd)>/

8. Thyphales/

Order Commelinales

#1845. <Viral hosts belong to the Division Magnoliophyta, Class Liliopsida, Subclass Commelinidae, Order Commelinales> Family Commelinaceae. Virus found in/

1. Aneilema aequinoctiale/

2. Commelina benghalensis/

3. Commelina diffusa/

4. Commelina elegans/

5. Commelina erecta/

6. Murdannia nudiflora/

7. Tinantia erecta/

8. Tradescantia albiflora/

9. Tradescantia blossfeldiana/

10. Tradescantia fluminensis/

11. Tradescantia navicularis/

12. Tradescantia spathacea/

13. Tradescantia zebrina/

Order Cyperales

#1846. <Viral hosts belong to the Division Magnoliophyta, Class Liliopsida, Subclass Commelinidae, Order Juncales> 

Family Cyperaceae. Virus found in/

1. Cyperus brevifolius/

2. Cyperus difformis/

3. Cyperus rotundus/

4. Fimbristylis miliacea/

5. Rhynchosia minima/

Order Poales

#1847. <Viral hosts belong to the Division Magnoliophyta, Class Liliopsida, Subclass Commelinidae, Order Poales> 

Family Poaceae. Virus found in/

1. Aegilops cylindrica/

2. Aegilops kotschyi/

3. Aegilops searsii/

4. Aegilops speltoides/

5. Aegilops triaristata/

6. Aegilops triuncialis/

7. Aegilops umbellulata/

8. Aeglopsis chevalieri/

9. Agropyron cristatum/

10. Agropyron sibiricum/

11. Agrostis alba/

12. Agrostis canina/

13. Agrostis gigantea/

14. Agrostis palustris/

15. Agrostis puchella/

16. Agrostis stolonifera/

17. Agrostis tenuis/

18. Alopecurus aequalis/

19. Alopecurus geniculatus/

20. Alopecurus japonicus/

21. Alopecurus myosuroides/

22. Alopecurus pratensis/

23. Andropogon gerardi/

24. Andropogon hallii/

25. Andropogon sorghum/

26. Anthoxanthum aristatum/

27. Anthoxanthum odoratum/

28. Apera spica-venti/

29. Arrhenatherum elatius/

30. Arundinaria amabilis/

31. Arundo donax/

32. Avena byzantina/

33. Avena fatua/

34. Avena sativa/

35. Avena strigosa/

36. Axonopus compressus/

37. Bambusa beecheyana/

38. Bambusa edulis/

39. Bambusa multiplex/

40. Bambusa oldhamii/

41. Bambusa vulgaris/

42. Beckmannia syzigachne/

43. Bothriochloa alta/

44. Bothriochloa barbinodis/

45. Bouteloua gracilis/

46. Bouteloua hirsuta/

47. Brachiaria eruciformis/

48. Brachiaria miliiformis/

49. Brachiaria mutica/

50. Brachiaria ramosa/

51. Brachiaria reptens/

52. Briza /

53. Bromus aleutensis/

54. Bromus arvensis/

55. Bromus carinatus/

56. Bromus catharticus/

57. Bromus commutatus/

58. Bromus erectus/

59. Bromus inermis/

60. Bromus macrostachys/

61. Bromus mollis/

62. Bromus racemosus/

63. Bromus rigidus/

64. Bromus secalinus/

65. Bromus sterilis/

66. Bromus tectorum/

67. Bromus uniloides/

68. Calamagrostis canadensis/

69. Calamagrostis epigejos/

70. Cenchrus argentina/

71. Cenchrus canterai/

72. Cenchrus ciliaris/

73. Cenchrus cucullata/

74. Cenchrus distichophylla/

75. Cenchrus echinatus/

76. Cenchrus gayana/

77. Cenchrus radiata/

78. Cenchrus submutica/

79. Cenchrus virgata/

80. Chloris gayana/

81. Chloris virgata/

82. Coix lacryma-jobi/

83. Cortaderia selloana/

84. Cymbopogon distans/

85. Cymbopogon schoenanthus/

86. Cynodon dactylon/

87. Cynosurus cristatus/

88. Dactylis glomerata/

89. Dactyloctenium aegyptium/

90. Dactyloctenium gigantea/

91. Dendrocalamus latiflorus/

92. Digitaria abyssinica/

93. Digitaria adscendens/

94. Digitaria ciliaris/

95. Digitaria decumbens/

96. Digitaria didactyla /

97. Digitaria enantha/

98. Digitaria horizontalis/

99. Digitaria longiflora/

100. Digitaria marginata/

101. Digitaria milanjiana/

102. Digitaria pentzii/

103. Digitaria sanguinalis/

104. Digitaria setigera/

105. Digitaria setivalvola/

106. Digitaria ternata /

107. Digitaria valida/

108. Digitaria velutina/

109. Digitaria violascens /

110. Dinebra retroflexa/

111. Diplachne fusca/

112. Echinochloa colona/

113. Echinochloa crus-galli/

114. Echinochloa crus-galli var. formosensis/

115. Echinochloa crus-galli var. oryzicola/

116. Echinochloa polystachya/

117. Eleusine africana/

118. Eleusine coracana/

119. Eleusine indica/

120. Elymus canadensis/

121. Elymus junceus/

122. Elymus trachycaulus/

123. Elymus tsukushiensis var. transiens/

124. Elymus virginicus/

125. Elytrigia intermedia/

126. Elytrigia repens/

127. Eragrostis abyssinica/

128. Eragrostis aspera/

129. Eragrostis cilianensis/

130. Eragrostis ciliaris/

131. Eragrostis curvula/

132. Eragrostis multicaulis/

133. Eragrostis multiflorum/

134. Eragrostis pilosa/

135. Eragrostis poaeoides/

136. Eragrostis tenella/

137. Eragrostis valida/

138. Eremochloa ophiuroides/

139. Eremopyrum hirsutum/

140. Euchlaena mexicana/

141. Euchlaena perennis/

142. Festuca arundinacea/

143. Festuca elatior/

144. Festuca gigantea/

145. Festuca ovina/

146. Festuca pratensis/

147. Festuca rubra/

148. Glyceria fluitans/

149. Heteropogon contortus/

150. Holcus lanatus/

151. Holcus mollis/

152. Hordeum jubatum/

153. Hordeum murinum/

154. Hordeum sativum/

155. Hordeum vulgare/

156. Hyparrhenia rufa/

157. Imperata arundinacea/

158. Imperata cylindrica/

159. Imperata cylindrica var. major/

160. Isachne globosa/

161. Ixophorus unisetus/

162. Lagurus ovatus/

163. Lamarckia aurea/

164. Leersia hexandra/

165. Leersia japonica/

166. Leptochloa filiformis/

167. Leptochloa virgata/

168. Lolium multiflorum/

169. Lolium multiflorum x L. perenne/

170. Lolium perenne/

171. Lolium persicum/

172. Lolium remotum/

173. Lolium subulatum/

174. Lolium temulentum/

175. Lolium vulgare/

176. Lophopyrum elongatum/

177. Microlaena stipoides/

178. Miscanthus sacchariflorus/

179. Muhlenbergia schreberi/

180. Oplismenus compositus/

181. Oryza australiensis/

182. Oryza barthii/

183. Oryza cubensis/

184. Oryza glaberrima/

185. Oryza latifolia/

186. Oryza longistaminata/

187. Oryza nivara/

188. Oryza perennis/

189. Oryza punctata/

190. Oryza sativa/

191. Oryza sativa var. japonica/

192. Oryzopsis miliacea/

193. Panicum bergii/

194. Panicum bisulcatum/

195. Panicum capillare/

196. Panicum coloratum/

197. Panicum coloratum var. Makarikari /

198. Panicum dichotomiflorum/

199. Panicum hallii/

200. Panicum maximum/

201. Panicum miliaceum/

202. Panicum texanum/

203. Panicum virgatum/

204. Paspalum almum/

205. Paspalum conjugatum/

206. Paspalum dilatatum/

207. Paspalum membranaceum/

208. Paspalum notatum/

209. Paspalum orbiculare/

210. Paspalum scrobiculatum/

211. Paspalum thumbergii/

212. Paspalum urvillei/

213. Pennisetum alopecuroides/

214. Pennisetum americanum/

215. Pennisetum clandestinum/

216. Pennisetum glaucum/

217. Pennisetum macrorum/

218. Pennisetum pedicellatum/

219. Pennisetum purpureum/

220. Pennisetum typhoides/

221. Phalaris arundinacea/

222. Phalaris canariensis/

223. Phalaris paradoxa/

224. Phalaris tuberosa/

225. Phleum arenarium/

226. Phleum paniculatum/

227. Phleum pratense/

228. Phragmites australis/

229. Phyllostachys nigra/

230. Pleioblastus chino/

231. Poa annua/

232. Poa canadensis/

233. Poa compressa/

234. Poa palustris/

235. Poa pratensis/

236. Poa trivialis /

237. Polypogon fugax/

238. Rottboellia cochinchinensis/

239. Rottboellia exaltata/

240. Saccharum officinarum/

241. Sacciolepis indica/

242. Schedonnardus paniculatus/

243. Schizachrium scoparium/

244. Secale cereale/

245. Setaria adhaerans/

246. Setaria chevalieri/

247. Setaria faberi/

248. Setaria halepense/

249. Setaria homonyma/

250. Setaria italica/

251. Setaria lutescens/

252. Setaria macrostachya/

253. Setaria nigrirostris/

254. Setaria pallidifusca/

255. Setaria sphacelata/

256. Setaria verticillata/

257. Setaria viridis/

258. Setaria vulpiseta/

259. Sorghastrum nutans/

260. Sorghum arundinaceum/

261. Sorghum bicolor/

262. Sorghum halepense/

263. Sorghum laxiflorum/

264. Sorghum macrospermum/

265. Sorghum miliaceum/

266. Sorghum propinguum/

267. Sorghum stipoideum/

268. Sorghum sudanense/

269. Sorghum verticilliflorum/

270. Sorghum vulgare/

271. Sorghum vulgare var. sudanense/

272. Sorghum genotypes ???/

273. Sorghum x almum/

274. Spartina alternifolia/

275. Spartina anglica/

276. Spartina glabra/

277. Spartina maritima/

278. Spartina townsendii/

279. Sporobolus elongatus/

280. Stenotaphrum secundatum/

281. Stipa bromoides/

282. Trichachne californica/

283. Trichloris crinita/

284. Trichloris pluriflora/

285. Tripsacum dactyloides/

286. Trisetum /

287. Triticum aestivum/

288. Triticum compactum/

289. Triticum dicoccum/

290. Triticum durum/

291. Triticum sativum /

292. Triticum vulgare/

293. Urochloa helopus/

294. Urochloa panicoides/

295. Urochloa trichopus/

296. Vaseyochloa multinervosa/

297. Vulpia /

298. x Triticosecale/

299. Zea diploperennis/

300. Zea mays/

301. Zea mays ssp. mays/

302. Zea mays ssp. mexicana/

303. Zea perennis/

304. Zoysia /

Kingdom Animalia
#1848. <Viral hosts belong to the Kingdom Animalia;> Phylum/

1. Porifera <sponges>/

2. Coelenterata/

3. Platyhelminthes <flatworms>/

4. Nematoda <roundworms>/

5. Nemertinea <proboscis worms>/

6. Rotifera <wheel animalcules>/

7. Annelida/

8. Mollusca/

9. Onychophora/

10. Arthropoda/

11. Echinodermata/

12. Hemichordata/

13. Chordata/

Phylum Cnidaria

#1849. Virus <whether infects symbiotic algae in Cnidaria host>/

1. infects symbiotic algae <in Cnidaria host>/

2. does not infect symbiotic algae <in Cnidaria host>/

the host can be selected from the following questions

#1850. <Viral hosts belong to the Kingdom Animalia, Phylum Cnidaria (=Coelenterata)> Class/

1. Hydrozoa (hydroids)/

2. Anthozoa (corals)/

3. Cubosoa (box jelly)/

4. Scyphozoa (true jelly fish)/

#1851. <Viral hosts belong to the Kingdom Animalia, Phylum Cnidaria (=Coelenterata) Class Hydrozoa> Order/

1. Actinulida/

2. Chondrophora/

3. Filifera/

4. Hydroida/

5. Milleporida/

6. Siphonophora/

7. Stylasterida/

8. Trachylina/

#1852. Virus infects <Animalia, Cnidaria, Hydrozoa, Actinulida> Family/

1. Halammohydridae/

2. Otohydridae/

#1853. Virus infects <Animalia, Cnidaria, Hydrozoa, Chondrophora> Family/

1. Porpitidae/

#1854. Virus infects <Animalia, Cnidaria, Hydrozoa, Filifera> Family/

1. Stylasteridae/

#1855. Virus infects <Animalia, Cnidaria, Hydrozoa, Hydroida> Family/

1. Armorhydridae/

2. Hydridae/

3. Protohydridae/

#1856. Virus infects <Animalia, Cnidaria, Hydrozoa, Hydroida, Hydridae Genus>/

1. Chlorohydra/

2. Hydra/

Phylum Rotifera

#1857. <Viral hosts belong to Animalia-Rotifera-Monogononta> Order/

1. Collothecaceae/

2. Flosculariaceae/

3. Ploima/

#1858. Virus infects <Animalia-Rotifera-Monogononta-Ploima> Family Brachionidae, <Genus>/

1. Brachionus /

2. Brachionus plicatilis/

Phylum Arthropoda 

Subphylum Chelicerata

#1859. <Viral hosts belong to the Kingdom Animalia; Phylum Arthropoda;> Subphylum <whether Chelicerata, Crustacea, Hexapoda, Myriapoda>/

1. Chelicerata/

2. Crustacea/

3. Hexapoda/

4. Myriapoda/

5. Arachnida/

#1860. <Viral hosts belong to the Kingdom Animalia; Phylum Arthropoda; Subphylum Chelicerata> Class/

1. Merostomata (horseshoe crabs)/

2. Pycnogonida (sea spiders)/

#1861. <Viral hosts belong to the Kingdom Animalia; Phylum Arthropoda; Subphylum Crustacea> Class <whether Branchiopoda or Maxillipoda>/

1. Branchiopoda, Subclass Phyllopoda/

2. Branchiopoda, Subclass Sarsostraca/

3. Cephalocarida, Order Brachypoda/

4. Malacostraca, Order Decapoda (crabs, crayfishes)/

5. Malacostraca, Order Euphausiacea (krill)/

6. Maxillipoda/

7. Ostracoda/

8. Remipedia/

Subphylum Hexapoda

#1862. <Viral hosts belong to the Kingdom Animalia; Phylum Arthropoda; Subphylum Hexapoda> Class <whether Insecta <Arachnida, Crustacea>>/

1. Insecta <insects>/

2. Arachnida <spiders, mites>/

3. Crustacea <crabs; crustacians>/

4. <others>/

the character arrangement has changed, but not all records in the database have been moved to their new positions to reflect the extended host range for arthropods

Subphylum Arachnida

#1863. <Viral hosts belong to the Kingdom Animalia; Phylum Arthropoda; Subphylum Arachnida> Order/

1. Acarina/

2. Amblypigi/

3. Araneae/

4. Opiliones/

5. Palpigradi/

6. Pseudoscorpionida/

7. Ricinulei/

8. Scorpiones/

9. Solpugida/

10. Uropygi/

Families in Acarina

#1864. <Viral hosts belong to the Kingdom Animalia; Phylum Arthropoda; Subphylum Arachnida, Order Acarina>/

1. Argasidae  (soft ticks)/

2. Ixodidae (hard ticks)/

3. Eriophyidae (mites)/

4. Tetranychidae (mites)/

the taxonomy in the previous version for ticks was not well developed. Some of the question might overlap at present, but will be fixed.

Family Argasidae (soft ticks)

#1865. Virus is carried by <Animalia; Arthropoda; Arachnida, Acarina, Argasidae>/

1. Argas (fowl tick, tampan)/

2. Argas persicus (fowl tick, tampan)/

3. Ornithidorus (relapsing fever tick)/

4. Otobius (spinose ear ticks)/

Family Ixodidae (hard ticks)

#1866. Virus is carried by <Animalia; Arthropoda; Arachnida, Acarina, Ixodidae>/

1. Ixodes (deer tick)/

2. Rhipicephalus (brown dog tick)/

3. Boophilus/

4. Anocentor (tropical horse tick)/

5. Amblyomma (lone star tick, Gulf coast tick)/

Subphylum Myriapoda

#1867. <Viral hosts belong to the Kingdom Animalia; Phylum Arthropoda; Subphylum Myriapoda> Class/

1. Chilopoda (centipedes)/

2. Diplopoda (millipedes)/

3. Pauropoda/

4. Symphyla/

Subphylum Hexapoda Class Insecta

#1868. <Viral hosts belong to the Kingdom Animalia; Phylum Arthropoda; Subphylum Hexapoda Class Insecta> Subclass <whether Apterygota, Archaeognatha, Dicondylia, Pterygota>/

1. Apterygota/

2. Archaeognatha/

3. Dicondylia/

4. Dicondylia Order Thysanura/

5. Pterygota (winged insects)/

#1869. <Viral hosts belong to the Kingdom Animalia; Phylum Arthropoda; Subphylum Hexapoda> Order <whether Collembola, Diplura, Protura>/

1. Collembola <springtails>/

2. Diplura <two-pronged bristletails>/

3. Protura <no common name>/

#1870. <Viral hosts belong to the Kingdom Animalia; Phylum Arthropoda; Subphylum Hexapoda Class Insecta;> Order/

1. Archaeognatha (Microcoryphia) <bristletails>/

2. Thysanura (Zygentoma) <silverfish>/

3. Ephemeroptera <mayflies>/

4. Odonata <Dragonflies and Damselflies>/

5. Plecoptera <stoneflies>/

6. Blattodea <cockroaches>/

7. Isoptera <termites>/

8. Mantodea <mantids>/

9. Grylloblattodea <rockcrawlers or icebugs>/

10. Dermaptera <earwigs>/

11. Orthoptera <grasshoppers>/

12. Phasmatodea <stick-insects>/

13. Embiopte <webspinner>/

14. Zoraptera <angel insects>/

15. Psocoptera <barklice; booklice>/

16. Phthiraptera <lice>/

17. Hemiptera <Order includes the Suborders Hetroptera (bugs) and Homoptera (cicadas, planthoppers)>/

18. Thysanoptera <thrips>/

19. Megaloptera <alderflies>/

20. Raphidioptera <snakeflies>/

21. Neuroptera <lacewings>/

22. Coleoptera <beetles>/

23. Strepsiptera <no common name>/

24. Mecoptera <scorpionflies; hangingflies>/

25. Siphonaptera <fleas>/

26. Diptera <flies>/

27. Trichoptera <caddisflies>/

28. Lepidoptera <butterflies>/

29. Hymenoptera <wasps>/

Phylum Chordata, Subphylum Vertebrata

#1871. <Viral hosts belong to the Kingdom Animalia; Phylum Chordata;> Subphylum <whether Tunicata or Vertebrates>/

1. Tunicata <=Urochordata; notochord only present in the larva, and confined to the tail>/

2. Cephalochordata <=Acrania; notochord extends to the head>/

3. Vertebrata <notochord is replaced, in the adult, by a backbone and the brain is encased in a cranium>/

#1872. <Viral hosts belong to the Kingdom Animalia; Phylum Chordata; Subphylum Vertebrata;> Class <whether fish, amphibia, reptiles, birds or mammals>/

1. Agnatha <<=Cyclostomata> Jawless fish and Lamprey>/

2. Chondrichthyes <jawed fish with cartilaginous skeletons <soft or flexible skeletons>>/

3. Osteichthyes <jawed fish with ossified skeletons <hard or bony skeletons>>/

4. Amphibia <part terrestrial, part aquatic>/

5. Reptilia <mainly terrestrial; dry skins; breathing through lungs; birth from eggs laid on <or in> land; eggs are enclosed in shells>/

6. Aves <covered in feathers; birth from eggs laid on <or in> land; eggs are enclosed in shells; toothless jaw covered by a beak; most species can fly>/

7. Mammalia <skin is usually covered in hair; nourishment of young is via milk secreted by mammary glands>/

Class Osteichthyes (fish)

#1873. <Viral hosts belong to the Kingdom Animalia, Phylum Chordata, Subphylum Vertebrata> Class Osteichthyes, Order/

1. Acipenseriformes/

2. Albuliformes/

3. Amiiformes/

4. Anguilliformes/

5. Ateleopodiformes/

6. Atheriniformes/

7. Aulopiformes/

8. Batrachoidiformes/

9. Beloniformes/

10. Beryciformes/

11. Cetomimiformes/

12. Characiformes/

13. Clupeiformes/

14. Cypriniformes/

15. Cyprinodontiformes/

16. Elopiformes/

17. Esociformes/

18. Gadiformes/

19. Gasterosteiformes/

20. Gobiesociformes/

21. Gonorynchiformes/

22. Gymnotiformes/

23. Lampriformes/

24. Lepisosteiformes/

25. Lophiiformes/

26. Myctophiformes/

27. Notacanthiformes/

28. Ophidiiformes/

29. Osmeriformes/

30. Osteoglossiformes/

31. Perciformes/

32. Percopsiformes/

33. Pleuronectiformes/

34. Polymixiiformes/

35. Polypteriformes/

36. Saccopharyngiformes/

37. Salmoniformes/

38. Scorpaeniformes/

39. Siluriformes/

40. Stephanoberyciformes/

41. Stomiiformes/

42. Synbranchiformes/

43. Syngnathiformes/

44. Tetraodontiformes/

45. Zeiformes/

the taxonomy is based on the fishbase and Species2000

Order Actinopterygii-Acipenseriformes

#1874. Virus infects <Animalia-Chordata-Actinopterygii-Acipenseriformes, Family>/

1. Acipenseridae (Sturgeons)/

2. Acipenseridae, Acipenser/

3. Polyodontidae (Paddlefishes)/

Order Actinopterygii-Albuliformes

#1875. Virus infects <Animalia-Chordata-Actinopterygii-Albuliformes> Family/

1. Albulidae (Bonefishes)/

Order Actinopterygii-Amiiformes

#1876. Virus infects <Animalia-Chordata-Actinopterygii-Amiiformes> Family/

1. Amiidae (Bowfins)/

Order Actinopterygii-Anguilliformes

#1877. Virus infects <Animalia-Chordata-Actinopterygii-Anguilliformes> Family/

1. Anguillidae (Freshwater eels)/

2. Chlopsidae (False morays)/

3. Colocongridae/

4. Congridae (Conger and garden eels)/

5. Derichthyidae (Longneck eels)/

6. Heterenchelyidae/

7. Moringuidae (Worm or spaghetti eels)/

8. Muraenesocidae (Pike congers)/

9. Muraenidae (Moray eels)/

10. Myrocongridae/

11. Nemichthyidae (Snipe eels)/

12. Nettastomatidae (Duckbill eels)/

13. Ophichthidae (Snake eels)/

14. Serrivomeridae (Sawtooth eels)/

15. Synaphobranchidae (Cutthroat eels)/

Order Actinopterygii-Ateleopodiformes

#1878. Virus infects <Animalia-Chordata-Actinopterygii-Ateleopodiformes, Family>/

1. Ateleopodidae (Jellynose fishes)/

Order Actinopterygii-Atheriniformes

#1879. Virus infects <Animalia-Chordata-Actinopterygii-Atheriniformes> Family/

1. Atherinidae (Silversides)/

2. Bedotiidae/

3. Dentatherinidae/

4. Melanotaeniidae (Rainbowfishes)/

5. Notocheiridae/

6. Phallostethidae/

7. Pseudomugilidae (Blue eyes)/

8. Telmatherinidae (Sailfin silversides)/

Order Actinopterygii-Aulopiformes

#1880. Virus infects <Animalia-Chordata-Actinopterygii-Aulopiformes> Family/

1. Alepisauridae (Lancetfishes)/

2. Anotopteridae (Daggertooth)/

3. Aulopidae (Aulopus)/

4. Chlorophthalmidae (Greeneyes)/

5. Evermannellidae (Sabertooth fishes)/

6. Giganturidae (Telescopefishes)/

7. Ipnopidae/

8. Notosudidae (Waryfishes)/

9. Omosudidae/

10. Paralepididae (Barracudinas)/

11. Pseudotrichonotidae/

12. Scopelarchidae (Pearleyes)/

13. Synodontidae (Lizardfishes)/

Order Actinopterygii-Batrachoidiformes

#1881. Virus infects <Animalia-Chordata-Actinopterygii-Batrachoidiformes, Family>/

1. Batrachoididae (Toadfishes)/

Order Actinopterygii-Beloniformes

#1882. Virus infects <Animalia-Chordata-Actinopterygii-Beloniformes> Family/

1. Adrianichthyidae (Ricefishes)/

2. Belonidae (Needlefishes)/

3. Exocoetidae (Flyingfishes)/

4. Hemiramphidae (Halfbeaks)/

5. Scomberesocidae (Sauries)/

Order Actinopterygii-Beryciformes

#1883. Virus infects <Animalia-Chordata-Actinopterygii-Beryciformes> Family/

1. Anomalopidae (Lanterneye fishes)/

2. Anoplogasteridae (Fangtooth)/

3. Berycidae (Alfonsinos)/

4. Diretmidae (Spinyfins)/

5. Holocentridae (Squirrelfishes, soldierfishes)/

6. Monocentridae (Pinecone fishes)/

7. Trachichthyidae (Slimeheads)/

Order Actinopterygii-Cetomimiformes

#1884. Virus infects <Animalia-Chordata-Actinopterygii-Cetomimiformes> Family/

1. Barbourisiidae (Velvet whalefishes)/

2. Cetomimidae (Flabby whalefishes)/

3. Megalomycteridae (Largenose fishes)/

4. Mirapinnidae (Hairyfish and tapetails or ribbonbearers)/

5. Rondeletiidae (Redmouth whalefishes)/

Order Actinopterygii-Characiformes

#1885. Virus infects <Animalia-Chordata-Actinopterygii-Characiformes> Family/

1. Acestrorhynchidae/

2. Alestiidae (African tetras)/

3. Anostomidae (Headstanders)/

4. Characidae (Characins)/

5. Chilodontidae/

6. Citharinidae/

7. Crenuchidae/

8. Ctenoluciidae (Pike-characids)/

9. Curimatidae/

10. Cynodontidae/

11. Erythrinidae (Trahiras)/

12. Gasteropelecidae (Freshwater hatchetfishes)/

13. Hemiodontidae/

14. Hepsetidae/

15. Lebiasinidae/

16. Parodontidae/

17. Prochilodontidae/

Order Actinopterygii-Clupeiformes

#1886. Virus infects <Animalia-Chordata-Actinopterygii-Clupeiformes> Family/

1. Chirocentridae (Wolf herring)/

2. Clupeidae (Herrings, shads, sardines, menhadens)/

3. Denticipitidae (Denticle herring)/

4. Engraulidae (Anchovies)/

5. Sundasalangidae (Sundaland noodlefishes)/

Order Actinopterygii-Cypriniformes

#1887. Virus infects <Animalia-Chordata-Actinopterygii-Cypriniformes> Family/

1. Balitoridae (River loaches)/

2. Catostomidae (Suckers)/

3. Cobitidae (Loaches)/

4. Cyprinidae (Minnows or carps)/

5. Gyrinocheilidae (Algae eaters)/

6. Psilorhynchidae/

Order Actinopterygii-Cyprinodontiformes

#1888. Virus infects <Animalia-Chordata-Actinopterygii-Cyprinodontiformes, Family>/

1. Anablepidae (Four-eyed fishes, one-sided livebearers & the white)/

2. Aplocheilidae (Rivulines)/

3. Cyprinodontidae (Pupfishes)/

4. Fundulidae (Topminnows and killifishes)/

5. Goodeidae (Splitfins)/

6. Poeciliidae (poeciliids)/

7. Profundulidae (Middle American killifishes)/

8. Rivulidae (Rivulines)/

9. Valenciidae/

Order Actinopterygii-Elopiformes

#1889. Virus infects <Animalia-Chordata-Actinopterygii-Elopiformes> Family/

1. Elopidae (Tenpounders)/

2. Megalopidae (Tarpons)/

Order Actinopterygii-Esociformes

#1890. Virus infects <Animalia-Chordata-Actinopterygii-Esociformes> Family/

1. Esocidae (Pikes)/

2. Umbridae (Mudminnows)/

Order Actinopterygii-Gadiformes

#1891. Virus infects <Animalia-Chordata-Actinopterygii-Gadiformes> Family/

1. Bregmacerotidae (Codlets)/

2. Euclichthyidae (Eucla cods)/

3. Gadidae (Cods and haddocks)/

4. Lotidae (Hakes and burbots)/

5. Macrouridae (Grenadiers or rattails)/

6. Melanonidae (Melanonids)/

7. Merlucciidae (Merluccid hakes)/

8. Moridae (Morid cods)/

9. Muraenolepididae (Eel cods)/

10. Phycidae (Phycid hakes)/

Order Actinopterygii-Gasterosteiformes

#1892. Virus infects <Animalia-Chordata-Actinopterygii-Gasterosteiformes, Family>/

1. Aulorhynchidae (Tubesnouts)/

2. Gasterosteidae (Sticklebacks and tubesnouts)/

3. Hypoptychidae (Sand eel)/

4. Indostomidae/

5. Pegasidae (Seamoths)/

Order Actinopterygii-Gobiesociformes

#1893. Virus infects <Animalia-Chordata-Actinopterygii-Gobiesociformes> Family/

1. Gobiesocidae (Clingfishes and singleslits)/

Order Actinopterygii-Gonorynchiformes

#1894. Virus infects <Animalia-Chordata-Actinopterygii-Gonorynchiformes, Family>/

1. Chanidae (Milkfish)/

2. Gonorynchidae (Beaked salmons)/

3. Kneriidae (Shellears)/

4. Phractolaemidae (Hingemouths)/

Order Actinopterygii-Gymnotiformes

#1895. Virus infects <Animalia-Chordata-Actinopterygii-Gymnotiformes> Family/

1. Apteronotidae (Ghost knifefishes)/

2. Electrophoridae (Electric knifefish)/

3. Gymnotidae (Naked-back knifefishes)/

4. Hypopomidae/

5. Rhamphichthyidae (Sand knifefishes)/

6. Sternopygidae (Glass knifefishes)/

Order Actinopterygii-Lampriformes

#1896. Virus infects <Animalia-Chordata-Actinopterygii-Lampriformes> Family/

1. Lampridae (Opah)/

2. Lophotidae (Crestfishes)/

3. Radiicephalidae/

4. Regalecidae (Oarfishes)/

5. Stylephoridae (Tube-eye or thread-tail)/

6. Trachipteridae (Ribbonfishes)/

7. Veliferidae (Velifers)/

Order Actinopterygii-Lepisosteiformes

#1897. Virus infects <Animalia-Chordata-Actinopterygii-Lepisosteiformes, Family>/

1. Lepisosteidae (Gars)/

Order Actinopterygii-Lophiiformes

#1898. Virus infects <Animalia-Chordata-Actinopterygii-Lophiiformes> Family/

1. Antennariidae (Frogfishes)/

2. Brachionichthyidae (Handfishes; warty anglers)/

3. Caulophrynidae (Fanfins)/

4. Centrophrynidae (Deep-sea anglerfish)/

5. Ceratiidae (Seadevils)/

6. Chaunacidae (Sea toads)/

7. Diceratiidae (Double anglers)/

8. Gigantactinidae (Whipnose anglers)/

9. Himantolophidae (Footballfishes)/

10. Linophrynidae (Leftvents)/

11. Lophichthyidae (Lophichthyid frogfishes)/

12. Lophiidae (Goosefishes)/

13. Melanocetidae (Black seadevils)/

14. Neoceratiidae (Toothed seadevils)/

15. Ogcocephalidae (Batfishes)/

16. Oneirodidae (Dreamers)/

17. Tetrabrachiidae/

18. Thaumatichthyidae (Wolftrap anglers)/

Order Actinopterygii-Myctophiformes

#1899. Virus infects <Animalia-Chordata-Actinopterygii-Myctophiformes> Family/

1. Myctophidae (Lanternfishes)/

2. Neoscopelidae/

Order Actinopterygii-Notacanthiformes

#1900. Virus infects <Animalia-Chordata-Actinopterygii-Notacanthiformes, Family>/

1. Halosauridae (Halosaurs)/

2. Notacanthidae (Deep-sea spiny eels)/

Order Actinopterygii-Ophidiiformes

#1901. Virus infects <Animalia-Chordata-Actinopterygii-Ophidiiformes> Family/

1. Aphyonidae/

2. Bythitidae (Viviparous brotulas)/

3. Carapidae (Pearlfishes)/

4. Ophidiidae (Cusk-eels)/

5. Parabrotulidae (False brotulas)/

Order Actinopterygii-Osmeriformes

#1902. Virus infects <Animalia-Chordata-Actinopterygii-Osmeriformes> Family/

1. Alepocephalidae (Slickheads)/

2. Argentinidae (Argentines or herring smelts)/

3. Bathylagidae (Deep-sea smelts)/

4. Galaxiidae (Galaxiids)/

5. Lepidogalaxiidae (Salamanderfishes)/

6. Leptochilichthyidae (Leptochilichthyids)/

7. Microstomatidae/

8. Opisthoproctidae (Barreleyes or spookfishes)/

9. Osmeridae (Smelts)/

10. Platytroctidae (Tubeshoulders)/

11. Plecoglossidae (Ayu fish)/

12. Retropinnidae (New Zealand smelts)/

13. Salangidae (Icefishes or noodlefishes)/

Order Actinopterygii-Osteoglossiformes

#1903. Virus infects <Animalia-Chordata-Actinopterygii-Osteoglossiformes, Family>/

1. Gymnarchidae/

2. Hiodontidae (Mooneyes)/

3. Mormyridae (Elephantfishes)/

4. Notopteridae (Featherbacks or knifefishes)/

5. Osteoglossidae (Bonytongues)/

6. Pantodontidae (Butterflyfish)/

Order Actinopterygii-Perciformes

#1904. Virus infects <Animalia-Chordata-Actinopterygii-Perciformes> Family/

1. Acanthuridae (Surgeonfishes, tangs, unicornfishes)/

2. Acropomatidae (Lanternbellies, temperate ocean-basses)/

3. Amarsipidae/

4. Ambassidae (Asiatic glassfishes)/

5. Ammodytidae (Sand lances)/

6. Anabantidae (Climbing gouramies)/

7. Anarhichadidae (Wolffishes)/

8. Aplodactylidae (Marblefishes)/

9. Apogonidae (Cardinalfishes)/

10. Ariommatidae (Ariommatids)/

11. Arripidae (Australian salmon)/

12. Artedidraconidae (Barbled plunderfishes)/

13. Banjosidae/

14. Bathyclupeidae/

15. Bathydraconidae (Antarctic dragonfishes)/

16. Bathymasteridae (Ronquils)/

17. Belontiidae (Gouramies)/

18. Blenniidae (Combtooth blennies)/

19. Bovichtidae (Thornfishes)/

20. Bramidae (Pomfrets)/

21. Caesionidae (Fusiliers)/

22. Callanthiidae (Splendid perches)/

23. Callionymidae (Dragonets)/

24. Carangidae (Jacks and pompanos) Genus Seriola/

25. Caristiidae (Manefishes)/

26. Centracanthidae/

27. Centrarchidae (Sunfishes)/

28. Centrogeniidae/

29. Centrolophidae (Medusafishes)/

30. Centropomidae (Snooks)/

31. Cepolidae (Bandfishes)/

32. Chaenopsidae (Pike-, tube- and flagblennies)/

33. Chaetodontidae (Butterflyfishes)/

34. Champsodontidae/

35. Channichthyidae (Crocodile icefishes)/

36. Channidae (Snakeheads)/

37. Cheilodactylidae (Morwongs)/

38. Chiasmodontidae/

39. Chironemidae (Kelpfishes)/

40. Cichlidae (Cichlids)/

41. Cirrhitidae (Hawkfishes)/

42. Clinidae (Clinids)/

43. Coiidae/

44. Coryphaenidae (Dolphinfishes)/

45. Creediidae (Sandburrowers)/

46. Cryptacanthodidae (Wrymouths)/

47. Dactyloscopidae (Sand stargazers)/

48. Dichistiidae (Galjoen fishes)/

49. Dinolestidae (Long-finned pike)/

50. Dinopercidae (Cavebasses)/

51. Draconettidae/

52. Drepaneidae (Sicklefishes)/

53. Echeneidae (Remoras)/

54. Elassomatidae (Pygmy sunfishes)/

55. Eleginopidae/

56. Eleotridae (Sleepers)/

57. Embiotocidae (Surfperches)/

58. Emmelichthyidae (Rovers)/

59. Enoplosidae (Oldwife)/

60. Ephippidae (Spadefishes, batfishes and scats)/

61. Epigonidae (Deepwater cardinalfishes)/

62. Gempylidae (Snake mackerels)/

63. Gerreidae (Mojarras)/

64. Glaucosomatidae (Pearl perches)/

65. Gobiidae (Gobies)/

66. Grammatidae (Basslets)/

67. Haemulidae (Grunts)/

68. Harpagiferidae (Spiny plunderfishes)/

69. Helostomatidae (Kissing gourami)/

70. Icosteidae (Ragfish)/

71. Inermiidae (Bonnetmouths)/

72. Istiophoridae (Billfishes)/

73. Kraemeriidae (Sandfishes or sand gobies)/

74. Kuhliidae (Aholeholes)/

75. Kurtidae (Nurseryfishes)/

76. Kyphosidae (Sea chubs)/

77. Labridae (Wrasses)/

78. Labrisomidae (Labrisomids)/

79. Lactariidae (False trevallies)/

80. Latridae (Trumpeters)/

81. Leiognathidae (Slimys, slipmouths, or ponyfishes)/

82. Leptobramidae (Beachsalmon)/

83. Leptoscopidae (Southern sandfishes)/

84. Lethrinidae (Emperors or scavengers)/

85. Lobotidae (Tripletails)/

86. Luciocephalidae (Pikehead)/

87. Lutjanidae (Snappers)/

88. Luvaridae (Louvar)/

89. Malacanthidae (Tilefishes)/

90. Menidae (Moonfish)/

91. Microdesmidae (Wormfishes)/

92. Monodactylidae (Moonfishes or fingerfishes)/

93. Moronidae (Temperate basses)/

94. Mugilidae (Mullets)/

95. Mullidae (Goatfishes)/

96. Nandidae (Leaffishes)/

97. Nematistiidae (Roosterfish)/

98. Nemipteridae (Threadfin breams, Whiptail breams)/

99. Nomeidae (Driftfishes)/

100. Notograptidae/

101. Nototheniidae (Cod icefishes)/

102. Odacidae (Cales and weed-whitings)/

103. Odontobutidae/

104. Opistognathidae (Jawfishes)/

105. Oplegnathidae (Knifejaws)/

106. Osphronemidae (Giant gourami)/

107. Ostracoberycidae/

108. Parascorpididae (Jutjaws)/

109. Pempheridae (Sweepers)/

110. Pentacerotidae (Armorheads)/

111. Percichthyidae (Temperate basses)/

112. Percidae (Perches)/

113. Perciliidae/

114. Percophidae (Duckbills)/

115. Pholidae (Gunnels)/

116. Pholidichthyidae (Convict blenny)/

117. Pinguipedidae (Sandperches)/

118. Plesiopidae (Roundheads)/

119. Polynemidae (Threadfins)/

120. Polyprionidae (Wreckfishes)/

121. Pomacanthidae (Angelfishes)/

122. Pomacentridae (Damselfishes)/

123. Pomatomidae (Bluefishes)/

124. Priacanthidae (Bigeyes or catalufas)/

125. Pseudaphritidae/

126. Pseudochromidae (Dottybacks)/

127. Ptilichthyidae (Quillfish)/

128. Rachycentridae (Cobia)/

129. Rhyacichthyidae (Loach gobies)/

130. Scaridae (Parrotfishes)/

131. Scatophagidae (Scats)/

132. Schindleriidae/

133. Sciaenidae (Drums or croakers)/

134. Scombridae (Mackerels, tunas, bonitos)/

135. Scombrolabracidae/

136. Scombropidae (Gnomefishes)/

137. Scytalinidae (Graveldiver)/

138. Serranidae (Sea basses: groupers and fairy basslets)/

139. Siganidae (Rabbitfishes)/

140. Sillaginidae (Smelt-whitings)/

141. Sparidae (Porgies)/

142. Sphyraenidae (Barracudas)/

143. Stichaeidae (Pricklebacks)/

144. Stromateidae (Butterfishes)/

145. Symphysanodontidae/

146. Terapontidae (Grunters or tigerperches, thornfishes)/

147. Tetragonuridae (Squaretails)/

148. Toxotidae (Archerfishes)/

149. Trachinidae (Weeverfishes)/

150. Trichiuridae (Cutlassfishes)/

151. Trichodontidae (Sandfishes)/

152. Trichonotidae (Sanddivers)/

153. Tripterygiidae (Threefin blennies)/

154. Uranoscopidae (Stargazers)/

155. Xenisthmidae/

156. Xiphiidae (Swordfish)/

157. Zanclidae (Moorish idol)/

158. Zaproridae (Prowfish)/

159. Zoarcidae (Eelpouts)/

Order Actinopterygii-Percopsiformes

#1905. Virus infects <Animalia-Chordata-Actinopterygii-Percopsiformes> Family/

1. Amblyopsidae (Cavefishes)/

2. Aphredoderidae (Pirate perches)/

3. Percopsidae (Trout-perches)/

Order Actinopterygii-Pleuronectiformes

#1906. Virus infects <Animalia-Chordata-Actinopterygii-Pleuronectiformes, Family>/

1. Achiridae (American soles)/

2. Achiropsettidae (Southern flounders)/

3. Bothidae (Lefteye flounders)/

4. Citharidae (Citharids)/

5. Cynoglossidae (Tonguefishes)/

6. Paralichthyidae (Large-tooth flounders)/

7. Pleuronectidae (Righteye flounders)/

8. Psettodidae (Psettodids)/

9. Samaridae/

10. Scophthalmidae (Turbot)/

11. Soleidae (Soles)/

Order Actinopterygii-Polymixiiformes

#1907. Virus infects <Animalia-Chordata-Actinopterygii-Polymixiiformes> Family/

1. Polymixiidae (Beardfishes)/

Order Actinopterygii-Polypteriformes

#1908. Virus infects <Animalia-Chordata-Actinopterygii-Polypteriformes> Family/

1. Polypteridae (Bichirs)/

Order Actinopterygii-Saccopharyngiformes

#1909. Virus infects <Animalia-Chordata-Actinopterygii-Saccopharyngiformes, Family>/

1. Cyematidae (Bobtail snipe eels)/

2. Eurypharyngidae (Gulpers)/

3. Monognathidae/

4. Saccopharyngidae (Swallowers)/

Order Actinopterygii-Salmoniformes

#1910. Virus infects <Animalia-Chordata-Actinopterygii-Salmoniformes> Family/

1. Salmonidae (Salmonids)/

2. Salmonidae (Salmonids) Genus Oncorhynchus/

Order Actinopterygii-Scorpaeniformes

#1911. Virus infects <Animalia-Chordata-Actinopterygii-Scorpaeniformes> Family/

1. Abyssocottidae (Deep-sea sculpins)/

2. Agonidae (Poachers)/

3. Anoplopomatidae (Sablefishes)/

4. Apistidae/

5. Aploactinidae (Velvetfishes)/

6. Bathylutichthyidae/

7. Bembridae (Deepwater flatheads)/

8. Caracanthidae (Orbicular velvetfishes)/

9. Comephoridae (Baikal oilfishes)/

10. Congiopodidae (Racehorses or pigfishes)/

11. Cottidae (Sculpins)/

12. Cottocomephoridae/

13. Cyclopteridae (Lumpfishes and snailfishes)/

14. Dactylopteridae (Flying gurnards)/

15. Ereuniidae/

16. Gnathanacanthidae (Red velvetfish)/

17. Hemitripteridae/

18. Hexagrammidae (Greenlings)/

19. Hoplichthyidae (Ghost flatheads)/

20. Neosebastidae/

21. Normanichthyidae/

22. Parabembridae/

23. Pataecidae (Australian prowfishes)/

24. Peristediidae (Armored searobins or armored gurnards)/

25. Platycephalidae (Flatheads)/

26. Plectrogenidae/

27. Psychrolutidae (Fatheads)/

28. Rhamphocottidae (Grunt sculpins)/

29. Scorpaenidae (Scorpionfishes or rockfishes)/

30. Sebastidae (Rockfishes, rockcods and thornyheads)/

31. Setarchidae/

32. Synanceiidae (Stonefishes)/

33. Tetrarogidae (Wasp fishes)/

34. Triglidae (Searobins)/

35. Zaniolepididae (combfishes)/

Order Actinopterygii-Siluriformes

#1912. Virus infects <Animalia-Chordata-Actinopterygii-Siluriformes> Family/

1. Ageneiosidae (Bottlenose or barbelless catfishes)/

2. Akysidae (Stream catfishes)/

3. Amblycipitidae (Torrent catfishes)/

4. Amphiliidae (Loach catfishes)/

5. Ariidae (Sea catfishes)/

6. Aspredinidae (Banjo catfishes)/

7. Astroblepidae (Naked sucker-mouth catfishes)/

8. Auchenipteridae (Driftwood catfishes)/

9. Bagridae (Bagrid catfishes)/

10. Callichthyidae (Callichthyid armored catfishes)/

11. Cetopsidae (Whale catfishes)/

12. Chacidae (Squarehead or angler catfish)/

13. Clariidae (Airbreathing catfishes)/

14. Cranoglanididae (Armorhead catfishes)/

15. Diplomystidae/

16. Doradidae (Thorny catfishes)/

17. Erethistidae/

18. Helogeneidae (Marbled catfishes)/

19. Heptapteridae/

20. Heteropneustidae (Airsac catfishes)/

21. Hypophthalmidae (Loweye catfishes)/

22. Ictaluridae (North American freshwater catfishes)/

23. Loricariidae (Armored catfishes)/

24. Malapteruridae (Electric catfishes)/

25. Mochokidae (Squeakers or upside-down catfishes)/

26. Nematogenyidae (Pencil or parasitic catfishes)/

27. Olyridae (Longtail catfishes)/

28. Pangasiidae (Shark catfishes)/

29. Parakysidae (Parakysid catfishes)/

30. Pimelodidae (Long-whiskered catfishes)/

31. Plotosidae (Eeltail catfishes)/

32. Pseudopimelodidae (Bumblebee catfishes, dwarf marbled catfishes)/

33. Schilbeidae (Schilbid catfishes)/

34. Scoloplacidae (Spiny dwarf catfishes)/

35. Siluridae (Sheatfishes)/

36. Sisoridae (Sisorid catfishes)/

37. Trichomycteridae (Pencil or parasitic catfishes)/

Order Actinopterygii-Stephanoberyciformes

#1913. Virus infects <Animalia-Chordata-Actinopterygii-Stephanoberyciformes, Family>/

1. Gibberichthyidae (Gibberfishes)/

2. Hispidoberycidae/

3. Melamphaidae (Bigscale fishes or ridgeheads)/

4. Stephanoberycidae (Pricklefishes)/

Order Actinopterygii-Stomiiformes

#1914. Virus infects <Animalia-Chordata-Actinopterygii-Stomiiformes> Family/

1. Gonostomatidae (Bristlemouths)/

2. Phosichthyidae (Lightfishes)/

3. Sternoptychidae/

4. Stomiidae (Barbeled dragonfishes)/

Order Actinopterygii-Synbranchiformes

#1915. Virus infects <Animalia-Chordata-Actinopterygii-Synbranchiformes, Family>/

1. Chaudhuriidae/

2. Mastacembelidae (Spiny eels)/

3. Synbranchidae (Swamp-eels)/

Order Actinopterygii-Syngnathiformes

#1916. Virus infects <Animalia-Chordata-Actinopterygii-Syngnathiformes> Family/

1. Aulostomidae (Trumpetfishes)/

2. Centriscidae (Snipefishes and shrimpfishes)/

3. Fistulariidae (Cornetfishes)/

4. Solenostomidae (Ghost pipefishes)/

5. Syngnathidae (Pipefishes and seahorses)/

Order Actinopterygii-Tetraodontiformes

#1917. Virus infects <Animalia-Chordata-Actinopterygii-Tetraodontiformes, Family>/

1. Balistidae (Triggerfishes)/

2. Diodontidae (Porcupinefishes; burrfishes)/

3. Molidae (Molas)/

4. Monacanthidae (Filefishes)/

5. Ostraciidae (Boxfishes; cowfish and trunkfish)/

6. Tetraodontidae (Puffers)/

7. Triacanthidae (Triplespines)/

8. Triacanthodidae (Spikefishes)/

9. Triodontidae (Three-toothed puffer)/

Order Actinopterygii-Zeiformes

#1918. Virus infects <Animalia-Chordata-Actinopterygii-Zeiformes> Family/

1. Caproidae (Boarfishes)/

2. Grammicolepididae (Grammicolepidids)/

3. Macrurocyttidae/

4. Oreosomatidae (Oreos)/

5. Parazenidae (Parazen)/

6. Zeidae (Dories)/

Class Amphibia

#1919. <Viral hosts belong to the Kingdom Animalia, Phylum Chordata, Subphylum Vertebrata> Class Amphibia, Order/

1. Anura (frogs)/

2. Caudata (salamanders)/

3. Gymnophiona (caecilians)/

#1920. Virus infects <Animalia, Chordata, Amphibia, Anura> Family/

1. Arthroleptidae/

2. Ascaphidae (Tailed frogs)/

3. Brachycephalidae (shield toads)/

4. Bufonidae (bufonids, toads)/

5. Centrolenidae (glass frogs, leaf frogs)/

6. Dendrobatidae (Dendrobatid, poison, and dart-poison frogs)/

7. Discoglossidae (fire bellied toads)/

8. Heleophrynidae (ghost frogs)/

9. Hemisotidae/

10. Hylidae (Hylid frogs and treefrogs)/

11. Hyperoliidae (African reed frogs)/

12. Leiopelmatidae (leiopelmatids, ribbed frogs)/

13. Leptodactylidae/

14. Megophryidae/

15. Microhylidae/

16. Myobatrachidae (Australian frogs)/

17. Pelobatidae/

18. Pelodytidae (European spadefoot toads)/

19. Pipidae (tongueless frogs)/

20. Pseudidae (paradox frogs)/

21. Ranidae (ranids)/

22. Rhacophoridae (old world tree frogs)/

23. Rhinodermatidae (Darwin's frogs)/

24. Rhinophrynidae (burrowing toads)/

25. Sooglossidae (Seychelles frogs)/

Class Reptilia

#1921. <Viral hosts belong to the Kingdom Animalia, Phylum Chordata, Subphylum Vertebrata, Class Reptilia> Subclass/

1. Anapsida (turtles etc)/

2. Lepidosauria (snakes and lizards)/

3. Archosauria (crocodiles)/

the reptile taxonomy is based on Species2000 and ITIS

#1922. <Viral hosts belong to the Kingdom Animalia, Phylum Chordata, Subphylum Vertebrata, Class Reptilia, Subclass Lepidosauria> Order/

1. Crocodilia (alligators, caimans)/

2. Rhynchocephalia (tuataras)/

3. Squamata (“scaled reptiles”)/

4. Testudines (terrapins, tortoises)/

#1923. <Viral hosts belong to the Kingdom Animalia, Phylum Chordata, Subphylum Vertebrata, Class Reptilia, Subclass Lepidosauria, Order Squamata> Suborder/

1. Amphisbaenia (amphisbaeniens)/

2. Autarchoglossa (lizards)/

3. Gekkota (geckoes)/

4. Iguania (iguanas)/

5. Serpentes (snakes)/

#1924. Virus infects <Animalia-Chordata-Reptilia-Squamata> Family/

1. Acrochorididae (wart snakes)/

2. Aniliidae (false coral snakes)/

3. Anomalepididae (primitive blind snakes)/

4. Anomochilidae (dwarf pipe snakes)/

5. Atractaspididae (African burrowing asps, stiletto snakes)/

6. Boidae (boids)/

7. Bolyeriidae (Mauritius snakes)/

8. Colubridae (colubrids, typical snakes)/

9. Cylindrophiidae (Asian pipe snakes)/

10. Elapidae (cobras, coral snakes)/

11. Hydrophiidae (sea snakes)/

12. Leptotyphlopidae (slender blind snakes, thread snakes)/

13. Loxocemidae (Mexican pythons)/

14. Pythonidae (pythons)/

15. Tropidophiidae (dwarf boas)/

16. Typhlopidae (blind snakes)/

17. Uropeltidae (pipe snakes, shield-tailed snakes)/

18. Viperidae (pit vipers, vipers)/

19. Xenopeltidae (sunbeam snakes)/

#1925. Virus infects <Animalia-Chordata-Reptilia-Squamata, Boidae> <whether Boa>/

1. Boa/

2. <other>/

#1926. Virus infects <Animalia-Chordata-Reptilia-Squamata, Pythonidae> <whether Python>/

1. Python/

2. <other>/

Class Aves

#1927. <Viral hosts belong to the Kingdom Animalia, Phylum Chordata, Subphylum Vertebrata, Class Aves> Order/

1. Anseriformes <geese>/

2. Apodiformes/

3. Bucerotiformes/

4. Ciconiiformes <storks>/

5. Coliiformes/

6. Columbiformes <pigeons>/

7. Coraciiformes/

8. Craciformes/

9. Cuculiformes/

10. Galbuliformes/

11. Galliformes <chicken>/

12. Gruiformes/

13. Musophagiformes/

14. Passeriformes/

15. Piciformes/

16. Psittaciformes/

17. Strigiformes/

18. Struthioniformes/

19. Tinamiformes/

20. Trochiliformes/

21. Turniciformes/

22. Upupiformes/

the bird taxonomy is based on Species2000 and ITIS

Order Aves-Anseriformes

#1928. Virus infects <Animalia-Chordata-Aves-Anseriformes> <whether Family Anatidae, Anhimidae, Anseranatidae, Dendrocygnidae>/

1. Anatidae/

2. Anhimidae/

3. Anseranatidae/

4. Dendrocygnidae/

Order Aves-Anseriformes

#1929. Virus infects <Animalia-Chordata-Aves-Anseriformes; Anatidae> <whether duck or goose>/

1. Anas (duck)/

2. Anser (goose)/

Order Aves-Apodiformes

#1930. Virus infects <Animalia-Chordata-Aves-Apodiformes> <whether Family Apodidae, Hemiprocnidae>/

1. Apodidae/

2. Hemiprocnidae/

Order Aves-Bucerotiformes

#1931. Virus infects <Animalia-Chordata-Aves-Bucerotiformes> Family/

1. Bucerotidae /

2. Bucorvidae/

Order Aves-Ciconiiformes

#1932. Virus infects <Animalia-Chordata-Aves-Ciconiiformes> Family/

1. Accipitridae /

2. Anhingidae/

3. Ardeidae/

4. Burhinidae/

5. Charadriidae/

6. Chionididae/

7. Ciconiidae/

8. Falconidae/

9. Fregatidae/

10. Gaviidae/

11. Glareolidae/

12. Jacanidae/

13. Laridae/

14. Pedionomidae/

15. Pelecanidae/

16. Phaethontidae/

17. Phalacrocoracidae/

18. Phoenicopteridae/

19. Pluvianellidae/

20. Podicipedidae/

21. Procellariidae/

22. Pteroclididae/

23. Rostratulidae/

24. Sagittariidae/

25. Scolopacidae/

26. Scopidae/

27. Spheniscidae/

28. Sulidae/

29. Thinocoridae/

30. Threskiornithidae/

Order Aves-Coliiformes

#1933. Virus infects <Animalia-Chordata-Aves-Coliiformes> Family/

1. Coliidae/

2. <other>/

Order Aves-Columbiformes

#1934. Virus infects <Animalia-Chordata-Aves-Columbiformes> Family/

1. Columbidae/

2. Raphidae/

#1935. Virus infects <Animalia-Chordata-Aves-Columbiformes; Columbidae>/

1. Columba/

2. <others>/

Order Aves-Coraciiformes

#1936. Virus infects <Animalia-Chordata-Aves-Coraciiformes> Family/

1. Alcedinidae/

2. Brachypteraciidae/

3. Cerylidae/

4. Coraciidae/

5. Dacelonidae/

6. Leptosomidae/

7. Meropidae/

8. Momotidae/

9. Todidae/

Order Aves-Craciformes

#1937. Virus infects <Animalia-Chordata-Aves-Craciformes> Family/

1. Cracidae/

2. Megapodiidae/

Order Aves-Cuculiformes

#1938. Virus infects <Animalia-Chordata-Aves-Cuculiformes> Family/

1. Centropodidae/

2. Coccyzidae/

3. Crotophagidae/

4. Cuculidae/

5. Neomorphidae/

6. Opisthocomidae/

Order Aves-Galbuliformes

#1939. Virus infects <Animalia-Chordata-Aves-Galbuliformes> Family/

1. Bucconidae/

2. Galbulidae/

Order Aves-Galliformes

#1940. Virus infects <Animalia-Chordata-Aves-Galliformes> Family/

1. Meleagrididae/

2. Meleagrididae, <Genus> Meleagris ([NCBITaxID 9102])/

3. Numididae/

4. Odontophoridae/

5. Phasianidae/

6. Tetraonidae/

#1941. Virus infects <Animalia-Chordata-Aves-Galliformes; Phasianidae, Genus>/

1. Gallus/

2. Phasianus <[NCBITaxID 9056]>/

Order Aves-Gruiformes

#1942. Virus infects <Animalia-Chordata-Aves-Gruiformes> Family/

1. Aramidae/

2. Cariamidae/

3. Eurypygidae/

4. Gruidae/

5. Heliornithidae/

6. Mestiornithidae/

7. Otididae/

8. Psophiidae/

9. Rallidae/

10. Rhynchocetidae/

Order Aves-Musophagiformes

#1943. Virus infects <Animalia-Chordata-Aves-Musophagiformes> Family/

1. Musophagidae/

Order Aves-Passeriformes

#1944. Virus infects <Animalia-Chordata-Aves-Passeriformes> Family/

1. Acanthisittidae/

2. Aegithalidae/

3. Alaudidae/

4. Bombycillidae/

5. Callaeatidae/

6. Certhiidae/

7. Cinclidae/

8. Cisticolidae/

9. Climacteridae/

10. Conopophagidae/

11. Corvidae/

12. Cotingidae/

13. Eurylaimidae/

14. Formicariidae/

15. Fringillidae/

16. Furnariidae/

17. Hirundinidae/

18. Hypocolidae/

19. Icteridae/

20. Irenidae/

21. Laniidae/

22. Maluridae/

23. Melanocharitidae/

24. Meliphagidae/

25. Menuridae/

26. Muscicapidae/

27. Nectariniidae/

28. Orthonychidae/

29. Paramythiidae/

30. Pardalotidae/

31. Paridae/

32. Passeridae/

33. Petroicidae/

34. Philepittidae/

35. Picathartidae/

36. Pittidae/

37. Pomatostomidae/

38. Ptilonorhynchidae/

39. Pycnonotidae/

40. Regulidae/

41. Rhinocryptidae/

42. Sittidae/

43. Sturnidae/

44. Sylviidae/

45. Thamnophilidae/

46. Troglodytidae/

47. Turdidae/

48. Tyrannidae/

49. Vireonidae/

50. Zosteropidae/

Order Aves-Piciformes

#1945. Virus infects <Animalia-Chordata-Aves-Piciformes> Family/

1. Indicatoridae/

2. Lybiidae/

3. Megalaimidae/

4. Picidae/

5. Ramphastidae/

Order Aves-Psittaciformes

#1946. Virus infects <Animalia-Chordata-Aves-Psittaciformes> Family/

1. Psittacidae/

Order Aves-Strigiformes

#1947. Virus infects <Animalia-Chordata-Aves-Strigiformes> Family/

1. Aegothelidae/

2. Batrachostomidae/

3. Caprimulgidae/

4. Eurostopodidae/

5. Nyctibiidae/

6. Podargidae/

7. Steatornithidae/

8. Strigidae/

9. Tytonidae/

Order Aves-Struthioniformes

#1948. Virus infects <Animalia-Chordata-Aves-Struthioniformes> Family/

1. Apterygidae/

2. Casuariidae/

3. Rheidae/

4. Struthionidae/

Order Aves-Tinamiformes

#1949. Virus infects <Animalia-Chordata-Aves-Tinamiformes> Family/

1. Tinamidae/

Order Aves-Trochiliformes

#1950. Virus infects <Animalia-Chordata-Aves-Trochiliformes> Family/

1. Trochilidae/

2. Trogonidae/

Order Aves-Turniciformes

#1951. Virus infects <Animalia-Chordata-Aves-Turniciformes> Family/

1. Turnicidae/

Order Aves-Upupiformes

#1952. Virus infects <Animalia-Chordata-Aves-Upupiformes> Family/

1. Phoeniculidae/

2. Rhinopomastidae/

3. Upupidae/

Class Mammalia

#1953. <Viral hosts belong to the Kingdom Animalia; Phylum Chordata; Subphylum Vertebrata; Class Mammalia;> Order/

1. Monotremata <Monotremes are egg laying mammals <mostly limited to Australia>>/

2. Marsupialia <Marsupials are mammals whose young are born very small and are then nurtured in a pouch <which contains mammary glands for milk supply>>/

3. Xenarthra < Edentates are anteaters, sloths and armadillos>/

4. Insectivora <Insectivores include moles and hedgehogs; their primary diet is insects>/

5. Scandentia <tree shrews>/

6. Dermoptera <flying lemurs>/

7. Chiroptera <bats>/

8. Primates <primates: monkeys, apes and man>/

9. Carnivora <carnivores, including dogs, cats, bears, hyaenas, etc.>/

10. Cetacea <whales and dolphins>/

11. Sirenia <sea cows>/

12. Proboscidea <elephanucleotides>/

13. Perissodactyla <odd-toed ungulates: horses, rhinos and tapirs>/

14. Hyracoidea <hyraxes>/

15. Tubulidentata <aardvark>/

16. Artiodactyla <even-toed ungulates: pigs, hippos, deer and cattle>/

17. Pholidota <scaly anteaters>/

18. Rodentia <rodenucleotides>/

19. Lagomorphia <rabbits and hares>/

20. Macroscelidea <elephant-shrews>/

Order Monotremata
#1954. <Viral hosts belong to the Kingdom Animalia; Phylum Chordata; Subphylum Vertebrata; Class Mammalia; Order Monotremata;> 

Family/

1. Tachyglossidae, Tachyglossus aculeatus <Australian Echidna>/

2. Tachyglossidae, Zaglossus bruijni <New Guinea Echidna>/

3. Ornithorhynchidae, Ornithorhynchus anatinus <Duck-Billed Platypus>/

Superorder Marsupialia
#1955. <Viral hosts belong to the Kingdom Animalia; Phylum Chordata; Subphylum Vertebrata; Class Mammalia; Superorder Marsupialia; Order Didelphimorphia;> 

Family/

1. Didelphidae: Caluromyinae, Caluromys derbianus/

2. Didelphidae: Caluromyinae, Caluromys lanatus/

3. Didelphidae: Caluromyinae, Caluromys philander/

4. Didelphidae: Caluromyinae, Caluromysiops irrupta/

5. Didelphidae: Caluromyinae, Glironia venusta/

6. Didelphidae: Didelphinae, Chironectes minimus/

7. Didelphidae: Didelphinae, Didelphis albiventris/

8. Didelphidae: Didelphinae, Didelphis aurita/

9. Didelphidae: Didelphinae, Didelphis marsupialis (Southern opossum) [TaxID 9268]/

10. Didelphidae: Didelphinae, Didelphis virginiana/

11. Didelphidae: Didelphinae, Gracilinanus aceramarcae/

12. Didelphidae: Didelphinae, Gracilinanus agilis/

13. Didelphidae: Didelphinae, Gracilinanus dryas/

14. Didelphidae: Didelphinae, Gracilinanus emiliae/

15. Didelphidae: Didelphinae, Gracilinanus marica/

16. Didelphidae: Didelphinae, Gracilinanus microtarsus/

17. Didelphidae: Didelphinae, Lestodelphys halli/

18. Didelphidae: Didelphinae, Lutreolina crassicaudata/

19. Didelphidae: Didelphinae, Marmosa andersoni/

20. Didelphidae: Didelphinae, Marmosa canescens/

21. Didelphidae: Didelphinae, Marmosa lepida/

22. Didelphidae: Didelphinae, Marmosa mexicana/

23. Didelphidae: Didelphinae, Marmosa murina/

24. Didelphidae: Didelphinae, Marmosa robinsoni/

25. Didelphidae: Didelphinae, Marmosa rubra/

26. Didelphidae: Didelphinae, Marmosa tyleriana/

27. Didelphidae: Didelphinae, Marmosa xerophila/

28. Didelphidae: Didelphinae, Marmosops cracens/

29. Didelphidae: Didelphinae, Marmosops dorothea/

30. Didelphidae: Didelphinae, Marmosops fuscatus/

31. Didelphidae: Didelphinae, Marmosops handleyi/

32. Didelphidae: Didelphinae, Marmosops impavidus/

33. Didelphidae: Didelphinae, Marmosops incanus/

34. Didelphidae: Didelphinae, Marmosops invictus/

35. Didelphidae: Didelphinae, Marmosops noctivagus/

36. Didelphidae: Didelphinae, Marmosops parvidens/

37. Didelphidae: Didelphinae, Metachirus nudicaudatus/

38. Didelphidae: Didelphinae, Micoureus alstoni/

39. Didelphidae: Didelphinae, Micoureus constantiae/

40. Didelphidae: Didelphinae, Micoureus demerarae/

41. Didelphidae: Didelphinae, Micoureus regina/

42. Didelphidae: Didelphinae, Monodelphis adusta/

43. Didelphidae: Didelphinae, Monodelphis americana/

44. Didelphidae: Didelphinae, Monodelphis brevicaudata/

45. Didelphidae: Didelphinae, Monodelphis dimidiata/

46. Didelphidae: Didelphinae, Monodelphis domestica/

47. Didelphidae: Didelphinae, Monodelphis emiliae/

48. Didelphidae: Didelphinae, Monodelphis iheringi/

49. Didelphidae: Didelphinae, Monodelphis kunsi/

50. Didelphidae: Didelphinae, Monodelphis maraxina/

51. Didelphidae: Didelphinae, Monodelphis osgoodi/

52. Didelphidae: Didelphinae, Monodelphis rubida/

53. Didelphidae: Didelphinae, Monodelphis scalops/

54. Didelphidae: Didelphinae, Monodelphis sorex/

55. Didelphidae: Didelphinae, Monodelphis theresa/

56. Didelphidae: Didelphinae, Monodelphis unistriata/

57. Didelphidae: Didelphinae, Philander andersoni/

58. Didelphidae: Didelphinae, Philander opossum (Gray Four-eyed Opossum) [TaxID 9272]/

59. Didelphidae: Didelphinae, Thylamys elegans/

60. Didelphidae: Didelphinae, Thylamys macrura/

61. Didelphidae: Didelphinae, Thylamys pallidior/

62. Didelphidae: Didelphinae, Thylamys pusilla/

63. Didelphidae: Didelphinae, Thylamys velutinus/

#1956. <Viral hosts belong to the Kingdom Animalia; Phylum Chordata; Subphylum Vertebrata; Class Mammalia; Superorder Marsupialia; Order Paucituberculata;> 

Family Caenolestidae/

1. Caenolestes caniventer/

2. Caenolestes convelatus/

3. Caenolestes fuliginosus/

4. Lestoros inca/

5. Rhyncholestes raphanurus/

#1957. <Viral hosts belong to the Kingdom Animalia; Phylum Chordata; Subphylum Vertebrata; Class Mammalia; Superorder Marsupialia; Order Microbiotheria;> 

Family Microbiotheriidae/

1. Dromiciops gliroides/

2. <other>/

#1958. <Viral hosts belong to the Kingdom Animalia; Phylum Chordata; Subphylum Vertebrata; Class Mammalia; Superorder Marsupialia; Order Dasyuromorphia;> 

Family/

1. Thylacinidae, Thylacinus cynocephalus/

2. Myrmecobiidae, Myrmecobius fasciatus/

3. Dasyuridae, Antechinus bellus/

4. Dasyuridae, Antechinus flavipes/

5. Dasyuridae, Antechinus godmani/

6. Dasyuridae, Antechinus leo/

7. Dasyuridae, Antechinus melanurus/

8. Dasyuridae, Antechinus minimus/

9. Dasyuridae, Antechinus naso/

10. Dasyuridae, Antechinus stuartii/

11. Dasyuridae, Antechinus swainsonii/

12. Dasyuridae, Antechinus wilhelmina/

13. Dasyuridae, Dasycercus byrnei/

14. Dasyuridae, Dasycercus cristicauda/

15. Dasyuridae, Dasykaluta rosamondae/

16. Dasyuridae, Dasyurus albopunctatus/

17. Dasyuridae, Dasyurus geoffroii/

18. Dasyuridae, Dasyurus hallucatus/

19. Dasyuridae, Dasyurus maculatus/

20. Dasyuridae, Dasyurus spartacus/

21. Dasyuridae, Dasyurus viverrinus/

22. Dasyuridae, Murexia longicaudata/

23. Dasyuridae, Murexia rothschildi/

24. Dasyuridae, Myoictis melas/

25. Dasyuridae, Neophascogale lorentzi/

26. Dasyuridae, Ningaui ridei/

27. Dasyuridae, Ningaui timealeyi/

28. Dasyuridae, Ningaui yvonnae/

29. Dasyuridae, Parantechinus apicalis/

30. Dasyuridae, Parantechinus bilarni/

31. Dasyuridae, Phascogale calura/

32. Dasyuridae, Phascogale tapoatafa/

33. Dasyuridae, Phascolosorex doriae/

34. Dasyuridae, Phascolosorex dorsalis/

35. Dasyuridae, Planigale gilesi/

36. Dasyuridae, Planigale ingrami/

37. Dasyuridae, Planigale maculata/

38. Dasyuridae, Planigale novaeguineae/

39. Dasyuridae, Planigale tenuirostris/

40. Dasyuridae, Pseudantechinus macdonnellensis/

41. Dasyuridae, Pseudantechinus ningbing/

42. Dasyuridae, Pseudantechinus woolleyae/

43. Dasyuridae, Sarcophilus laniarius/

44. Dasyuridae, Sminthopsis aitkeni/

45. Dasyuridae, Sminthopsis archeri/

46. Dasyuridae, Sminthopsis butleri/

47. Dasyuridae, Sminthopsis crassicaudata/

48. Dasyuridae, Sminthopsis dolichura/

49. Dasyuridae, Sminthopsis douglasi/

50. Dasyuridae, Sminthopsis fuliginosus/

51. Dasyuridae, Sminthopsis gilberti/

52. Dasyuridae, Sminthopsis granulipes/

53. Dasyuridae, Sminthopsis griseoventer/

54. Dasyuridae, Sminthopsis hirtipes/

55. Dasyuridae, Sminthopsis laniger/

56. Dasyuridae, Sminthopsis leucopus/

57. Dasyuridae, Sminthopsis longicaudata/

58. Dasyuridae, Sminthopsis macroura/

59. Dasyuridae, Sminthopsis murina/

60. Dasyuridae, Sminthopsis ooldea/

61. Dasyuridae, Sminthopsis psammophila/

62. Dasyuridae, Sminthopsis virginiae/

63. Dasyuridae, Sminthopsis youngsoni/

#1959. <Viral hosts belong to the Kingdom Animalia; Phylum Chordata; Subphylum Vertebrata; Class Mammalia; Superorder Marsupialia; Order Peramelemorphia;> 

Family/

1. Peramelidae, Chaeropus ecaudatus/

2. Peramelidae, Isoodon auratus/

3. Peramelidae, Isoodon macrourus/

4. Peramelidae, Isoodon obesulus/

5. Peramelidae, Macrotis lagotis/

6. Peramelidae, Macrotis leucura/

7. Peramelidae, Perameles bougainville/

8. Peramelidae, Perameles eremiana/

9. Peramelidae, Perameles gunnii/

10. Peramelidae, Perameles nasuta/

11. Peroryctidae, Echymipera clara/

12. Peroryctidae, Echymipera davidi/

13. Peroryctidae, Echymipera echinista/

14. Peroryctidae, Echymipera kalubu/

15. Peroryctidae, Echymipera rufescens/

16. Peroryctidae, Microperoryctes longicauda/

17. Peroryctidae, Microperoryctes murina/

18. Peroryctidae, Microperoryctes papuensis/

19. Peroryctidae, Peroryctes broadbenti/

20. Peroryctidae, Peroryctes raffrayana/

21. Peroryctidae, Rhynchomeles prattorum/

#1960. <Viral hosts belong to the Kingdom Animalia; Phylum Chordata; Subphylum Vertebrata; Class Mammalia; Superorder Marsupialia; Order Notoryctemorphia;> 

Family/

1. Notoryctidae, Notoryctes caurinus/

2. Notoryctidae, Notoryctes typhlops/

#1961. <Viral hosts belong to the Kingdom Animalia; Phylum Chordata; Subphylum Vertebrata; Class Mammalia; Superorder Marsupialia; Order Diprotodontia;> 

Family/

1. Phascolarctidae, Phascolarctos cinereus/

2. Vombatidae, Lasiorhinus krefftii/

3. Vombatidae, Lasiorhinus latifrons/

4. Vombatidae/

5. Vombatidae, Vombatus ursinus (wombat)/

6. Phalangeridae, Ailurops ursinus/

7. Phalangeridae, Phalanger carmelitae/

8. Phalangeridae, Phalanger lullulae/

9. Phalangeridae, Phalanger matanim/

10. Phalangeridae, Phalanger orientalis/

11. Phalangeridae, Phalanger ornatus/

12. Phalangeridae, Phalanger pelengensis/

13. Phalangeridae, Phalanger rothschildi/

14. Phalangeridae, Phalanger sericeus/

15. Phalangeridae, Phalanger vestitus/

16. Phalangeridae, Spilocuscus maculatus/

17. Phalangeridae, Spilocuscus rufoniger/

18. Phalangeridae, Strigocuscus celebensis/

19. Phalangeridae, Strigocuscus gymnotis/

20. Phalangeridae, Trichosurus arnhemensis/

21. Phalangeridae, Trichosurus caninus/

22. Phalangeridae, Trichosurus vulpecula (brush tail possum)/

23. Phalangeridae, Wyulda squamicaudata/

24. Potoroidae, Aepyprymnus rufescens/

25. Potoroidae, Bettongia gaimardi/

26. Potoroidae, Bettongia lesueur/

27. Potoroidae, Bettongia penicillata/

28. Potoroidae, Caloprymnus campestris/

29. Potoroidae, Hypsiprymnodon moschatus/

30. Potoroidae, Potorous longipes/

31. Potoroidae, Potorous platyops/

32. Potoroidae, Potorous tridactylus/

33. Macropodidae, Dendrolagus bennettianus/

34. Macropodidae, Dendrolagus dorianus/

35. Macropodidae, Dendrolagus goodfellowi/

36. Macropodidae, Dendrolagus inustus/

37. Macropodidae, Dendrolagus lumholtzi/

38. Macropodidae, Dendrolagus matschiei/

39. Macropodidae, Dendrolagus scottae/

40. Macropodidae, Dendrolagus spadix/

41. Macropodidae, Dendrolagus ursinus/

42. Macropodidae, Dorcopsis atrata/

43. Macropodidae, Dorcopsis hageni/

44. Macropodidae, Dorcopsis luctuosa/

45. Macropodidae, Dorcopsis muelleri/

46. Macropodidae, Dorcopsulus macleayi/

47. Macropodidae, Dorcopsulus vanheurni/

48. Macropodidae, Lagorchestes asomatus/

49. Macropodidae, Lagorchestes conspicillatus/

50. Macropodidae, Lagorchestes hirsutus/

51. Macropodidae, Lagorchestes leporides/

52. Macropodidae, Lagostrophus fasciatus/

53. Macropodidae, Macropus agilis/

54. Macropodidae, Macropus antilopinus/

55. Macropodidae, Macropus bernardus/

56. Macropodidae, Macropus dorsalis/

57. Macropodidae, Macropus eugenii/

58. Macropodidae, Macropus fuliginosus/

59. Macropodidae, Macropus giganteus/

60. Macropodidae, Macropus grayi/

61. Macropodidae, Macropus irma/

62. Macropodidae, Macropus parma/

63. Macropodidae, Macropus parryi/

64. Macropodidae, Macropus robustus/

65. Macropodidae, Macropus rufogriseus/

66. Macropodidae, Macropus rufus/

67. Macropodidae, Onychogalea fraenata/

68. Macropodidae, Onychogalea lunata/

69. Macropodidae, Onychogalea unguifera/

70. Macropodidae, Petrogale assimilis/

71. Macropodidae, Petrogale brachyotis/

72. Macropodidae, Petrogale burbidgei/

73. Macropodidae, Petrogale concinna/

74. Macropodidae, Petrogale godmani/

75. Macropodidae, Petrogale inornata/

76. Macropodidae, Petrogale lateralis/

77. Macropodidae, Petrogale penicillata/

78. Macropodidae, Petrogale persephone/

79. Macropodidae, Petrogale rothschildi/

80. Macropodidae, Petrogale xanthopus/

81. Macropodidae, Setonix brachyurus/

82. Macropodidae, Thylogale billardierii/

83. Macropodidae, Thylogale brunii/

84. Macropodidae, Thylogale stigmatica/

85. Macropodidae, Thylogale thetis/

86. Macropodidae, Wallabia bicolor/

87. Burramyidae, Burramys parvus/

88. Burramyidae, Cercartetus caudatus/

89. Burramyidae, Cercartetus concinnus/

90. Burramyidae, Cercartetus lepidus/

91. Burramyidae, Cercartetus nanus/

92. Pseudocheiridae, Hemibelideus lemuroides/

93. Pseudocheiridae, Petauroides volans/

94. Pseudocheiridae, Petropseudes dahli/

95. Pseudocheiridae, Pseudocheirus canescens/

96. Pseudocheiridae, Pseudocheirus caroli/

97. Pseudocheiridae, Pseudocheirus forbesi/

98. Pseudocheiridae, Pseudocheirus herbertensis/

99. Pseudocheiridae, Pseudocheirus mayeri/

100. Pseudocheiridae, Pseudocheirus peregrinus/

101. Pseudocheiridae, Pseudocheirus schlegeli/

102. Pseudocheiridae, Pseudochirops albertisii/

103. Pseudocheiridae, Pseudochirops archeri/

104. Pseudocheiridae, Pseudochirops corinnae/

105. Pseudocheiridae, Pseudochirops cupreus/

106. Petauridae, Dactylopsila megalura/

107. Petauridae, Dactylopsila palpator/

108. Petauridae, Dactylopsila tatei/

109. Petauridae, Dactylopsila trivirgata/

110. Petauridae, Gymnobelideus leadbeateri/

111. Petauridae, Petaurus abidi/

112. Petauridae, Petaurus australis/

113. Petauridae, Petaurus breviceps/

114. Petauridae, Petaurus gracilis/

115. Petauridae, Petaurus norfolcensis/

116. Tarsipedidae, Tarsipes rostratus/

117. Acrobatidae, Acrobates pygmaeus/

118. Acrobatidae, Distoechurus pennatus/

Order Xenarthra
#1962. <Viral hosts belong to the Kingdom Animalia; Phylum Chordata; Subphylum Vertebrata; Class Mammalia; Order Xenarthra;> 

Family/

1. Bradypodidae, Bradypus torquatus/

2. Bradypodidae, Bradypus tridactylus/

3. Bradypodidae, Bradypus variegatus/

4. Megalonychidae: Choloepinae, Choloepus didactylus/

5. Megalonychidae: Choloepinae, Choloepus hoffmanni/

6. Dasypodidae: Chlamyphorinae, Chlamyphorus retusus/

7. Dasypodidae: Chlamyphorinae, Chlamyphorus truncatus/

8. Dasypodidae: Dasypodinae, Cabassous centralis/

9. Dasypodidae: Dasypodinae, Cabassous chacoensis/

10. Dasypodidae: Dasypodinae, Cabassous tatouay/

11. Dasypodidae: Dasypodinae, Cabassous unicinctus/

12. Dasypodidae: Dasypodinae, Chaetophractus nationi/

13. Dasypodidae: Dasypodinae, Chaetophractus vellerosus/

14. Dasypodidae: Dasypodinae, Chaetophractus villosus/

15. Dasypodidae: Dasypodinae, Dasypus hybridus/

16. Dasypodidae: Dasypodinae, Dasypus kappleri/

17. Dasypodidae: Dasypodinae, Dasypus novemcinctus/

18. Dasypodidae: Dasypodinae, Dasypus pilosus/

19. Dasypodidae: Dasypodinae, Dasypus sabanicola/

20. Dasypodidae: Dasypodinae, Dasypus septemcinctus/

21. Dasypodidae: Dasypodinae, Euphractus sexcinctus/

22. Dasypodidae: Dasypodinae, Priodontes maximus/

23. Dasypodidae: Dasypodinae, Tolypeutes matacus/

24. Dasypodidae: Dasypodinae, Tolypeutes tricinctus/

25. Dasypodidae: Dasypodinae, Zaedyus pichiy/

26. Myrmecophagidae, Cyclopes didactylus/

27. Myrmecophagidae, Myrmecophaga tridactyla/

28. Myrmecophagidae, Tamandua mexicana/

29. Myrmecophagidae, Tamandua tetradactyla/

Order Insectivora
#1963. <Viral hosts belong to the Kingdom Animalia; Phylum Chordata; Subphylum Vertebrata; Class Mammalia; Order Insectivora;> 

Family/

1. Solenodontidae, Solenodon cubanus/

2. Solenodontidae, Solenodon marcanoi/

3. Solenodontidae, Solenodon paradoxus/

4. Nesophontidae, Nesophontes edithae/

5. Nesophontidae, Nesophontes hypomicrus/

6. Nesophontidae, Nesophontes longirostris/

7. Nesophontidae, Nesophontes major/

8. Nesophontidae, Nesophontes micrus/

9. Nesophontidae, Nesophontes paramicrus/

10. Nesophontidae, Nesophontes submicrus/

11. Nesophontidae, Nesophontes zamicrus/

12. Tenrecidae: Geogalinae, Geogale aurita/

13. Tenrecidae: Oryzorictinae, Limnogale mergulus/

14. Tenrecidae: Oryzorictinae, Microgale brevicaudata/

15. Tenrecidae: Oryzorictinae, Microgale cowani/

16. Tenrecidae: Oryzorictinae, Microgale dobsoni/

17. Tenrecidae: Oryzorictinae, Microgale dryas/

18. Tenrecidae: Oryzorictinae, Microgale gracilis/

19. Tenrecidae: Oryzorictinae, Microgale longicaudata/

20. Tenrecidae: Oryzorictinae, Microgale parvula/

21. Tenrecidae: Oryzorictinae, Microgale principula/

22. Tenrecidae: Oryzorictinae, Microgale pulla/

23. Tenrecidae: Oryzorictinae, Microgale pusilla/

24. Tenrecidae: Oryzorictinae, Microgale talazaci/

25. Tenrecidae: Oryzorictinae, Microgale thomasi/

26. Tenrecidae: Oryzorictinae, Oryzorictes hova/

27. Tenrecidae: Oryzorictinae, Oryzorictes talpoides/

28. Tenrecidae: Oryzorictinae, Oryzorictes tetradactylus/

29. Tenrecidae: Potamogalinae, Micropotamogale lamottei/

30. Tenrecidae: Potamogalinae, Micropotamogale ruwenzorii/

31. Tenrecidae: Potamogalinae,  Potamogale velox/

32. Tenrecidae: Tenrecinae, Echinops telfairi/

33. Tenrecidae: Tenrecinae, Hemicentetes semispinosus/

34. Tenrecidae: Tenrecinae, Setifer setosus/

35. Tenrecidae: Tenrecinae, Tenrec ecaudatus/

36. Chrysochloridae, Amblysomus gunningi/

37. Chrysochloridae, Amblysomus hottentotus/

38. Chrysochloridae, Amblysomus iris/

39. Chrysochloridae, Amblysomus julianae/

40. Chrysochloridae, Calcochloris obtusirostris/

41. Chrysochloridae, Chlorotalpa arendsi/

42. Chrysochloridae, Chlorotalpa duthieae/

43. Chrysochloridae, Chlorotalpa leucorhina/

44. Chrysochloridae, Chlorotalpa sclateri/

45. Chrysochloridae, Chlorotalpa tytonis/

46. Chrysochloridae, Chrysochloris asiatica/

47. Chrysochloridae, Chrysochloris stuhlmanni/

48. Chrysochloridae, Chrysochloris visagiei/

49. Chrysochloridae, Chrysospalax trevelyani/

50. Chrysochloridae, Chrysospalax villosus/

51. Chrysochloridae, Cryptochloris wintoni/

52. Chrysochloridae, Cryptochloris zyli/

53. Chrysochloridae, Eremitalpa granti/

54. Erinaceidae: Erinaceinae, Atelerix albiventris/

55. Erinaceidae: Erinaceinae, Atelerix algirus/

56. Erinaceidae: Erinaceinae, Atelerix frontalis/

57. Erinaceidae: Erinaceinae, Atelerix sclateri/

58. Erinaceidae: Erinaceinae, Erinaceus amurensis/

59. Erinaceidae: Erinaceinae, Erinaceus concolor/

60. Erinaceidae: Erinaceinae, Erinaceus europaeus/

61. Erinaceidae: Erinaceinae, Hemiechinus aethiopicus/

62. Erinaceidae: Erinaceinae, Hemiechinus auritus/

63. Erinaceidae: Erinaceinae, Hemiechinus collaris/

64. Erinaceidae: Erinaceinae, Hemiechinus hypomelas/

65. Erinaceidae: Erinaceinae, Hemiechinus micropus/

66. Erinaceidae: Erinaceinae, Hemiechinus nudiventris/

67. Erinaceidae: Erinaceinae, Mesechinus/

68. Erinaceidae: Erinaceinae, Mesechinus dauuricus/

69. Erinaceidae: Erinaceinae, Mesechinus hughi/

70. Erinaceidae: Hylomyinae, Echinosorex gymnura/

71. Erinaceidae: Hylomyinae, Hylomys hainanensis/

72. Erinaceidae: Hylomyinae, Hylomys sinensis/

73. Erinaceidae: Hylomyinae, Hylomys suillus/

74. Erinaceidae: Hylomyinae, Podogymnura aureospinula/

75. Erinaceidae: Hylomyinae, Podogymnura truei/

76. Soricidae: Crocidurinae, Congosorex polli/

77. Soricidae: Crocidurinae, Crocidura aleksandrisi/

78. Soricidae: Crocidurinae, Crocidura allex/

79. Soricidae: Crocidurinae, Crocidura andamanensis/

80. Soricidae: Crocidurinae, Crocidura ansellorum/

81. Soricidae: Crocidurinae, Crocidura arabica/

82. Soricidae: Crocidurinae, Crocidura armenica/

83. Soricidae: Crocidurinae, Crocidura attenuata/

84. Soricidae: Crocidurinae, Crocidura attila/

85. Soricidae: Crocidurinae, Crocidura baileyi/

86. Soricidae: Crocidurinae, Crocidura batesi/

87. Soricidae: Crocidurinae, Crocidura beatus/

88. Soricidae: Crocidurinae, Crocidura beccarii/

89. Soricidae: Crocidurinae, Crocidura bottegi/

90. Soricidae: Crocidurinae, Crocidura bottegoides/

91. Soricidae: Crocidurinae, Crocidura buettikoferi/

92. Soricidae: Crocidurinae, Crocidura caliginea/

93. Soricidae: Crocidurinae, Crocidura canariensis/

94. Soricidae: Crocidurinae, Crocidura cinderella/

95. Soricidae: Crocidurinae, Crocidura congobelgica/

96. Soricidae: Crocidurinae, Crocidura cossyrensis/

97. Soricidae: Crocidurinae, Crocidura crenata/

98. Soricidae: Crocidurinae, Crocidura crossei/

99. Soricidae: Crocidurinae, Crocidura cyanea/

100. Soricidae: Crocidurinae, Crocidura denti/

101. Soricidae: Crocidurinae, Crocidura desperata/

102. Soricidae: Crocidurinae, Crocidura dhofarensis/

103. Soricidae: Crocidurinae, Crocidura dolichura/

104. Soricidae: Crocidurinae, Crocidura douceti/

105. Soricidae: Crocidurinae, Crocidura dsinezumi/

106. Soricidae: Crocidurinae, Crocidura eisentrauti/

107. Soricidae: Crocidurinae, Crocidura elgonius/

108. Soricidae: Crocidurinae, Crocidura elongata/

109. Soricidae: Crocidurinae, Crocidura erica/

110. Soricidae: Crocidurinae, Crocidura fischeri/

111. Soricidae: Crocidurinae, Crocidura flavescens/

112. Soricidae: Crocidurinae, Crocidura floweri/

113. Soricidae: Crocidurinae, Crocidura foxi/

114. Soricidae: Crocidurinae, Crocidura fuliginosa/

115. Soricidae: Crocidurinae, Crocidura fulvastra/

116. Soricidae: Crocidurinae, Crocidura fumosa/

117. Soricidae: Crocidurinae, Crocidura fuscomurina/

118. Soricidae: Crocidurinae, Crocidura glassi/

119. Soricidae: Crocidurinae, Crocidura goliath/

120. Soricidae: Crocidurinae, Crocidura gracilipes/

121. Soricidae: Crocidurinae, Crocidura grandiceps/

122. Soricidae: Crocidurinae, Crocidura grandis/

123. Soricidae: Crocidurinae, Crocidura grassei/

124. Soricidae: Crocidurinae, Crocidura grayi/

125. Soricidae: Crocidurinae, Crocidura greenwoodi/

126. Soricidae: Crocidurinae, Crocidura gueldenstaedtii/

127. Soricidae: Crocidurinae, Crocidura harenna/

128. Soricidae: Crocidurinae, Crocidura hildegardeae/

129. Soricidae: Crocidurinae, Crocidura hirta/

130. Soricidae: Crocidurinae, Crocidura hispida/

131. Soricidae: Crocidurinae, Crocidura horsfieldii/

132. Soricidae: Crocidurinae, Crocidura jacksoni/

133. Soricidae: Crocidurinae, Crocidura jenkinsi/

134. Soricidae: Crocidurinae, Crocidura kivuana/

135. Soricidae: Crocidurinae, Crocidura lamottei/

136. Soricidae: Crocidurinae, Crocidura lanosa/

137. Soricidae: Crocidurinae, Crocidura lasiura/

138. Soricidae: Crocidurinae, Crocidura latona/

139. Soricidae: Crocidurinae, Crocidura lea/

140. Soricidae: Crocidurinae, Crocidura leucodon/

141. Soricidae: Crocidurinae, Crocidura levicula/

142. Soricidae: Crocidurinae, Crocidura littoralis/

143. Soricidae: Crocidurinae, Crocidura longipes/

144. Soricidae: Crocidurinae, Crocidura lucina/

145. Soricidae: Crocidurinae, Crocidura ludia/

146. Soricidae: Crocidurinae, Crocidura luna/

147. Soricidae: Crocidurinae, Crocidura lusitania/

148. Soricidae: Crocidurinae, Crocidura macarthuri/

149. Soricidae: Crocidurinae, Crocidura macmillani/

150. Soricidae: Crocidurinae, Crocidura macowi/

151. Soricidae: Crocidurinae, Crocidura malayana/

152. Soricidae: Crocidurinae, Crocidura manengubae/

153. Soricidae: Crocidurinae, Crocidura maquassiensis/

154. Soricidae: Crocidurinae, Crocidura mariquensis/

155. Soricidae: Crocidurinae, Crocidura maurisca/

156. Soricidae: Crocidurinae, Crocidura maxi/

157. Soricidae: Crocidurinae, Crocidura mindorus/

158. Soricidae: Crocidurinae, Crocidura minuta/

159. Soricidae: Crocidurinae, Crocidura miya/

160. Soricidae: Crocidurinae, Crocidura monax/

161. Soricidae: Crocidurinae, Crocidura monticola/

162. Soricidae: Crocidurinae, Crocidura montis/

163. Soricidae: Crocidurinae, Crocidura muricauda/

164. Soricidae: Crocidurinae, Crocidura mutesae/

165. Soricidae: Crocidurinae, Crocidura nana/

166. Soricidae: Crocidurinae, Crocidura nanilla/

167. Soricidae: Crocidurinae, Crocidura neglecta/

168. Soricidae: Crocidurinae, Crocidura negrina/

169. Soricidae: Crocidurinae, Crocidura nicobarica/

170. Soricidae: Crocidurinae, Crocidura nigeriae/

171. Soricidae: Crocidurinae, Crocidura nigricans/

172. Soricidae: Crocidurinae, Crocidura nigripes/

173. Soricidae: Crocidurinae, Crocidura nigrofusca/

174. Soricidae: Crocidurinae, Crocidura nimbae/

175. Soricidae: Crocidurinae, Crocidura niobe/

176. Soricidae: Crocidurinae, Crocidura obscurior/

177. Soricidae: Crocidurinae, Crocidura olivieri/

178. Soricidae: Crocidurinae, Crocidura orii/

179. Soricidae: Crocidurinae, Crocidura osorio/

180. Soricidae: Crocidurinae, Crocidura palawanensis/

181. Soricidae: Crocidurinae, Crocidura paradoxura/

182. Soricidae: Crocidurinae, Crocidura parvipes/

183. Soricidae: Crocidurinae, Crocidura pasha/

184. Soricidae: Crocidurinae, Crocidura pergrisea/

185. Soricidae: Crocidurinae, Crocidura phaeura/

186. Soricidae: Crocidurinae, Crocidura picea/

187. Soricidae: Crocidurinae, Crocidura pitmani/

188. Soricidae: Crocidurinae, Crocidura planiceps/

189. Soricidae: Crocidurinae, Crocidura poensis/

190. Soricidae: Crocidurinae, Crocidura polia/

191. Soricidae: Crocidurinae, Crocidura pullata/

192. Soricidae: Crocidurinae, Crocidura raineyi/

193. Soricidae: Crocidurinae, Crocidura religiosa/

194. Soricidae: Crocidurinae, Crocidura rhoditis/

195. Soricidae: Crocidurinae, Crocidura roosevelti/

196. Soricidae: Crocidurinae, Crocidura russula/

197. Soricidae: Crocidurinae, Crocidura selina/

198. Soricidae: Crocidurinae, Crocidura serezkyensis/

199. Soricidae: Crocidurinae, Crocidura sibirica/

200. Soricidae: Crocidurinae, Crocidura sicula/

201. Soricidae: Crocidurinae, Crocidura silacea/

202. Soricidae: Crocidurinae, Crocidura smithii/

203. Soricidae: Crocidurinae, Crocidura somalica/

204. Soricidae: Crocidurinae, Crocidura stenocephala/

205. Soricidae: Crocidurinae, Crocidura suaveolens/

206. Soricidae: Crocidurinae, Crocidura susiana/

207. Soricidae: Crocidurinae, Crocidura tansaniana/

208. Soricidae: Crocidurinae, Crocidura tarella/

209. Soricidae: Crocidurinae, Crocidura tarfayensis/

210. Soricidae: Crocidurinae, Crocidura telfordi/

211. Soricidae: Crocidurinae, Crocidura tenuis/

212. Soricidae: Crocidurinae, Crocidura thalia/

213. Soricidae: Crocidurinae, Crocidura theresae/

214. Soricidae: Crocidurinae, Crocidura thomensis/

215. Soricidae: Crocidurinae, Crocidura turba/

216. Soricidae: Crocidurinae, Crocidura ultima/

217. Soricidae: Crocidurinae, Crocidura usambarae/

218. Soricidae: Crocidurinae, Crocidura viaria/

219. Soricidae: Crocidurinae, Crocidura voi/

220. Soricidae: Crocidurinae, Crocidura whitakeri/

221. Soricidae: Crocidurinae, Crocidura wimmeri/

222. Soricidae: Crocidurinae, Crocidura xantippe/

223. Soricidae: Crocidurinae, Crocidura yankariensis/

224. Soricidae: Crocidurinae, Crocidura zaphiri/

225. Soricidae: Crocidurinae, Crocidura zarudnyi/

226. Soricidae: Crocidurinae, Crocidura zimmeri/

227. Soricidae: Crocidurinae, Crocidura zimmermanni/

228. Soricidae: Crocidurinae, Diplomesodon pulchellum/

229. Soricidae: Crocidurinae, Feroculus feroculus/

230. Soricidae: Crocidurinae, Myosorex babaulti/

231. Soricidae: Crocidurinae, Myosorex blarina/

232. Soricidae: Crocidurinae, Myosorex cafer/

233. Soricidae: Crocidurinae, Myosorex eisentrauti/

234. Soricidae: Crocidurinae, Myosorex geata/

235. Soricidae: Crocidurinae, Myosorex longicaudatus/

236. Soricidae: Crocidurinae, Myosorex okuensis/

237. Soricidae: Crocidurinae, Myosorex rumpii/

238. Soricidae: Crocidurinae, Myosorex schalleri/

239. Soricidae: Crocidurinae, Myosorex sclateri/

240. Soricidae: Crocidurinae, Myosorex tenuis/

241. Soricidae: Crocidurinae, Myosorex varius/

242. Soricidae: Crocidurinae, Paracrocidura graueri/

243. Soricidae: Crocidurinae, Paracrocidura maxima/

244. Soricidae: Crocidurinae, Paracrocidura schoutedeni/

245. Soricidae: Crocidurinae, Ruwenzorisorex suncoides/

246. Soricidae: Crocidurinae, Scutisorex somereni/

247. Soricidae: Crocidurinae, Solisorex pearsoni/

248. Soricidae: Crocidurinae, Suncus ater/

249. Soricidae: Crocidurinae, Suncus dayi/

250. Soricidae: Crocidurinae, Suncus etruscus/

251. Soricidae: Crocidurinae, Suncus fellowesgordoni/

252. Soricidae: Crocidurinae, Suncus hosei/

253. Soricidae: Crocidurinae, Suncus infinitesimus/

254. Soricidae: Crocidurinae, Suncus lixus/

255. Soricidae: Crocidurinae, Suncus madagascariensis/

256. Soricidae: Crocidurinae,  Suncus malayanus/

257. Soricidae: Crocidurinae, Suncus mertensi/

258. Soricidae: Crocidurinae, Suncus montanus/

259. Soricidae: Crocidurinae, Suncus murinus/

260. Soricidae: Crocidurinae, Suncus remyi/

261. Soricidae: Crocidurinae, Suncus stoliczkanus/

262. Soricidae: Crocidurinae, Suncus varilla/

263. Soricidae: Crocidurinae, Suncus zeylanicus/

264. Soricidae: Crocidurinae, Surdisorex norae/

265. Soricidae: Crocidurinae, Surdisorex polulus/

266. Soricidae: Crocidurinae, Sylvisorex granti/

267. Soricidae: Crocidurinae, Sylvisorex howelli/

268. Soricidae: Crocidurinae, Sylvisorex isabellae/

269. Soricidae: Crocidurinae, Sylvisorex johnstoni/

270. Soricidae: Crocidurinae, Sylvisorex lunaris/

271. Soricidae: Crocidurinae, Sylvisorex megalura/

272. Soricidae: Crocidurinae, Sylvisorex morio/

273. Soricidae: Crocidurinae, Sylvisorex ollula/

274. Soricidae: Crocidurinae, Sylvisorex oriundus/

275. Soricidae: Crocidurinae, Sylvisorex vulcanorum/

276. Soricidae: Soricinae, Anourosorex squamipes/

277. Soricidae: Soricinae, Blarina brevicauda/

278. Soricidae: Soricinae, Blarina carolinensis/

279. Soricidae: Soricinae, Blarina hylophaga/

280. Soricidae: Soricinae, Blarinella quadraticauda/

281. Soricidae: Soricinae, Blarinella wardi/

282. Soricidae: Soricinae, Chimarrogale hantu/

283. Soricidae: Soricinae, Chimarrogale himalayica/

284. Soricidae: Soricinae, Chimarrogale phaeura/

285. Soricidae: Soricinae, Chimarrogale platycephala/

286. Soricidae: Soricinae, Chimarrogale styani/

287. Soricidae: Soricinae, Chimarrogale sumatrana/

288. Soricidae: Soricinae, Cryptotis avia/

289. Soricidae: Soricinae, Cryptotis endersi/

290. Soricidae: Soricinae, Cryptotis goldmani/

291. Soricidae: Soricinae, Cryptotis goodwini/

292. Soricidae: Soricinae, Cryptotis gracilis/

293. Soricidae: Soricinae, Cryptotis hondurensis/

294. Soricidae: Soricinae, Cryptotis magna/

295. Soricidae: Soricinae, Cryptotis meridensis/

296. Soricidae: Soricinae, Cryptotis mexicana/

297. Soricidae: Soricinae, Cryptotis montivaga/

298. Soricidae: Soricinae, Cryptotis nigrescens/

299. Soricidae: Soricinae, Cryptotis parva/

300. Soricidae: Soricinae, Cryptotis squamipes/

301. Soricidae: Soricinae, Cryptotis thomasi/

302. Soricidae: Soricinae, Megasorex gigas/

303. Soricidae: Soricinae, Nectogale elegans/

304. Soricidae: Soricinae, Neomys anomalus/

305. Soricidae: Soricinae, Neomys fodiens/

306. Soricidae: Soricinae, Neomys schelkovnikovi/

307. Soricidae: Soricinae, Notiosorex crawfordi/

308. Soricidae: Soricinae, Sorex alaskanus/

309. Soricidae: Soricinae, Sorex alpinus/

310. Soricidae: Soricinae, Sorex araneus/

311. Soricidae: Soricinae, Sorex arcticus/

312. Soricidae: Soricinae, Sorex arizonae/

313. Soricidae: Soricinae, Sorex asper/

314. Soricidae: Soricinae, Sorex bairdii/

315. Soricidae: Soricinae, Sorex bedfordiae/

316. Soricidae: Soricinae, Sorex bendirii/

317. Soricidae: Soricinae, Sorex buchariensis/

318. Soricidae: Soricinae, Sorex caecutiens/

319. Soricidae: Soricinae, Sorex camtschatica/

320. Soricidae: Soricinae, Sorex cansulus/

321. Soricidae: Soricinae, Sorex cinereus/

322. Soricidae: Soricinae, Sorex coronatus/

323. Soricidae: Soricinae, Sorex cylindricauda/

324. Soricidae: Soricinae, Sorex daphaenodon/

325. Soricidae: Soricinae, Sorex dispar/

326. Soricidae: Soricinae, Sorex emarginatus/

327. Soricidae: Soricinae, Sorex excelsus/

328. Soricidae: Soricinae, Sorex fumeus/

329. Soricidae: Soricinae, Sorex gaspensis/

330. Soricidae: Soricinae, Sorex gracillimus/

331. Soricidae: Soricinae, Sorex granarius/

332. Soricidae: Soricinae, Sorex haydeni/

333. Soricidae: Soricinae, Sorex hosonoi/

334. Soricidae: Soricinae, Sorex hoyi/

335. Soricidae: Soricinae, Sorex hydrodromus/

336. Soricidae: Soricinae, Sorex isodon/

337. Soricidae: Soricinae, Sorex jacksoni/

338. Soricidae: Soricinae, Sorex kozlovi/

339. Soricidae: Soricinae, Sorex leucogaster/

340. Soricidae: Soricinae, Sorex longirostris/

341. Soricidae: Soricinae, Sorex lyelli/

342. Soricidae: Soricinae, Sorex macrodon/

343. Soricidae: Soricinae, Sorex merriami/

344. Soricidae: Soricinae, Sorex milleri/

345. Soricidae: Soricinae, Sorex minutissimus/

346. Soricidae: Soricinae, Sorex minutus/

347. Soricidae: Soricinae, Sorex mirabilis/

348. Soricidae: Soricinae, Sorex monticolus/

349. Soricidae: Soricinae, Sorex nanus/

350. Soricidae: Soricinae, Sorex oreopolus/

351. Soricidae: Soricinae, Sorex ornatus/

352. Soricidae: Soricinae, Sorex pacificus/

353. Soricidae: Soricinae, Sorex palustris/

354. Soricidae: Soricinae, Sorex planiceps/

355. Soricidae: Soricinae, Sorex portenkoi/

356. Soricidae: Soricinae, Sorex preblei/

357. Soricidae: Soricinae, Sorex raddei/

358. Soricidae: Soricinae, Sorex roboratus/

359. Soricidae: Soricinae, Sorex sadonis/

360. Soricidae: Soricinae, Sorex samniticus/

361. Soricidae: Soricinae, Sorex satunini/

362. Soricidae: Soricinae, Sorex saussurei/

363. Soricidae: Soricinae, Sorex sclateri/

364. Soricidae: Soricinae, Sorex shinto/

365. Soricidae: Soricinae, Sorex sinalis/

366. Soricidae: Soricinae, Sorex sonomae/

367. Soricidae: Soricinae, Sorex stizodon/

368. Soricidae: Soricinae, Sorex tenellus/

369. Soricidae: Soricinae, Sorex thibetanus/

370. Soricidae: Soricinae, Sorex trowbridgii/

371. Soricidae: Soricinae, Sorex tundrensis/

372. Soricidae: Soricinae,  Sorex ugyunak/

373. Soricidae: Soricinae, Sorex unguiculatus/

374. Soricidae: Soricinae, Sorex vagrans/

375. Soricidae: Soricinae, Sorex ventralis/

376. Soricidae: Soricinae, Sorex veraepacis/

377. Soricidae: Soricinae, Sorex volnuchini/

378. Soricidae: Soricinae, Soriculus caudatus/

379. Soricidae: Soricinae, Soriculus fumidus/

380. Soricidae: Soricinae, Soriculus hypsibius/

381. Soricidae: Soricinae, Soriculus lamula/

382. Soricidae: Soricinae, Soriculus leucops/

383. Soricidae: Soricinae, Soriculus macrurus/

384. Soricidae: Soricinae, Soriculus nigrescens/

385. Soricidae: Soricinae, Soriculus parca/

386. Soricidae: Soricinae, Soriculus salenskii/

387. Soricidae: Soricinae, Soriculus smithii/

388. Talpidae: Desmaninae, Desmana moschata/

389. Talpidae: Desmaninae, Galemys pyrenaicus/

390. Talpidae: Talpinae, Condylura cristata/

391. Talpidae: Talpinae, Euroscaptor grandis/

392. Talpidae: Talpinae, Euroscaptor klossi/

393. Talpidae: Talpinae, Euroscaptor longirostris/

394. Talpidae: Talpinae, Euroscaptor micrura/

395. Talpidae: Talpinae, Euroscaptor mizura/

396. Talpidae: Talpinae, Euroscaptor parvidens/

397. Talpidae: Talpinae, Mogera etigo/

398. Talpidae: Talpinae, Mogera insularis/

399. Talpidae: Talpinae, Mogera kobeae/

400. Talpidae: Talpinae, Mogera minor/

401. Talpidae: Talpinae, Mogera robusta/

402. Talpidae: Talpinae, Mogera tokudae/

403. Talpidae: Talpinae, Mogera wogura/

404. Talpidae: Talpinae, Nesoscaptor uchidai/

405. Talpidae: Talpinae, Neurotrichus gibbsii/

406. Talpidae: Talpinae, Parascalops breweri/

407. Talpidae: Talpinae, Parascaptor leucura/

408. Talpidae: Talpinae, Scalopus aquaticus/

409. Talpidae: Talpinae, Scapanulus oweni/

410. Talpidae: Talpinae, Scapanus latimanus/

411. Talpidae: Talpinae, Scapanus orarius/

412. Talpidae: Talpinae, Scapanus townsendii/

413. Talpidae: Talpinae, Scaptochirus moschatus/

414. Talpidae: Talpinae, Scaptonyx fusicaudus/

415. Talpidae: Talpinae, Talpa altaica/

416. Talpidae: Talpinae, Talpa caeca/

417. Talpidae: Talpinae, Talpa caucasica/

418. Talpidae: Talpinae, Talpa europaea/

419. Talpidae: Talpinae, Talpa levantis/

420. Talpidae: Talpinae, Talpa occidentalis/

421. Talpidae: Talpinae, Talpa romana/

422. Talpidae: Talpinae, Talpa stankovici/

423. Talpidae: Talpinae, Talpa streeti/

424. Talpidae: Talpinae, Urotrichus pilirostris/

425. Talpidae: Talpinae, Urotrichus talpoides/

426. Talpidae: Uropsilinae, Uropsilus andersoni/

427. Talpidae: Uropsilinae, Uropsilus gracilis/

428. Talpidae: Uropsilinae, Uropsilus investigator/

429. Talpidae: Uropsilinae, Uropsilus soricipes/

Order Scandentia
#1964. <Viral hosts belong to the Kingdom Animalia; Phylum Chordata; Subphylum Vertebrata; Class Mammalia; Order Scandentia;> 

Family/

1. Tupaiidae: Tupaiinae, Anathana ellioti/

2. Tupaiidae: Tupaiinae, Dendrogale melanura/

3. Tupaiidae: Tupaiinae, Dendrogale murina/

4. Tupaiidae: Tupaiinae, Tupaia belangeri/

5. Tupaiidae: Tupaiinae, Tupaia chrysogaster/

6. Tupaiidae: Tupaiinae, Tupaia dorsalis/

7. Tupaiidae: Tupaiinae, Tupaia glis/

8. Tupaiidae: Tupaiinae, Tupaia gracilis/

9. Tupaiidae: Tupaiinae, Tupaia javanica/

10. Tupaiidae: Tupaiinae, Tupaia longipes/

11. Tupaiidae: Tupaiinae, Tupaia minor/

12. Tupaiidae: Tupaiinae, Tupaia montana/

13. Tupaiidae: Tupaiinae, Tupaia nicobarica/

14. Tupaiidae: Tupaiinae, Tupaia palawanensis/

15. Tupaiidae: Tupaiinae, Tupaia picta/

16. Tupaiidae: Tupaiinae, Tupaia splendidula/

17. Tupaiidae: Tupaiinae, Tupaia tana/

18. Tupaiidae: Tupaiinae, Urogale everetti/

19. Tupaiidae: Ptilocercinae, Ptilocercus lowii/

20. Tupaiidae/

21. Tupaiidae: Tupaiinae/

22. Tupaiidae: Tupaiinae: Tupaia spec./

Order Chiroptera
#1965. <Viral hosts belong to the Kingdom Animalia; Phylum Chordata; Subphylum Vertebrata; Class Mammalia; Order Chiroptera;> 

Family/

1. Pteropodidae: Pteropodinae, Acerodon /

2. Pteropodidae: Pteropodinae, Aethalops alecto/

3. Pteropodidae: Pteropodinae, Alionycteris paucidentata/

4. Pteropodidae: Pteropodinae, Aproteles bulmerae/

5. Pteropodidae: Pteropodinae, Balionycteris maculata/

6. Pteropodidae: Pteropodinae, Boneia bidens/

7. Pteropodidae: Pteropodinae, Casinycteris argynnis/

8. Pteropodidae: Pteropodinae, Chironax melanocephalus/

9. Pteropodidae: Pteropodinae, Cynopterus /

10. Pteropodidae: Pteropodinae, Dobsonia /

11. Pteropodidae: Pteropodinae, Dyacopterus spadiceus/

12. Pteropodidae: Pteropodinae, Eidolon /

13. Pteropodidae: Pteropodinae, Epomophorus /

14. Pteropodidae: Pteropodinae, Epomops /

15. Pteropodidae: Pteropodinae, Haplonycteris /

16. Pteropodidae: Pteropodinae, Harpyionycteris /

17. Pteropodidae: Pteropodinae, Hypsignathus monstrosus/

18. Pteropodidae: Pteropodinae, Latidens salimalii/

19. Pteropodidae: Pteropodinae, Megaerops /

20. Pteropodidae: Pteropodinae, Micropteropus /

21. Pteropodidae: Pteropodinae, Myonycteris /

22. Pteropodidae: Pteropodinae, Nanonycteris veldkampi/

23. Pteropodidae: Pteropodinae, Neopteryx frosti/

24. Pteropodidae: Pteropodinae, Nyctimene /

25. Pteropodidae: Pteropodinae, Otopteropus cartilagonodus/

26. Pteropodidae: Pteropodinae, Paranyctimene raptor/

27. Pteropodidae: Pteropodinae, Penthetor lucasi/

28. Pteropodidae: Pteropodinae, Plerotes anchietai/

29. Pteropodidae: Pteropodinae, Ptenochirus /

30. Pteropodidae: Pteropodinae, Pteralopex /

31. Pteropodidae: Pteropodinae, Pteropus /

32. Pteropodidae: Pteropodinae, Pteropus vampyrus/

33. Pteropodidae: Pteropodinae, Rousettus /

34. Pteropodidae: Pteropodinae, Rousettus spinalatus/

35. Pteropodidae: Pteropodinae, Scotonycteris ophiodon/

36. Pteropodidae: Pteropodinae, Scotonycteris zenkeri/

37. Pteropodidae: Pteropodinae, Sphaerias blanfordi/

38. Pteropodidae: Pteropodinae, Styloctenium wallacei/

39. Pteropodidae: Pteropodinae, Thoopterus nigrescens/

40. Pteropodidae: Macroglossinae, Eonycteris /

41. Pteropodidae: Macroglossinae, Macroglossus /

42. Pteropodidae: Macroglossinae, Megaloglossus woermanni/

43. Pteropodidae: Macroglossinae, Melonycteris /

44. Pteropodidae: Macroglossinae, Notopteris macdonaldi/

45. Pteropodidae: Macroglossinae, Syconycteris /

46. Pteropodidae: Rhinopomatidae, Rhinopoma /

47. Craseonycteridae, Craseonycteris thonglongyai/

48. Emballonuridae, Balantiopteryx /

49. Emballonuridae, Centronycteris maximiliani/

50. Emballonuridae, Coleura /

51. Emballonuridae, Cormura brevirostris/

52. Emballonuridae, Cyttarops alecto/

53. Emballonuridae, Diclidurus /

54. Emballonuridae, Emballonura /

55. Emballonuridae, Mosia nigrescens/

56. Emballonuridae, Peropteryx /

57. Emballonuridae, Rhynchonycteris naso/

58. Emballonuridae, Saccolaimus /

59. Emballonuridae, Saccopteryx/

60. Emballonuridae, Taphozous /

61. Nycteridae, Nycteris /

62. Megadermatidae, Cardioderma cor/

63. Megadermatidae, Lavia frons/

64. Megadermatidae, Macroderma gigas/

65. Megadermatidae, Megaderma /

66. Rhinolophidae: Rhinolophinae, Rhinolophus /

67. Rhinolophidae: Hipposiderinae, Anthops ornatus/

68. Rhinolophidae: Hipposiderinae, Asellia /

69. Rhinolophidae: Hipposiderinae, Aselliscus /

70. Rhinolophidae: Hipposiderinae, Cloeotis percivali/

71. Rhinolophidae: Hipposiderinae, Coelops /

72. Rhinolophidae: Hipposiderinae, Hipposideros /

73. Rhinolophidae: Hipposiderinae, Paracoelops megalotis/

74. Rhinolophidae: Hipposiderinae, Rhinonicteris aurantia/

75. Rhinolophidae: Hipposiderinae, Triaenops furculus/

76. Rhinolophidae: Hipposiderinae, Triaenops persicus/

77. Noctilionidae, Noctilio albiventris/

78. Noctilionidae, Noctilio albiventris/

79. Noctilionidae, Noctilio leporinus/

80. Mormoopidae, Mormoops blainvillii/

81. Mormoopidae, Mormoops megalophylla/

82. Mormoopidae, Pteronotus /

83. Phyllostomidae: Phyllostominae, Chrotopterus auritus/

84. Phyllostomidae: Phyllostominae, Lonchorhina /

85. Phyllostomidae: Phyllostominae, Macrophyllum macrophyllum/

86. Phyllostomidae: Phyllostominae, Macrotus /

87. Phyllostomidae: Phyllostominae, Micronycteris /

88. Phyllostomidae: Phyllostominae, Mimon bennettii/

89. Phyllostomidae: Phyllostominae, Mimon crenulatum/

90. Phyllostomidae: Phyllostominae, Phylloderma /

91. Phyllostomidae: Phyllostominae, Phyllostomus /

92. Phyllostomidae: Phyllostominae, Tonatia /

93. Phyllostomidae: Phyllostominae, Trachops cirrhosus/

94. Phyllostomidae: Phyllostominae, Vampyrum spectrum/

95. Phyllostomidae: Lonchophyllinae, Lionycteris spurrelli/

96. Phyllostomidae: Lonchophyllinae, Lonchophylla /

97. Phyllostomidae: Lonchophyllinae, Platalina genovensium/

98. Phyllostomidae: Brachyphyllinae, Brachyphylla /

99. Phyllostomidae: Phyllonycterinae, Erophylla sezekorni/

100. Phyllostomidae: Phyllonycterinae: Phyllonycteris /

101. Phyllostomidae: Glossophaginae, Anoura /

102. Phyllostomidae: Glossophaginae, Choeroniscus /

103. Phyllostomidae: Glossophaginae, Choeronycteris mexicana/

104. Phyllostomidae: Glossophaginae, Glossophaga /

105. Phyllostomidae: Glossophaginae, Hylonycteris underwoodi/

106. Phyllostomidae: Glossophaginae, Leptonycteris /

107. Phyllostomidae: Glossophaginae, Lichonycteris obscura/

108. Phyllostomidae: Glossophaginae, Monophyllus /

109. Phyllostomidae: Glossophaginae, Musonycteris harrisoni/

110. Phyllostomidae: Glossophaginae, Scleronycteris ega/

111. Phyllostomidae: Carolliinae, Carollia /

112. Phyllostomidae: Carolliinae, Rhinophylla /

113. Phyllostomidae: Stenodermatinae, Ametrida centurio/

114. Phyllostomidae: Stenodermatinae, Ardops nichollsi/

115. Phyllostomidae: Stenodermatinae, Ariteus flavescens (Jamaican fig-eating bat) [TaxID 148035]/

116. Phyllostomidae: Stenodermatinae, Artibeus /

117. Phyllostomidae: Stenodermatinae, Artibeus anderseni (Andersen's fruit-eating bat) [TaxID 51015]/

118. Phyllostomidae: Stenodermatinae, Artibeus aztecus (Aztec fruit-eating bat) [TaxID 40239]/

119. Phyllostomidae: Stenodermatinae, Artibeus cinereus (Gervais fruit-eating bat) [TaxID 40224]/

120. Phyllostomidae: Stenodermatinae, Artibeus concolor (brown fruit-eating bat) [TaxID 40225]/

121. Phyllostomidae: Stenodermatinae, Artibeus fimbriatus (fringed fruit-eating bat) [TaxID 51010]/

122. Phyllostomidae: Stenodermatinae, Artibeus fraterculus (fraternal fruit-eating bat) [TaxID 51011]/

123. Phyllostomidae: Stenodermatinae, Artibeus glaucus (silver fruit-eating bat) [TaxID 40226]/

124. Phyllostomidae: Stenodermatinae, Artibeus hartii (little fruit-eating bat) [TaxID 27654]/

125. Phyllostomidae: Stenodermatinae, Artibeus hirsutus (hairy fruit-eating bat) [TaxID 51012]/

126. Phyllostomidae: Stenodermatinae, Artibeus inopinatus (Honduran fruit-eating bat) [TaxID 51013]/

127. Phyllostomidae: Stenodermatinae, Artibeus jamaicensis (Jamaican fruit-eating bat) [TaxID 9417]/

128. Phyllostomidae: Stenodermatinae, Artibeus lituratus (great fruit-eating bat) [TaxID 27634]/

129. Phyllostomidae: Stenodermatinae, Artibeus obscurus (dark fruit-eating bat) [TaxID 40228]/

130. Phyllostomidae: Stenodermatinae, Artibeus phaeotis (dwarf fruit-eating bat) [TaxID 40229]/

131. Phyllostomidae: Stenodermatinae, Artibeus planirostris (flat-faced fruit-eating bat) [TaxID 40230]/

132. Phyllostomidae: Stenodermatinae, Artibeus toltecus (Toltec fruit-eating bat) [TaxID 40240]/

133. Phyllostomidae: Stenodermatinae, Centurio senex/

134. Phyllostomidae: Stenodermatinae, Chiroderma /

135. Phyllostomidae: Stenodermatinae, Ectophylla alba/

136. Phyllostomidae: Stenodermatinae, Mesophylla macconnelli/

137. Phyllostomidae: Stenodermatinae, Phyllops falcatus/

138. Phyllostomidae: Stenodermatinae, Platyrrhinus /

139. Phyllostomidae: Stenodermatinae, Pygoderma bilabiatum/

140. Phyllostomidae: Stenodermatinae: Sphaeronycteris toxophyllum/

141. Phyllostomidae: Stenodermatinae, Stenoderma rufum/

142. Phyllostomidae: Stenodermatinae, Sturnira /

143. Phyllostomidae: Stenodermatinae, Uroderma /

144. Phyllostomidae: Stenodermatinae, Vampyressa /

145. Phyllostomidae: Desmodontinae, Desmodus rotundus/

146. Phyllostomidae: Desmodontinae, Diaemus youngi/

147. Phyllostomidae: Desmodontinae, Diphylla ecaudata/

148. Natalidae, Natalus /

149. Furipteridae, Amorphochilus schnablii/

150. Furipteridae, Furipterus horrens/

151. Thyropteridae, Thyroptera /

152. Myzopodidae, Myzopoda aurita/

153. Vespertilionidae: Kerivoulinae, Kerivoula /

154. Vespertilionidae: Vespertilioninae, Antrozous /

155. Vespertilionidae: Vespertilioninae: Barbastella /

156. Vespertilionidae: Vespertilioninae: Chalinolobus /

157. Vespertilionidae: Vespertilioninae, Eptesicus /

158. Vespertilionidae: Vespertilioninae, Euderma maculatum/

159. Vespertilionidae: Vespertilioninae, Eudiscopus denticulus/

160. Vespertilionidae: Vespertilioninae: Glischropus /

161. Vespertilionidae: Vespertilioninae: Hesperoptenus /

162. Vespertilionidae: Vespertilioninae, Histiotus /

163. Vespertilionidae: Vespertilioninae, Ia io/

164. Vespertilionidae: Vespertilioninae: Idionycteris phyllotis/

165. Vespertilionidae: Vespertilioninae, Laephotis /

166. Vespertilionidae: Vespertilioninae: Lasionycteris noctivagans/

167. Vespertilionidae: Vespertilioninae, Lasiurus /

168. Vespertilionidae: Vespertilioninae, Mimetillus moloneyi/

169. Vespertilionidae: Vespertilioninae, Myotis /

170. Vespertilionidae: Vespertilioninae, Nyctalus /

171. Vespertilionidae: Vespertilioninae, Nycticeius /

172. Vespertilionidae: Vespertilioninae: Nyctophilus /

173. Vespertilionidae: Vespertilioninae: Otonycteris hemprichi/

174. Vespertilionidae: Vespertilioninae, Pharotis imogene/

175. Vespertilionidae: Vespertilioninae, Philetor brachypterus/

176. Vespertilionidae: Vespertilioninae: Pipistrellus /

177. Vespertilionidae: Vespertilioninae, Plecotus /

178. Vespertilionidae: Vespertilioninae, Rhogeessa /

179. Vespertilionidae: Vespertilioninae, Scotoecus /

180. Vespertilionidae: Vespertilioninae: Scotophilus /

181. Vespertilionidae: Vespertilioninae: Tylonycteris /

182. Vespertilionidae: Vespertilioninae: Vespertilio /

183. Vespertilionidae: Murininae, Harpiocephalus harpia/

184. Vespertilionidae: Murininae, Murina /

185. Vespertilionidae: Miniopterinae, Miniopterus /

186. Vespertilionidae: Tomopeatinae, Tomopeas ravus/

187. Mystacinidae, Mystacina /

188. Molossidae, Chaerephon /

189. Molossidae, Cheiromeles torquatus/

190. Molossidae, Eumops /

191. Molossidae, Molossops /

192. Molossidae, Molossus /

193. Molossidae, Mops /

194. Molossidae, Mormopterus /

195. Molossidae, Myopterus /

196. Molossidae, Nyctinomops /

197. Molossidae, Otomops /

198. Molossidae, Promops /

199. Molossidae, Tadarida /

Order Dermoptera
#1966. <Viral hosts belong to the Kingdom Animalia; Phylum Chordata; Subphylum Vertebrata; Class Mammalia; Order Dermoptera;> 

Family Cynocephalidae:  <Genus and Species>/

1. Cynocephalus /

2. Cynocephalus variegatus/

3. Cynocephalus volans/

Order Primates
#1967. <Viral hosts belong to the Kingdom Animalia; Phylum Chordata; Subphylum Vertebrata; Class Mammalia; Order Primates;> 

Family <whether Cheirogaleidae, Lemuridae, Megaladapidae, Indridae, Loridae, Galagonidae, Tarsiidae, Callitrichidae, Cebidae, Cercopithecidae, Hylobatidae, Hominidae>/

1. Cheirogaleidae/

2. Lemuridae/

3. Megaladapidae/

4. Indridae/

5. Loridae/

6. Galagonidae/

7. Tarsiidae/

8. Callitrichidae/

9. Cebidae/

10. Cercopithecidae/

11. Hylobatidae/

12. Hominidae/

Family Cheirogaleiinae

#1968. <Viral hosts belong to the Kingdom Animalia; Vertebrata; Mammalia; Order Primates; Family Cheirogaleidae> Subfamily <whether Cheirogaleiinae or Phanerinae>/

1. Cheirogaleiinae/

2. Phanerinae/

3. Phanerinae, Phaner furcifer/

#1969. Virus infects <Animalia; Vertebrata; Mammalia; Order Primates; Family Cheirogaleidae, Cheirogaleinae:  Genus and Species>/

1. Allocebus trichotis/

2. Cheirogaleus major/

3. Cheirogaleus medius/

4. Microcebus coquereli/

5. Microcebus murinus/

6. Microcebus rufus/

Family Lemuridae

#1970. Virus infects <Animalia; Vertebrata; Mammalia; Order Primates; Family Lemuridae:  Genus and Species>/

1. Eulemur coronatus/

2. Eulemur fulvus/

3. Eulemur macaco/

4. Eulemur mongoz/

5. Eulemur rubriventer/

6. Hapalemur aureus/

7. Hapalemur griseus/

8. Hapalemur simus/

9. Lemur catta/

10. Varecia variegata/

Family Megaladapidae

#1971. Virus infects <Animalia; Vertebrata; Mammalia; Order Primates; Family Megaladapidae:  Genus and Species>/

1. Lepilemur dorsalis/

2. Lepilemur edwardsi/

3. Lepilemur leucopus/

4. Lepilemur microdon/

5. Lepilemur mustelinus/

6. Lepilemur ruficaudatus/

7. Lepilemur septentrionalis/

Family Indridae

#1972. Virus infects <Animalia; Vertebrata; Mammalia; Order Primates; Family Indridae:  Genus and Species>/

1. Avahi laniger/

2. Indri indri/

3. Propithecus diadema/

4. Propithecus tattersalli/

5. Propithecus verreauxi/

6. Daubentonia bentonia/

7. Daubentonia madagascariensis/

Family Loridae

#1973. Virus infects <Animalia; Vertebrata; Mammalia; Order Primates; Family Loridae:  Genus and Species>/

1. Arctocebus aureus/

2. Arctocebus calabarensis/

3. Loris tardigradus/

4. Nycticebus coucang/

5. Nycticebus pygmaeus/

6. Perodicticus potto/

Family Galagonidae

#1974. Virus infects <Animalia; Vertebrata; Mammalia; Order Primates; Family Galagonidae:  Genus and Species>/

1. Euoticus elegantulus/

2. Euoticus pallidus/

3. Galago alleni/

4. Galago gallarum/

5. Galago matschiei/

6. Galago moholi/

7. Galago senegalensis/

8. Galagoides demidoff/

9. Galagoides zanzibaricus/

10. Otolemur crassicaudatus/

11. Otolemur garnettii/

Family Tarsiidae

#1975. Virus infects <Animalia; Vertebrata; Mammalia; Order Primates; Family Tarsiidae:  Genus and Species>/

1. Tarsius bancanus/

2. Tarsius dianae/

3. Tarsius pumilus/

4. Tarsius spectrum/

5. Tarsius syrichta/

Family Callitrichidae

#1976. Virus infects <Animalia; Vertebrata; Mammalia; Order Primates; Family Callitrichidae:  Genus and Species>/

1. Callimico goeldii/

2. Callithrix argentata/

3. Callithrix aurita/

4. Callithrix flaviceps/

5. Callithrix geoffroyi/

6. Callithrix humeralifer/

7. Callithrix jacchus/

8. Callithrix kuhlii/

9. Callithrix penicillata/

10. Callithrix pygmaea/

11. Leontopithecus caissara/

12. Leontopithecus chrysomela/

13. Leontopithecus chrysopygus/

14. Leontopithecus rosalia/

15. Saguinus bicolor/

16. Saguinus fuscicollis/

17. Saguinus geoffroyi/

18. Saguinus imperator/

19. Saguinus inustus/

20. Saguinus labiatus/

21. Saguinus leucopus/

22. Saguinus midas/

23. Saguinus mystax/

24. Saguinus nigricollis/

25. Saguinus oedipus/

26. Saguinus tripartitus/

Family Cebidae

#1977. Virus infects <Animalia; Vertebrata; Mammalia; Order Primates; Family Cebidae> Subfamily <whether Alouattinae, Aotinae, Atelinae, Callicebinae, Cebinae, Pitheciinae>/

1. Alouattinae/

2. Aotinae/

3. Atelinae/

4. Callicebinae/

5. Cebinae/

6. Pitheciinae/

#1978. Virus infects <Animalia; Vertebrata; Mammalia; Order Primates; Family Cebidae; Alouattinae:  Genus and Species>/

1. Alouatta belzebul/

2. Alouatta caraya/

3. Alouatta coibensis/

4. Alouatta fusca/

5. Alouatta palliata/

6. Alouatta pigra/

7. Alouatta sara/

8. Alouatta seniculus/

#1979. Virus infects <Animalia; Vertebrata; Mammalia; Order Primates; Family Cebidae; Aotinae:  Genus and Species>/

1. Aotus /

2. Aotus azarai/

3. Aotus brumbacki/

4. Aotus hershkovitzi/

5. Aotus infulatus/

6. Aotus lemurinus/

7. Aotus miconax/

8. Aotus nancymaae/

9. Aotus nigriceps/

10. Aotus trivirgatus/

11. Aotus vociferans/

#1980. Virus infects <Animalia; Vertebrata; Mammalia; Order Primates; Family Cebidae;  Atelinae:  Genus and Species>/

1. Ateles /

2. Ateles belzebuth/

3. Ateles chamek/

4. Ateles fusciceps/

5. Ateles geoffroyi/

6. Ateles marginatus/

7. Ateles paniscus/

8. Brachyteles arachnoides/

9. Lagothrix /

10. Lagothrix flavicauda/

11. Lagothrix lagotricha/

#1981. Virus infects <Animalia; Vertebrata; Mammalia; Order Primates; Family Cebidae; Callicebinae:  Genus and Species>/

1. Callicebus /

2. Callicebus brunneus/

3. Callicebus caligatus/

4. Callicebus cinerascens/

5. Callicebus cupreus/

6. Callicebus donacophilus/

7. Callicebus dubius/

8. Callicebus hoffmannsi/

9. Callicebus modestus/

10. Callicebus moloch/

11. Callicebus oenanthe/

12. Callicebus olallae/

13. Callicebus personatus/

14. Callicebus torquatus/

#1982. Virus infects <Animalia; Vertebrata; Mammalia; Order Primates; Family Cebidae; Cebinae:  Genus and Species>/

1. Cebus /

2. Cebus albifrons/

3. Cebus apella/

4. Cebus capucinus/

5. Cebus olivaceus/

6. Saimiri /

7. Saimiri boliviensis/

8. Saimiri oerstedii/

9. Saimiri sciureus/

10. Saimiri ustus/

11. Saimiri vanzolinii/

#1983. Virus infects <Animalia; Vertebrata; Mammalia; Order Primates; Family Cebidae; Pitheciinae:  Genus and Species>/

1. Cacajao /

2. Cacajao calvus/

3. Cacajao melanocephalus/

4. Chiropotes /

5. Chiropotes albinasus/

6. Chiropotes satanas/

7. Pithecia /

8. Pithecia aequatorialis/

9. Pithecia albicans/

10. Pithecia irrorata/

11. Pithecia monachus/

12. Pithecia pithecia/

Family Cercopithecidae

#1984. Virus infects <Animalia; Vertebrata; Mammalia; Order Primates; Family Cercopithecidae> Subfamily <whether Cercopithecinae, Colobinae:  Genus and Species>/

1. Cercopithecinae/

2. Colobinae/

#1985. Virus infects <Animalia; Vertebrata; Mammalia; Order Primates; Family Cercopithecidae, Cercopithecinae:  Genus and Species>/

1. Allenopithecus nigroviridis/

2. Cercocebus /

3. Cercocebus agilis/

4. Cercocebus galeritus/

5. Cercocebus torquatus/

6. Cercopithecus /

7. Cercopithecus ascanius/

8. Cercopithecus campbelli/

9. Cercopithecus cephus/

10. Cercopithecus diana/

11. Cercopithecus dryas/

12. Cercopithecus erythrogaster/

13. Cercopithecus erythrotis/

14. Cercopithecus hamlyni/

15. Cercopithecus lhoesti/

16. Cercopithecus mitis/

17. Cercopithecus mona/

18. Cercopithecus neglectus/

19. Cercopithecus nictitans/

20. Cercopithecus petaurista/

21. Cercopithecus pogonias/

22. Cercopithecus preussi/

23. Cercopithecus sclateri/

24. Cercopithecus solatus/

25. Cercopithecus wolfi/

26. Chlorocebus aethiops/

27. Erythrocebus patas/

28. Lophocebus albigena/

29. Macaca /

30. Macaca arctoides/

31. Macaca assamensis/

32. Macaca cyclopis/

33. Macaca fascicularis/

34. Macaca fuscata/

35. Macaca maura/

36. Macaca mulatta/

37. Macaca nemestrina/

38. Macaca nigra/

39. Macaca ochreata/

40. Macaca radiata/

41. Macaca silenus/

42. Macaca sinica/

43. Macaca sylvanus/

44. Macaca thibetana/

45. Macaca tonkeana/

46. Mandrillus /

47. Mandrillus leucophaeus/

48. Mandrillus sphinx/

49. Miopithecus talapoin/

50. Papio hamadryas/

51. Theropithecus gelada/

#1986. Virus infects <Animalia; Vertebrata; Mammalia; Order Primates; Family Cercopithecidae, Colobinae:  Genus and Species>/

1. Colobus /

2. Colobus angolensis/

3. Colobus guereza/

4. Colobus polykomos/

5. Colobus satanas/

6. Nasalis /

7. Nasalis concolor/

8. Nasalis larvatus/

9. Presbytis /

10. Presbytis comata/

11. Presbytis femoralis/

12. Presbytis frontata/

13. Presbytis hosei/

14. Presbytis melalophos/

15. Presbytis potenziani/

16. Presbytis rubicunda/

17. Presbytis thomasi/

18. Procolobus /

19. Procolobus badius/

20. Procolobus pennantii/

21. Procolobus preussi/

22. Procolobus rufomitratus/

23. Procolobus verus/

24. Pygathrix /

25. Pygathrix avunculus/

26. Pygathrix bieti/

27. Pygathrix brelichi/

28. Pygathrix nemaeus/

29. Pygathrix roxellana/

30. Semnopithecus entellus/

31. Trachypithecus /

32. Trachypithecus auratus/

33. Trachypithecus cristatus/

34. Trachypithecus francoisi/

35. Trachypithecus geei/

36. Trachypithecus johnii/

37. Trachypithecus obscurus/

38. Trachypithecus phayrei/

39. Trachypithecus pileatus/

40. Trachypithecus vetulus/

Family Hylobatidae

#1987. Virus infects <Animalia; Vertebrata; Mammalia; Order Primates; Family Hylobatidae:  Genus and Species>/

1. Hylobates agilis/

2. Hylobates concolor/

3. Hylobates gabriellae/

4. Hylobates hoolock/

5. Hylobates klossii/

6. Hylobates lar/

7. Hylobates leucogenys/

8. Hylobates moloch/

9. Hylobates muelleri/

10. Hylobates pileatus/

11. Hylobates syndactylus/

Family Hominidae

#1988. Virus infects <Animalia; Vertebrata; Mammalia; Order Primates; Family Hominidae:  Genus and Species>/

1. Gorilla gorilla (gorilla)/

2. Homo sapiens (human)/

3. Pan paniscus (chimpanzee)/

4. Pan troglodytes/

5. Pongo pygmaeus/

Order Carnivora
#1989. <Viral hosts belong to the Kingdom Animalia; Phylum Chordata; Subphylum Vertebrata; Class Mammalia; Order Carnivora;> Suborder <whether Fissipedia or Pinnipedia>/

1. Fissipedia/

2. Pinnipedia <seals, sea-lions and walrus>/

Suborder Fissipedia
#1990. <Viral hosts belong to the Kingdom Animalia; Phylum Chordata; Subphylum Vertebrata; Class Mammalia; Order Carnivora; Suborder Fissipedia > Family/

1. Canidae <dogs>/

2. Felidae <cats>/

3. Herspestidae <mongoose, meerkats>/

4. Hyaenidae <Aarwolf, Hyaena>/

5. Mustelidae <Stoats, Weasels, Badgers, Skunks, Otters; Polecats>/

6. Procyonidae <Olingo, Coatimundi, Raccoon>/

7. Ursidae <Bears>/

8. Viverridae <Linsang, Civets, Genets, Mongooses>/

Family Canidae

#1991. Virus infects <Animalia; Vertebrata; Mammalia; Order Carnivora; Suborder Fissipedia; Family Canidae:  Genus and Species>/

1. Alopex lagopus/

2. Atelocynus microtis (small-eared dog)/

3. Canis /

4. Canis adustus (side-striped jackal)/

5. Canis aureus (golden jackal)/

6. Canis familiaris (dog)/

7. Canis latrans (coyote)/

8. Canis lupus (grey wolf)/

9. Canis mesomelas (black-backed jackal)/

10. Canis rufus (red wolf)/

11. Canis simensis (Ethiopian wolf)/

12. Cerdocyon thous/

13. Chrysocyon brachyurus/

14. Cuon alpinus/

15. Dusicyon australis/

16. Lycaon pictus/

17. Nyctereutes procyonoides/

18. Otocyon megalotis/

19. Pseudalopex /

20. Pseudalopex culpaeus/

21. Pseudalopex griseus/

22. Pseudalopex gymnocercus/

23. Pseudalopex sechurae/

24. Pseudalopex vetulus/

25. Speothos venaticus/

26. Urocyon cinereoargenteus/

27. Urocyon littoralis/

28. Vulpes /

29. Vulpes bengalensis/

30. Vulpes cana/

31. Vulpes chama (cape fox)/

32. Vulpes corsac (Corsac fox)/

33. Vulpes ferrilata /

34. Vulpes pallida /

35. Vulpes rueppelli /

36. Vulpes velox (kit fox)/

37. Vulpes vulpes (red fox)/

38. Vulpes zerda (fennec fox)/

Family Felidae

#1992. Virus infects <Animalia; Vertebrata; Mammalia; Order Carnivora; Suborder Fissipedia; Family Felidae> Subfamily <whether Acinonychinae, Felinae or Pantherinae>/

1. Acinonychinae/

2. Acinonychinae, Acinonyx jubatus/

3. Felinae/

4. Pantherinae/

#1993. Virus infects <Animalia; Vertebrata; Mammalia; Order Carnivora; Suborder Fissipedia; Family Felidae, Felinae:  Genus and Species>/

1. Caracal caracal/

2. Catopuma badia/

3. Catopuma temminckii/

4. Felis/

5. Felis bieti (Chinese desert cat)/

6. Felis chaus (Jungle cat)/

7. Felis domestica (house cat)/

8. Felis margarita (sand cat)/

9. Felis nigripes (black-footed cat)/

10. Felis silvestris (wild cat)/

11. Herpailurus yaguarondi/

12. Leopardus/

13. Leopardus pardalis/

14. Leopardus tigrinus/

15. Leopardus wiedii/

16. Leptailurus serval/

17. Lynx/

18. Lynx canadensis/

19. Lynx lynx/

20. Lynx pardinus/

21. Lynx rufus/

22. Oncifelis/

23. Oncifelis colocolo/

24. Oncifelis geoffroyi/

25. Oncifelis guigna/

26. Oreailurus jacobita/

27. Otocolobus manul/

28. Prionailurus/

29. Prionailurus bengalensis/

30. Prionailurus planiceps/

31. Prionailurus rubiginosus/

32. Prionailurus viverrinus/

33. Profelis aurata/

34. Puma concolor/

#1994. Virus infects <Animalia; Vertebrata; Mammalia; Order Carnivora; Suborder Fissipedia; Family Felidae, Pantherinae:  Genus and Species>/

1. Neofelis nebulosa/

2. Panthera/

3. Panthera leo/

4. Panthera onca/

5. Panthera pardus/

6. Panthera tigris/

7. Pardofelis marmorata/

8. Uncia uncia/

Family Herspestidae

#1995. <Viral hosts belong to the Kingdom Animalia; Phylum Chordata; Subphylum Vertebrata; Class Mammalia; Order Carnivora;> 

Family Herpestidae: Subfamily <whether Galidiinae or Herpestinae>/

1. Galidiinae/

2. Herpestinae/

#1996. Virus infects <Animalia; Vertebrata; Mammalia; Order Carnivora; Suborder Fissipedia; Herpestidae: Galidiinae:  Genus and Species>/

1. Galidia elegans/

2. Galidictis fasciata/

3. Galidictis grandidieri/

4. Mungotictis decemlineata/

5. Salanoia concolor/

#1997. Virus infects <Animalia; Vertebrata; Mammalia; Order Carnivora; Suborder Fissipedia; Herpestidae: Herpestinae:  Genus and Species>/

1. Atilax paludinosus/

2. Bdeogale crassicauda/

3. Bdeogale jacksoni/

4. Bdeogale nigripes/

5. Crossarchus alexandri/

6. Crossarchus ansorgei/

7. Crossarchus obscurus/

8. Cynictis penicillata/

9. Dologale dybowskii/

10. Galerella flavescens/

11. Galerella pulverulenta/

12. Galerella sanguinea/

13. Galerella swalius/

14. Helogale hirtula/

15. Helogale parvula/

16. Herpestes brachyurus/

17. Herpestes edwardsii/

18. Herpestes ichneumon/

19. Herpestes javanicus/

20. Herpestes naso/

21. Herpestes palustris/

22. Herpestes semitorquatus/

23. Herpestes smithii/

24. Herpestes urva/

25. Herpestes vitticollis/

26. Ichneumia albicauda/

27. Liberiictis kuhni/

28. Mungos gambianus/

29. Mungos mungo/

30. Paracynictis selousi/

31. Rhynchogale melleri/

32. Suricata suricatta/

Family Hyaenidae

#1998. Virus infects <Animalia; Vertebrata; Mammalia; Order Carnivora; Suborder Fissipedia; Family Hyaenidae:  Genus and Species>/

1. Hyaeninae/

2. Hyaeninae, Crocuta crocuta/

3. Hyaeninae, Hyaena hyaena/

4. Hyaeninae, Parahyaena brunnea/

5. Protelinae/

6. Protelinae, Proteles cristatus/

Family Mustelidae

#1999. <Viral hosts belong to the Kingdom Animalia; Phylum Chordata; Subphylum Vertebrata; Class Mammalia; Order Carnivora;> 

Family Mustelidae: Subfamily <whether Lutrinae, Melinae, Mephitinae, Mustelinae>/

1. Lutrinae/

2. Melinae/

3. Mellivorinae/

4. Mellivorinae, Mellivora capensis/

5. Mephitinae/

6. Mustelinae/

7. Taxidiinae/

8. Taxidiinae, Taxidea taxus/

#2000. Virus infects <Animalia; Vertebrata; Mammalia; Order Carnivora; Suborder Fissipedia; Mustelidae: Lutrinae:  Genus and Species>/

1. Amblonyx cinereus/

2. Aonyx capensis/

3. Aonyx congicus/

4. Enhydra lutris/

5. Lontra canadensis/

6. Lontra felina/

7. Lontra longicaudis/

8. Lontra provocax/

9. Lutra lutra/

10. Lutra maculicollis/

11. Lutra sumatrana/

12. Lutrogale perspicillata/

13. Pteronura brasiliensis/

#2001. Virus infects <Animalia; Vertebrata; Mammalia; Order Carnivora; Suborder Fissipedia; Mustelidae: Melinae:  Genus and Species>/

1. Arctonyx collaris/

2. Meles meles/

3. Melogale everetti/

4. Melogale moschata/

5. Melogale orientalis/

6. Melogale personata/

7. Mydaus javanensis/

8. Mydaus marchei/

#2002. Virus infects <Animalia; Vertebrata; Mammalia; Order Carnivora; Suborder Fissipedia; Mustelidae: Mephitinae:  Genus and Species>/

1. Conepatus chinga/

2. Conepatus humboldtii/

3. Conepatus leuconotus/

4. Conepatus mesoleucus/

5. Conepatus semistriatus/

6. Mephitis macroura/

7. Mephitis mephitis/

8. Spilogale putorius/

9. Spilogale pygmaea/

#2003. Virus infects <Animalia; Vertebrata; Mammalia; Order Carnivora; Suborder Fissipedia; Mustelidae: Mustelinae:  Genus and Species>/

1. Eira barbara/

2. Galictis cuja/

3. Galictis vittata/

4. Gulo gulo/

5. Ictonyx libyca/

6. Ictonyx striatus/

7. Lyncodon patagonicus/

8. Martes americana/

9. Martes flavigula/

10. Martes foina/

11. Martes gwatkinsii/

12. Martes martes/

13. Martes melampus/

14. Martes pennanti/

15. Martes zibellina/

16. Mustela africana/

17. Mustela altaica/

18. Mustela erminea/

19. Mustela eversmannii/

20. Mustela felipei/

21. Mustela frenata/

22. Mustela kathiah/

23. Mustela lutreola/

24. Mustela lutreolina/

25. Mustela nigripes/

26. Mustela nivalis/

27. Mustela nudipes/

28. Mustela putorius/

29. Mustela sibirica/

30. Mustela strigidorsa/

31. Mustela vison/

32. Poecilogale albinucha/

33. Vormela peregusna/

Family Procyonidae

#2004. <Viral hosts belong to the Kingdom Animalia; Phylum Chordata; Subphylum Vertebrata; Class Mammalia; Order Carnivora;> 

Family Procyonidae: Subfamily <whether Potosinae, Procyoninae>/

1. Potosinae/

2. Procyoninae/

#2005. Virus infects <Animalia; Vertebrata; Mammalia; Order Carnivora; Suborder Fissipedia; Procyonidae: Potosinae:  Genus and Species>/

1. Bassaricyon alleni <Olingo>/

2. Bassaricyon beddardi <Olingo>/

3. Bassaricyon gabbii <Olingo>/

4. Bassaricyon lasius <Olingo>/

5. Bassaricyon pauli <Olingo>/

6. Potos flavus <Kinkajou>/

#2006. Virus infects <Animalia; Vertebrata; Mammalia; Order Carnivora; Suborder Fissipedia; Procyonidae: Procyoninae:  Genus and Species>/

1. Bassariscus astutus <Cacomistle>/

2. Bassariscus sumichrasti <Cacomistle>/

3. Nasua narica <Coatimundi Cent. and S. America>/

4. Nasua nasua <Cozumel Island Coati Cent. America>/

5. Nasuella olivacea <Mountain Coati South America>/

6. Procyon cancrivorus <Raccoon>/

7. Procyon gloveralleni <Raccoon>/

8. Procyon insularis <Raccoon>/

9. Procyon lotor <Raccoon>/

10. Procyon maynardi <Raccoon>/

11. Procyon minor <Raccoon>/

12. Procyon pygmaeus <Raccoon>/

Family Ursidae

#2007. <Viral hosts belong to the Kingdom Animalia; Phylum Chordata; Subphylum Vertebrata; Class Mammalia; Order Carnivora;> 

Family Ursidae: Subfamily <whether Ailurinae, Ursinae>/

1. Ailurinae/

2. Ursinae/

#2008. Virus infects <Animalia; Vertebrata; Mammalia; Order Carnivora; Suborder Fissipedia; Ursidae: Ailurinae:  Genus and Species>/

1. Ailuropoda melanoleuca <Panda>/

2. Ailurus fulgens <Panda>/

#2009. Virus infects <Animalia; Vertebrata; Mammalia; Order Carnivora; Suborder Fissipedia; Ursidae: Ursrinae:  Genus and Species>/

1. Helarctos malayanus/

2. Melursus ursinus/

3. Tremarctos ornatus/

4. Ursus americanus/

5. Ursus arctos/

6. Ursus maritimus/

7. Ursus thibetanus/

Family Viverridae

#2010. <Viral hosts belong to the Kingdom Animalia; Phylum Chordata; Subphylum Vertebrata; Class Mammalia; Order Carnivora;> 

Family Viverridae: Subfamily <whether Euplerinae, Hemigalinae, Nandiniinae, Paradoxurinae, Viverrinae>/

1. Euplerinae/

2. Hemigalinae/

3. Nandiniinae/

4. Nandiniinae, Nandinia binotata/

5. Paradoxurinae/

6. Viverrinae/

7. Cryptoproctinae/

8. Cryptoproctinae, Cryptoprocta ferox/

#2011. Virus infects <Animalia; Vertebrata; Mammalia; Order Carnivora; Suborder Fissipedia; Viverridae: Euplerinae:  Genus and Species>/

1. Eupleres goudotii/

2. Fossa fossana/

#2012. Virus infects <Animalia; Vertebrata; Mammalia; Order Carnivora; Suborder Fissipedia; Viverridae: Hemigalinae:  Genus and Species>/

1. Chrotogale owstoni/

2. Cynogale bennettii/

3. Diplogale hosei/

4. Hemigalus derbyanus/

#2013. Virus infects <Animalia; Vertebrata; Mammalia; Order Carnivora; Suborder Fissipedia; Viverridae: Paradoxurinae:  Genus and Species>/

1. Arctictis binturong/

2. Arctogalidia trivirgata/

3. Macrogalidia musschenbroekii/

4. Paguma larvata/

5. Paradoxurus hermaphroditus/

6. Paradoxurus jerdoni/

7. Paradoxurus zeylonensis/

#2014. Virus infects <Animalia; Vertebrata; Mammalia; Order Carnivora; Suborder Fissipedia; Viverridae: Viverrinae:  Genus and Species>/

1. Civettictis civetta/

2. Genetta abyssinica/

3. Genetta angolensis/

4. Genetta genetta/

5. Genetta johnstoni/

6. Genetta maculata/

7. Genetta servalina/

8. Genetta thierryi/

9. Genetta tigrina/

10. Genetta victoriae/

11. Osbornictis piscivora/

12. Poiana richardsonii/

13. Prionodon linsang/

14. Prionodon pardicolor/

15. Viverra civettina/

16. Viverra megaspila/

17. Viverra tangalunga/

18. Viverra zibetha/

19. Viverricula indica/

Suborder Pinnipedia
#2015. <Viral hosts belong to the Kingdom Animalia; Phylum Chordata; Subphylum Vertebrata; Class Mammalia; Order Carnivora; Suborder Pinnipedia> Family/

1. Odobenidae/

2. Odobenidae, Odobenus rosmarus/

3. Otarridae/

4. Phocidae/

Family Otarridae

#2016. Virus infects <Animalia; Vertebrata; Mammalia; Order Carnivora; Suborder Pinnipedia; Family Otariidae:  Genus and Species>/

1. Arctocephalus/

2. Arctocephalus australis/

3. Arctocephalus forsteri/

4. Arctocephalus galapagoensis/

5. Arctocephalus gazella/

6. Arctocephalus philippii/

7. Arctocephalus pusillus/

8. Arctocephalus townsendi/

9. Arctocephalus tropicalis/

10. Callorhinus ursinus/

11. Eumetopias jubatus/

12. Neophoca cinerea/

13. Otaria byronia/

14. Phocarctos hookeri/

15. Zalophus californianus/

Family Phocidae

#2017. Virus infects <Animalia; Vertebrata; Mammalia; Order Carnivora; Suborder Pinnipedia; Family Phocidae:  Genus and Species>/

1. Cystophora cristata/

2. Erignathus barbatus/

3. Halichoerus grypus/

4. Hydrurga leptonyx/

5. Leptonychotes weddellii/

6. Lobodon carcinophagus/

7. Mirounga angustirostris/

8. Mirounga leonina/

9. Monachus monachus/

10. Monachus schauinslandi/

11. Monachus tropicalis/

12. Ommatophoca rossii/

13. Phoca /

14. Phoca caspica/

15. Phoca fasciata/

16. Phoca groenlandica/

17. Phoca hispida/

18. Phoca largha/

19. Phoca sibirica/

20. Phoca vitulina/

Order Cetacea
#2018. <Viral hosts belong to the Kingdom Animalia; Phylum Chordata; Subphylum Vertebrata; Class Mammalia; Order Cetacea;> 

Family/

1. Balaenidae (Right Whales)/

2. Balaenopteridae (Minke Whale)/

3. Eschrichtiidae/

4. Eschrichtiidae, Eschrichtius robustus (Gray Whale)/

5. Neobalaenidae/

6. Neobalaenidae, Caperea marginata (Pygmy Right Whale)/

7. Delphinidae/

8. Monodontidae/

9. Phocoenidae (Porpoises)/

10. Physeteridae (Sperm Whales)/

11. Platanistidae/

12. Ziphiidae (Beaked Whales)/

the taxonomy presented here reflect probably not the latest taxonomic insight of this group, but is comparable to the presentation found at http://www.crru.org.uk/taxonomy.htm.

Family Balaenidae

#2019. Virus infects <Animalia; Vertebrata; Mammalia; Order Cetacea; Balaenidae:  Genus and Species>/

1. Balaena/

2. Balaena mysticetus (Bowhead Whale)/

3. Eubalaena/

4. Eubalaena australis (Southern Right Whale)/

5. Eubalaena glacialis (Northern Right Whale)/

Family Balaenopteridae

#2020. Virus infects <Animalia; Vertebrata; Mammalia; Order Cetacea; Balaenopteridae:  Genus and Species>/

1. Balaenoptera/

2. Balaenoptera acutorostrata (Minke Whale)/

3. Balaenoptera borealis (Sei Whale)/

4. Balaenoptera edeni/

5. Balaenoptera musculus (Blue Whale)/

6. Balaenoptera physalus/

7. Megaptera/

8. Megaptera novaeangliae/

Family Delphinidae

#2021. Virus infects <Animalia; Vertebrata; Mammalia; Order Cetacea; Delphinidae:  Genus and Species>/

1. Cephalorhynchus /

2. Cephalorhynchus commersonii (Commerson's dolphin)/

3. Cephalorhynchus eutropia (black dolphin)/

4. Cephalorhynchus heavisidii (Heaviside's dolphin)/

5. Cephalorhynchus hectori (Hector's dolphin)/

6. Delphinus /

7. Delphinus delphis (saddleback dolphin)/

8. Feresa /

9. Feresa attenuata (pygmy killer whale)/

10. Globicephala /

11. Globicephala macrorhynchus (short-finned pilot whale)/

12. Globicephala melas/

13. Grampus /

14. Grampus griseus/

15. Lagenodelphis /

16. Lagenodelphis hosei/

17. Lagenorhynchus acutus/

18. Lagenorhynchus albirostris/

19. Lagenorhynchus australis/

20. Lagenorhynchus cruciger/

21. Lagenorhynchus obliquidens/

22. Lagenorhynchus obscurus/

23. Lissodelphis /

24. Lissodelphis borealis/

25. Lissodelphis peronii/

26. Orcaella /

27. Orcaella brevirostris/

28. Orcinus /

29. Orcinus orca/

30. Peponocephala /

31. Peponocephala electra/

32. Pseudorca /

33. Pseudorca crassidens/

34. Sotalia /

35. Sotalia fluviatilis/

36. Sousa /

37. Sousa chinensis (Indo-Pacific Humpback Dolphin)/

38. Sousa teuszii/

39. Stenella /

40. Stenella attenuata (Pantropical Spotted Dolphin)/

41. Stenella clymene/

42. Stenella coeruleoalba/

43. Stenella frontalis/

44. Stenella longirostris/

45. Steno /

46. Steno bredanensis (rough-toothed dolphin)/

47. Tursiops/

48. Tursiops truncatus (bottle-nosed dolphin)/

Family Monodontidae

#2022. Virus infects <Animalia; Vertebrata; Mammalia; Order Cetacea; Monodontidae:  Genus and Species>/

1. Delphinapterus/

2. Delphinapterus leucas/

3. Monodon/

4. Monodon monoceros/

Family Phocoenidae

#2023. Virus infects <Animalia; Vertebrata; Mammalia; Order Pinnipedia; Phocoenidae:  Genus and Species>/

1. Australophocaena/

2. Australophocaena dioptrica/

3. Neophocaena/

4. Neophocaena phocaenoides/

5. Phocoena /

6. Phocoena phocoena/

7. Phocoena sinus/

8. Phocoena spinipinnis/

9. Phocoenoides dalli/

Family Physeteridae

#2024. Virus infects <Animalia; Vertebrata; Mammalia; Order Cetacea; Physeteridae: Genus and Species>/

1. Kogia/

2. Kogia breviceps (Pygmy Sperm Whale)/

3. Kogia simus (Dwarf Sperm Whale)/

4. Physeter (Sperm Whale)/

5. Physeter catodon/

Family Platanistidae

#2025. Virus infects <Animalia; Vertebrata; Mammalia; Order Cetacea; Platanistidae:  Genus and Species>/

1. Inia/

2. Inia geoffrensis/

3. Lipotes/

4. Lipotes vexillifer/

5. Platanista/

6. Platanista gangetica/

7. Platanista minor/

8. Pontoporia/

9. Pontoporia blainvillei/

Family Ziphiidae

#2026. Virus infects <Animalia; Vertebrata; Mammalia; Order Cetacea; Ziphiidae:  Genus and Species>/

1. Berardius /

2. Berardius arnuxii/

3. Berardius bairdii/

4. Hyperoodon /

5. Hyperoodon ampullatus/

6. Hyperoodon planifrons/

7. Indopacetus/

8. Indopacetus pacificus/

9. Mesoplodon/

10. Mesoplodon bidens/

11. Mesoplodon bowdoini/

12. Mesoplodon carlhubbsi/

13. Mesoplodon densirostris/

14. Mesoplodon europaeus (Gervais' Beaked Whale)/

15. Mesoplodon ginkgodens/

16. Mesoplodon grayi/

17. Mesoplodon hectori/

18. Mesoplodon layardii/

19. Mesoplodon mirus/

20. Mesoplodon peruvianus/

21. Mesoplodon stejnegeri/

22. Tasmacetus/

23. Tasmacetus shepherdi/

24. Ziphius/

25. Ziphius cavirostris/

Order Sirenia
#2027. <Viral hosts belong to the Kingdom Animalia; Phylum Chordata; Subphylum Vertebrata; Class Mammalia; Order Sirenia;> 

Family/

1. Dugongidae/

2. Trichechidae/

Family Dugongidae

#2028. Virus infects <Animalia; Vertebrata; Mammalia; Sirenia; Dugongidae:  Genus and Species>/

1. Dugong dugon/

2. Hydrodamalis gigas/

Family Trichechidae

#2029. Virus infects <Animalia; Vertebrata; Mammalia; Sirenia, Trichechidae: Genus and Species>/

1. Trichechus inunguis/

2. Trichechus manatus/

3. Trichechus senegalensis/

Proboscidea

#2030. Virus infects Elephantidae <Animalia; Vertebrata; Mammalia; Proboscidea: Genus and Species>/

1. Elephas/

2. Elephas maximus/

3. Loxodonta/

4. Loxodonta africana/

Order Perissodactyla
#2031. <Viral hosts belong to the Kingdom Animalia; Phylum Chordata; Subphylum Vertebrata; Class Mammalia; Order Perissodactyla;> 

Family/

1. Equidae: <horses, donkeys>/

2. Tapiridae: <Tapir>/

3. Rhinocerotidae: <Rhinoceros>/

Family Equidae

#2032. Virus infects <Animalia; Vertebrata; Mammalia; Perissodactyla; Equidae:  Genus and Species>/

1. Equus /

2. Equus asinus (donkey)/

3. Equus burchellii/

4. Equus caballus (horse)/

5. Equus grevyi/

6. Equus hemionus/

7. Equus kiang/

8. Equus onager/

9. Equus quagga/

10. Equus zebra (Zebra)/

Family Tapiridae

#2033. Virus infects <Animalia; Vertebrata; Mammalia; Perissodactyla; Tapiridae:  Genus and Species>/

1. Tapirus/

2. Tapirus bairdii <Tapir>/

3. Tapirus indicus <Tapir>/

4. Tapirus pinchaque <Tapir>/

5. Tapirus terrestris <Tapir>/

Family Rhinocerotidae

#2034. Virus infects <Animalia; Vertebrata; Mammalia; Perissodactyla; Rhinocerotidae:  Genus and Species>/

1. Ceratotherium/

2. Ceratotherium simum <Rhinoceros>/

3. Dicerorhinus/

4. Dicerorhinus sumatrensis <Rhinoceros>/

5. Diceros/

6. Diceros bicornis <Rhinoceros>/

7. Rhinoceros /

8. Rhinoceros sondaicus <Rhinoceros>/

9. Rhinoceros unicornis <Rhinoceros>/

Order Hyracoidea
#2035. Virus infects Procaviidae <Animalia; Vertebrata; Mammalia; Hyracoidea; Procaviidae: Genus and Species>/

1. Dendrohyrax/

2. Dendrohyrax arboreus/

3. Dendrohyrax dorsalis/

4. Dendrohyrax validus/

5. Heterohyrax /

6. Heterohyrax antineae/

7. Heterohyrax brucei/

8. Procavia /

9. Procavia capensis/

Order Tubulidentata
#2036. <Viral hosts belong to the Kingdom Animalia; Phylum Chordata; Subphylum Vertebrata; Class Mammalia; Order Tubulidentata;> 

Family <Genus and Species>/

1. Orycteropodidae/

2. Orycteropodidae, Orycteropus afer/

Order Artiodactyla
#2037. <Viral hosts belong to the Kingdom Animalia; Phylum Chordata; Subphylum Vertebrata; Class Mammalia; Order Artiodactyla;> 

Family/

1. Suidae <Pigs>/

2. Tayassuidae: <Peccaries>/

3. Hippopotamidae: <Hippos>/

4. Camelidae: <Camel>/

5. Tragulidae: <Mouse-deer>/

6. Giraffidae: <Giraffe; Okapi>/

7. Moschidae: <Musk deer>/

8. Cervidae: <Deer>/

9. Antilocapridae: <Pronghorn>/

10. Antilocapridae: Antilocapra americana <Pronghorn>/

11. Bovidae: <Cattle, Antilopes>/

Family Suidae

#2038. <Viral hosts belong to the Kingdom Animalia; Phylum Chordata; Subphylum Vertebrata; Class Mammalia; Order Artiodactyla; Suidae> Subfamily/

1. Babyrousinae/

2. Phacochoerinae/

3. Suinae/

#2039. Virus infects <Animalia; Chordata; Vertebrata; Mammalia; Artiodactyla; Suidae; Babyrousinae: Genus and Species>/

1. Babyrousa /

2. Babyrousa babyrussa/

3. <others>/

#2040. Virus infects <Animalia; Chordata; Vertebrata; Mammalia; Artiodactyla; Suidae; Phacochoerinae: Genus and Species>/

1. Phacochoerus /

2. Phacochoerus aethiopicus/

3. Phacochoerus africanus/

#2041. Virus infects <Animalia; Chordata; Vertebrata; Mammalia; Artiodactyla; Suidae; Suinae: Genus and Species>/

1. Hylochoerus /

2. Hylochoerus meinertzhageni/

3. Potamochoerus/

4. Potamochoerus larvatus/

5. Potamochoerus porcus/

6. Sus/

7. Sus barbatus/

8. Sus bucculentus/

9. Sus cebifrons/

10. Sus celebensis/

11. Sus heureni/

12. Sus philippensis/

13. Sus salvanius/

14. Sus scrofa (pig, swine) <porcine>/

15. Sus timoriensis/

16. Sus verrucosus/

Family Cervidae

#2042. <Viral hosts belong to the Kingdom Animalia; Phylum Chordata; Subphylum Vertebrata; Class Mammalia; Order Artiodactyla; Cervidae> Subfamily/

1. Cervinae/

2. Hydropotinae/

3. Hydropotinae, Hydropotes /

4. Hydropotinae, Hydropotes inermis/

5. Muntiacinae/

6. Odocoileinae/

#2043. Virus infects <Animalia; Chordata; Vertebrata; Mammalia; Artiodactyla; Cervidae; Cervinae: Genus and Species>/

1. Axis /

2. Axis calamianensis/

3. Axis kuhlii/

4. Axis porcinus/

5. Cervus /

6. Cervus albirostris/

7. Cervus alfredi/

8. Cervus duvaucelii/

9. Cervus elaphus/

10. Cervus eldii/

11. Cervus mariannus/

12. Cervus nippon/

13. Cervus schomburgki/

14. Cervus timorensis/

15. Cervus unicolor/

16. Dama /

17. Dama dama/

18. Dama mesopotamica/

19. Elaphurus /

20. Elaphurus davidianus/

#2044. Virus infects <Animalia; Chordata; Vertebrata; Mammalia; Artiodactyla; Cervidae; Muntiacinae: Genus and Species>/

1. Elaphodus /

2. Elaphodus cephalophus/

3. Muntiacus /

4. Muntiacus atherodes/

5. Muntiacus crinifrons/

6. Muntiacus feae/

7. Muntiacus gongshanensis/

8. Muntiacus muntjak/

9. Muntiacus reevesi/

#2045. Virus infects <Animalia; Chordata; Vertebrata; Mammalia; Artiodactyla; Cervidae; Odocoileinae> Genus/

1. Alces /

2. Alces alces /

3. Blastocerus /

4. Blastocerus dichotomus/

5. Capreolus /

6. Capreolus capreolus/

7. Capreolus pygargus/

8. Hippocamelus /

9. Hippocamelus antisensis/

10. Hippocamelus bisulcus/

11. Mazama /

12. Mazama americana/

13. Mazama bricenii/

14. Mazama chunyi/

15. Mazama gouazoupira/

16. Mazama nana/

17. Mazama rufina/

18. Odocoileus /

19. Odocoileus hemionus/

20. Odocoileus virginianus/

21. Ozotoceros /

22. Ozotoceros bezoarticus/

23. Pudu /

24. Pudu mephistophiles/

25. Pudu puda/

26. Rangifer /

27. Rangifer tarandus/

Family Bovidae

#2046. <Viral hosts belong to the Kingdom Animalia; Phylum Chordata; Subphylum Vertebrata; Class Mammalia; Order Artiodactyla; Bovidae> Subfamily/

1. Aepycerotinae/

2. Aepycerotinae, Genus Aepyceros /

3. Aepycerotinae, Genus Aepyceros melampus/

4. Alcelaphinae/

5. Antilopinae/

6. Bovinae/

7. Caprinae/

8. Cephalophinae/

9. Hippotraginae/

10. Peleinae/

11. Peleinae, Genus Pelea /

12. Peleinae, Genus Pelea capreolus/

13. Reduncinae/

#2047. Virus infects <Animalia; Chordata; Vertebrata; Mammalia; Artiodactyla; Bovidae; Alcelaphinae> Genus/

1. Alcelaphus buselaphus/

2. Connochaetes /

3. Connochaetes gnou/

4. Connochaetes /

5. Connochaetes taurinus/

6. Damaliscus /

7. Damaliscus hunteri/

8. Damaliscus lunatus/

9. Damaliscus pygargus/

10. Sigmoceros /

11. Sigmoceros lichtensteinii/

#2048. Virus infects <Animalia; Chordata; Vertebrata; Mammalia; Artiodactyla; Bovidae; Antilopinae> Genus/

1. Ammodorcas /

2. Ammodorcas clarkei/

3. Antidorcas /

4. Antidorcas marsupialis/

5. Antilope /

6. Antilope cervicapra/

7. Dorcatragus /

8. Dorcatragus megalotis/

9. Gazella /

10. Gazella arabica/

11. Gazella bennettii/

12. Gazella bilkis/

13. Gazella cuvieri/

14. Gazella dama/

15. Gazella dorcas/

16. Gazella gazella/

17. Gazella granti/

18. Gazella leptoceros/

19. Gazella rufifrons/

20. Gazella rufina/

21. Gazella saudiya/

22. Gazella soemmerringii/

23. Gazella spekei/

24. Gazella subgutturosa/

25. Gazella thomsonii/

26. Litocranius /

27. Litocranius walleri/

28. Madoqua /

29. Madoqua guentheri/

30. Madoqua kirkii/

31. Madoqua piacentinii/

32. Madoqua saltiana/

33. Neotragus /

34. Neotragus batesi/

35. Neotragus moschatus/

36. Neotragus pygmaeus/

37. Oreotragus /

38. Oreotragus oreotragus/

39. Ourebia /

40. Ourebia ourebi/

41. Pantholops /

42. Pantholops hodgsonii/

43. Procapra /

44. Procapra gutturosa/

45. Procapra picticaudata/

46. Procapra przewalskii/

47. Raphicerus /

48. Raphicerus campestris/

49. Raphicerus melanotis/

50. Raphicerus sharpei/

51. Saiga /

52. Saiga tatarica/

#2049. Virus infects <Animalia; Chordata; Vertebrata; Mammalia; Artiodactyla; Bovidae; Bovinae> Genus/

1. Bison /

2. Bison bison/

3. Bison bonasus/

4. Bos /

5. Bos frontalis/

6. Bos grunniens/

7. Bos javanicus/

8. Bos sauveli/

9. Bos taurus (cow, cattle) <bovine>/

10. Boselaphus tragocamelus/

11. Bubalus bubalis/

12. Bubalus depressicornis/

13. Bubalus mephistopheles/

14. Bubalus mindorensis/

15. Bubalus quarlesi/

16. Syncerus caffer/

17. Taurotragus derbianus/

18. Taurotragus oryx/

19. Tetracerus quadricornis/

20. Tragelaphus angasii/

21. Tragelaphus buxtoni/

22. Tragelaphus eurycerus/

23. Tragelaphus imberbis/

24. Tragelaphus scriptus/

25. Tragelaphus spekii/

26. Tragelaphus strepsiceros/

#2050. Virus infects <Animalia; Chordata; Vertebrata; Mammalia; Artiodactyla; Bovidae; Caprinae> Genus/

1. Ammotragus /

2. Ammotragus lervia/

3. Budorcas /

4. Budorcas taxicolor/

5. Capra /

6. Capra caucasica/

7. Capra cylindricornis/

8. Capra falconeri/

9. Capra hircus/

10. Capra ibex (goat) <caprine>/

11. Capra nubiana/

12. Capra pyrenaica/

13. Capra sibirica/

14. Capra walie/

15. Hemitragus /

16. Hemitragus hylocrius/

17. Hemitragus jayakari/

18. Hemitragus jemlahicus/

19. Naemorhedus /

20. Naemorhedus baileyi/

21. Naemorhedus caudatus/

22. Naemorhedus crispus/

23. Naemorhedus goral/

24. Naemorhedus sumatraensis/

25. Naemorhedus swinhoei/

26. Oreamnos /

27. Oreamnos americanus/

28. Ovibos /

29. Ovibos moschatus/

30. Ovis /

31. Ovis ammon/

32. Ovis aries (sheep) <ovine>/

33. Ovis canadensis/

34. Ovis dalli/

35. Ovis nivicola/

36. Ovis vignei/

37. Pseudois /

38. Pseudois nayaur/

39. Pseudois schaeferi/

40. Rupicapra /

41. Rupicapra pyrenaica/

42. Rupicapra rupicapra/

#2051. Virus infects <Animalia; Chordata; Vertebrata; Mammalia; Artiodactyla; Bovidae; Cephalophinae> Genus/

1. Cephalophus /

2. Cephalophus adersi/

3. Cephalophus callipygus/

4. Cephalophus dorsalis/

5. Cephalophus harveyi/

6. Cephalophus jentinki/

7. Cephalophus leucogaster/

8. Cephalophus maxwellii/

9. Cephalophus monticola/

10. Cephalophus natalensis/

11. Cephalophus niger/

12. Cephalophus nigrifrons/

13. Cephalophus ogilbyi/

14. Cephalophus rubidus/

15. Cephalophus rufilatus/

16. Cephalophus silvicultor/

17. Cephalophus spadix/

18. Cephalophus weynsi/

19. Cephalophus zebra/

20. Sylvicapra /

21. Sylvicapra grimmia/

#2052. Virus infects <Animalia; Chordata; Vertebrata; Mammalia; Artiodactyla; Bovidae; Hippotraginae> Genus/

1. Addax /

2. Addax nasomaculatus/

3. Hippotragus /

4. Hippotragus equinus/

5. Hippotragus leucophaeus/

6. Hippotragus niger/

7. Oryx /

8. Oryx dammah/

9. Oryx gazella/

10. Oryx leucoryx/

#2053. Virus infects <Animalia; Chordata; Vertebrata; Mammalia; Artiodactyla; Bovidae; Reduncinae> Genus/

1. Kobus ellipsiprymnus/

2. Kobus kob/

3. Kobus leche/

4. Kobus megaceros/

5. Kobus vardonii/

6. Redunca arundinum/

7. Redunca fulvorufula/

8. Redunca redunca/

Family Moschidae

#2054. Virus infects <Animalia; Chordata; Vertebrata; Mammalia; Artiodactyla; Moschidae> Genus/

1. Moschus berezovskii <Moschidae>/

2. Moschus chrysogaster <Moschidae>/

3. Moschus fuscus <Moschidae>/

4. Moschus moschiferus <Moschidae>/

Family Tayassuidae

#2055. Virus infects <Animalia; Chordata; Vertebrata; Mammalia; Artiodactyla; Tayassuidae> Genus/

1. Catagonus/

2. Catagonus wagneri/

3. Pecari /

4. Pecari tajacu/

5. Tayassu /

6. Tayassu pecari/

Family Camelidae

#2056. Virus infects <Animalia; Chordata; Vertebrata; Mammalia; Artiodactyla; Camelidae> Genus/

1. Camelus /

2. Camelus bactrianus (Camel)/

3. Camelus dromedarius (Dromedar)/

4. Lama /

5. Lama glama (Llama)/

6. Lama pacos (Llama)/

7. Vicugna /

8. Vicugna vicugna/

Family Hippopotamidae

#2057. Virus infects <Animalia; Chordata; Vertebrata; Mammalia; Artiodactyla; Hippopotamidae> Genus/

1. Hexaprotodon l/

2. Hexaprotodon liberiensis/

3. Hexaprotodon madagascariensis/

4. Hippopotamus/

5. Hippopotamus amphibius/

6. Hippopotamus lemerlei/

Family Tragulidae

#2058. Virus infects <Animalia; Chordata; Vertebrata; Mammalia; Artiodactyla; Tragulidae> Genus/

1. Hyemoschus /

2. Hyemoschus aquaticus/

3. Moschiola /

4. Moschiola meminna/

5. Tragulus /

6. Tragulus javanicus/

7. Tragulus napu/

Family Giraffidae

#2059. Virus infects <Animalia; Chordata; Vertebrata; Mammalia; Artiodactyla; Giraffidae> Genus/

1. Giraffa /

2. Giraffa camelopardalis (Giraffe)/

3. Okapia/

4. Okapia johnstoni (Okapi)/

Order Pholidota
#2060. <Viral hosts belong to the Kingdom Animalia; Phylum Chordata; Subphylum Vertebrata; Class Mammalia; Order Pholidota;> 

Family/

1. Manidae, Manis crassicaudata/

2. Manidae, Manis gigantea/

3. Manidae, Manis javanica/

4. Manidae, Manis pentadactyla/

5. Manidae, Manis temminckii/

6. Manidae, Manis tetradactyla/

7. Manidae, Manis tricuspis/

Order Rodentia
#2061. <Viral hosts belong to the Kingdom Animalia; Phylum Chordata; Subphylum Vertebrata; Class Mammalia; Order Rodentia;> Suborder/

1. Sciurognathi/

2. Hystricognathi/

Suborder Sciuognathi

#2062. <Viral hosts belong to the Kingdom Animalia; Phylum Chordata; Subphylum Vertebrata; Class Mammalia; Order Rodentia; Suborder Sciurognathi> Family/

1. Aplodontidae: Genus Aplodontia /

2. Sciuridae/

3. Castoridae: Genus Castor/

4. Geomyidae/

5. Heteromyidae/

6. Dipodidae/

7. Muridae/

8. Anomaluridae/

9. Pedetidae: Genus Pedetes /

10. Ctenodactylidae/

11. Myoxidae/

12. Anomaluridae/

13. Pedetidae: Genus Pedetes /

14. Ctenodactylidae/

15. Myoxidae/

Family Sciuridae
#2063. <Viral hosts belong to the Kingdom Animalia; Phylum Chordata; Subphylum Vertebrata; Class Mammalia; Order Rodentia; Suborder Sciurognathi; Sciuridae> Subfamily/

1. Sciurinae/

2. Petauristinae/

Subfamily Sciurinae>

#2064. Virus infects <Animalia; Vertebrata; Mammalia; Rodentia; Sciurognathi; Sciuridae; Sciurinae> Genus/

1. Ammospermophilus/

2. Atlantoxerus/

3. Callosciurus /

4. Cynomys /

5. Dremomys/

6. Epixerus/

7. Exilisciurus /

8. Funambulus/

9. Funisciurus /

10. Glyphotes/

11. Heliosciurus /

12. Hyosciurus /

13. Lariscus/

14. Marmota /

15. Menetes /

16. Microsciurus/

17. Myosciurus /

18. Nannosciurus/

19. Paraxerus/

20. Prosciurillus /

21. Protoxerus /

22. Ratufa /

23. Rheithrosciurus/

24. Rhinosciurus/

25. Rubrisciurus /

26. Sciurillus /

27. Sciurotamias /

28. Sciurus/

29. Spermophilopsis /

30. Spermophilus /

31. Syntheosciurus/

32. Tamias/

33. Tamiasciurus/

34. Tamiops/

35. Xerus/

Subfamily Petauristinae>

#2065. Virus infects <Animalia; Vertebrata; Mammalia; Rodentia; Sciurognathi; Sciuridae; Petauristinae> Genus/

1. Aeretes/

2. Aeromys/

3. Belomys/

4. Biswamoyopterus /

5. Eupetaurus /

6. Glaucomys /

7. Hylopetes/

8. Petaurillus/

9. Petinomys /

10. Pteromys /

11. Pteromyscus /

12. Trogopterus/

Family Geomyidae
#2066. Virus infects <Animalia; Vertebrata; Mammalia; Rodentia; Sciurognathi; Geomyidae> Genus/

1. Geomys/

2. Orthogeomys/

3. Pappogeomys /

4. Thomomys /

5. Zygogeomys/

Family Heteromyidae
#2067. <Viral hosts belong to the Kingdom Animalia; Phylum Chordata; Subphylum Vertebrata; Class Mammalia; Order Rodentia; Suborder Sciurognathi; Heteromyidae> Subfamily/

1. Dipodomyinae/

2. Heteromyinae/

3. Perognathinae/

Subfamily Dipodomyinae
#2068. Virus infects <Animalia; Vertebrata; Mammalia; Rodentia; Sciurognathi; Heteromyidae; Dipodomyinae:> Genus/

1. Dipodomys/

2. Microdipodops/

Subfamily Heteromyinae
#2069. Virus infects <Animalia; Vertebrata; Mammalia; Rodentia; Sciurognathi; Heteromyidae; Heteromyinae> Genus/

1. Heteromys/

2. Liomys /

Subfamily Perognathinae
#2070. Virus infects <Animalia; Vertebrata; Mammalia; Rodentia; Sciurognathi; Heteromyidae; Perognathinae> Genus/

1. Chaetodipus/

2. Perognathus /

Family Dipodidae
#2071. <Viral hosts belong to the Kingdom Animalia; Phylum Chordata; Subphylum Vertebrata; Class Mammalia; Order Rodentia; Suborder Sciurognathi; Dipodidae:> Subfamily/

1. Allactaginae/

2. Cardiocraniinae/

3. Dipodinae/

4. Euchoreutinae: Genus Euchoreutes /

5. Paradipodinae: Genus Paradipus /

6. Sicistinae, Sicista /

7. Zapodinae/

Subfamily Allactaginae
#2072. Virus infects <Animalia; Vertebrata; Mammalia; Rodentia; Sciurognathi; Dipodidae; Allactaginae> Genus/

1. Allactaga/

2. Allactodipus/

3. Pygeretmus/

Subfamily Cardiocraniinae
#2073. Virus infects <Animalia; Vertebrata; Mammalia; Rodentia; Sciurognathi; Dipodidae; Cardiocraniinae> Genus/

1. Cardiocranius/

2. Salpingotus /

Subfamily Dipodinae
#2074. Virus infects <Animalia; Vertebrata; Mammalia; Rodentia; Sciurognathi; Dipodidae; Dipodinae> Genus/

1. Dipus /

2. Eremodipus /

3. Jaculus /

4. Stylodipus/

Subfamily Zapodinae
#2075. Virus infects <Animalia; Vertebrata; Mammalia; Rodentia; Sciurognathi; Dipodidae; Zapodinae> Genus/

1. Eozapus /

2. Napaeozapus/

3. Zapus/

Family Muridae
#2076. <Viral hosts belong to the Kingdom Animalia; Phylum Chordata; Subphylum Vertebrata; Class Mammalia; Order Rodentia; Suborder Sciurognathi; Muridae:> Subfamily/

1. Arvicolinae/

2. Calomyscinae: Genus Calomyscus/

3. Cricetinae/

4. Cricetomyinae/

5. Dendromurinae/

6. Gerbillinae/

7. Lophiomyinae: Genus Lophiomys /

8. Murinae/

9. Myospalacinae: Genus Myospalax /

10. Mystromyinae, Genus Mystromys/

11. Nesomyinae/

12. Otomyinae/

13. Petromyscinae/

14. Platacanthomyinae/

15. Rhizomyinae/

16. Sigmodontinae/

17. Spalacinae/

Subfamily Arvicolinae
#2077. Virus infects <Animalia; Vertebrata; Mammalia; Rodentia; Sciurognathi; Muridae, Arvicolinae> Genus/

1. Alticola /

2. Arborimus /

3. Arvicola /

4. Blanfordimys/

5. Chionomys/

6. Clethrionomys/

7. Clethrionomys glareolus/

8. Clethrionomys rufocanus/

9. Dicrostonyx /

10. Dinaromys /

11. Ellobius /

12. Eolagurus /

13. Eothenomys/

14. Hyperacrius /

15. Lagurus/

16. Lasiopodomys /

17. Lemmiscus/

18. Lemmus /

19. Lemmus sibiricus/

20. Microtus /

21. Microtus californicus/

22. Microtus fortis/

23. Microtus ochrogaster/

24. Microtus pennsylvanicus/

25. Microtus rossiaemeridionalis/

26. Myopus/

27. Neofiber/

28. Ondatra /

29. Phaulomys/

30. Phenacomys /

31. Proedromys /

32. Prometheomys/

33. Synaptomys/

34. Volemys /

Subfamily Cricetinae
#2078. Virus infects <Animalia; Vertebrata; Mammalia; Rodentia; Sciurognathi; Muridae, Cricetinae> Genus/

1. Allocricetulus /

2. Cansumys /

3. Cricetulus/

4. Cricetus /

5. Mesocricetus /

6. Phodopus /

7. Tscherskia /

Subfamily Cricetomyinae
#2079. Virus infects <Animalia; Vertebrata; Mammalia; Rodentia; Sciurognathi; Muridae, Cricetomyinae> Genus/

1. Beamys/

2. Cricetomys/

3. Saccostomus/

Subfamily Dendromurinae
#2080. Virus infects <Animalia; Vertebrata; Mammalia; Rodentia; Sciurognathi; Muridae, Dendromurinae> Genus/

1. Dendromus/

2. Dendroprionomys/

3. Deomys/

4. Leimacomys/

5. Malacothrix /

6. Megadendromus /

7. Prionomys/

8. Steatomys/

Subfamily Gerbillinae
#2081. Virus infects <Animalia; Vertebrata; Mammalia; Rodentia; Sciurognathi; Muridae, Gerbillinae> Genus/

1. Ammodillus/

2. Brachiones /

3. Desmodilliscus /

4. Gerbillurus /

5. Gerbillus/

6. Meriones /

7. Microdillus/

8. Pachyuromys/

9. Rhombomys /

10. Sekeetamys /

11. Tatera /

12. Taterillus /

Subfamily Murinae
#2082. Virus infects <Animalia; Vertebrata; Mammalia; Rodentia; Sciurognathi; Muridae, Murinae> Genus/

1. Abditomys/

2. Acomys /

3. Aethomys/

4. Anisomys/

5. Anonymomys/

6. Apodemus /

7. Apodemus agrarius/

8. Apodemus flavicollis/

9. Archboldomys /

10. Arvicanthis/

11. Arvicanthis abyssinicus/

12. Arvicanthis blicki/

13. Arvicanthis nairobae/

14. Arvicanthis niloticus/

15. Arvicanthis somalicus/

16. Bandicota /

17. Bandicota indica/

18. Batomys/

19. Berylmys /

20. Bullimus/

21. Bunomys /

22. Canariomys/

23. Carpomys/

24. Celaenomys /

25. Chiromyscus/

26. Chiropodomys/

27. Chiruromys/

28. Chrotomys/

29. Coccymys/

30. Colomys/

31. Conilurus/

32. Coryphomys/

33. Crateromys/

34. Cremnomys/

35. Crossomys/

36. Crunomys /

37. Dacnomys/

38. Dephomys/

39. Diomys/

40. Diplothrix /

41. Echiothrix/

42. Eropeplus /

43. Golunda/

44. Grammomys /

45. Hadromys/

46. Hapalomys /

47. Heimyscus /

48. Hybomys/

49. Hydromys /

50. Hylomyscus/

51. Kadarsanomys/

52. Komodomys /

53. Lamottemys /

54. Leggadina/

55. Lemniscomys/

56. Lenothrix /

57. Leopoldamys /

58. Leporillus/

59. Leptomys /

60. Limnomys/

61. Lophuromys /

62. Lorentzimys /

63. Macruromys /

64. Malacomys /

65. Mallomys/

66. Malpaisomys /

67. Margaretamys/

68. Mastomys/

69. Mastomys natalensis (African soft-furred rat) [TaxID 10112]/

70. Maxomys/

71. Mayermys/

72. Melasmothrix /

73. Melomys /

74. Mesembriomys/

75. Microhydromys/

76. Micromys/

77. Millardia/

78. Muriculus /

79. Mus/

80. Mus musculus (mouse)/

81. Mylomys /

82. Neohydromys/

83. Nesokia /

84. Niviventer/

85. Notomys/

86. Oenomys /

87. Palawanomys/

88. Papagomys/

89. Parahydromys/

90. Paraleptomys /

91. Paruromys /

92. Paulamys/

93. Pelomys/

94. Phloeomys/

95. Pithecheir /

96. Pogonomelomys/

97. Pogonomys /

98. Praomys/

99. Pseudohydromys/

100. Pseudomys /

101. Rattus /

102. Rattus losea/

103. Rattus norvegicus/

104. Rattus rattus/

105. Rhabdomys/

106. Solomys/

107. Spelaeomys/

108. Srilankamys/

109. Stenomys /

110. Stochomys/

111. Sundamys/

112. Taeromys/

113. Tateomys/

114. Thallomys /

115. Thamnomys /

116. Tokudaia /

117. Tryphomys/

118. Uranomys /

119. Uromys/

120. Vandeleuria /

121. Vernaya/

122. Xenuromys/

123. Zelotomys/

124. Zyzomys/

Subfamily Nesomyinae
#2083. Virus infects <Animalia; Vertebrata; Mammalia; Rodentia; Sciurognathi; Muridae, Nesomyinae> Genus/

1. Brachytarsomys /

2. Brachyuromys/

3. Eliurus /

4. Gymnuromys/

5. Hypogeomys/

6. Macrotarsomys /

7. Nesomys/

Subfamily Otomyinae
#2084. Virus infects <Animalia; Vertebrata; Mammalia; Rodentia; Sciurognathi; Muridae, Otomyinae> Genus/

1. Otomys /

2. Parotomys /

Subfamily Petromyscinae
#2085. Virus infects <Animalia; Vertebrata; Mammalia; Rodentia; Sciurognathi; Muridae, Petromyscinae> Genus/

1. Delanymys/

2. Petromyscus/

Subfamily Platacanthomyinae
#2086. Virus infects <Animalia; Vertebrata; Mammalia; Rodentia; Sciurognathi; Muridae, Platacanthomyinae> Genus/

1. Platacanthomys /

2. Typhlomys /

Subfamily Rhizomyinae
#2087. Virus infects <Animalia; Vertebrata; Mammalia; Rodentia; Sciurognathi; Muridae, Rhizomyinae> Genus/

1. Cannomys /

2. Rhizomys/

3. Tachyoryctes /

Subfamily Sigmodontinae
#2088. Virus infects <Animalia; Vertebrata; Mammalia; Rodentia; Sciurognathi; Muridae, Sigmodontinae> Genus/

1. Abrawayaomys /

2. Aepeomys /

3. Akodon /

4. Akodon azarae/

5. Andalgalomys /

6. Andinomys /

7. Anotomys /

8. Auliscomys /

9. Baiomys/

10. Bibimys /

11. Blarinomys /

12. Bolomys amoenus (pleasant bolo mouse) [TaxID 10081]/

13. Bolomys lactens (rufous-bellied bolo mouse) [TaxID 56217]/

14. Bolomys lasiurus (hairy-tailed bolo mouse) [TaxID 30635]/

15. Bolomys obscurus/

16. Calomys /

17. Calomys callosus (large vesper mouse) [TaxID 56210]/

18. Calomys hummelincki [TaxID 169185]/

19. Calomys laucha (small vesper mouse) [TaxID 56211]/

20. Calomys lepidus (Andean vesper mouse) [TaxID 29106]/

21. Calomys musculinus (drylands vesper mouse) [TaxID 56212]/

22. Chelemys /

23. Chibchanomys /

24. Chilomys /

25. Chinchillula /

26. Chroeomys/

27. Delomys /

28. Eligmodontia /

29. Euneomys/

30. Galenomys/

31. Geoxus /

32. Graomys /

33. Habromys /

34. Hodomys/

35. Holochilus /

36. Ichthyomys /

37. Irenomys /

38. Isthmomys /

39. Juscelinomys/

40. Kunsia /

41. Lenoxus /

42. Megadontomys /

43. Megalomys /

44. Microryzomys /

45. Neacomys /

46. Neacomys guianae/

47. Nectomys/

48. Nelsonia /

49. Neotoma/

50. Neotoma albigula (white throated woodrat) [TaxID 42408]/

51. Neotomodon/

52. Neotomys /

53. Nesoryzomys/

54. Neusticomys /

55. Notiomys /

56. Nyctomys/

57. Ochrotomys /

58. Oecomys/

59. Oligoryzomys/

60. Oligoryzomys chacoensis/

61. Oligoryzomys flavescens/

62. Oligoryzomys longicaudatus/

63. Oligoryzomys microtis/

64. Onychomys/

65. Oryzomys/

66. Oryzomys albigularis (Tomes's rice rat) [TaxID 56215]/

67. Oryzomys buccinatus (Paraguayan rice rat) [TaxID 132253]/

68. Oryzomys capito (large headed rice rat) [TaxID 29123]/

69. Oryzomys palustris/

70. Osgoodomys /

71. Otonyctomys/

72. Ototylomys /

73. Oxymycterus /

74. Peromyscus /

75. Peromyscus leucopus/

76. Peromyscus maniculatus/

77. Phaenomys/

78. Phyllotis /

79. Podomys /

80. Podoxymys /

81. Pseudoryzomys /

82. Punomys /

83. Reithrodon /

84. Reithrodontomys /

85. Reithrodontomys megalotis/

86. Reithrodontomys mexicanus/

87. Rhagomys/

88. Rheomys/

89. Rhipidomys /

90. Scapteromys/

91. Scolomys/

92. Scotinomys /

93. Sigmodon/

94. Sigmodon alstoni/

95. Sigmodon hispidus (Hispid cotton rat) [TaxID 42415]/

96. Sigmodontomys/

97. Thalpomys/

98. Thomasomys/

99. Wiedomys/

100. Wilfredomys /

101. Xenomys/

102. Zygodontomys/

103. Zygodontomys brevicauda <Muridae; Sigmodontinae> (short-tailed cane mouse)/

Subfamily Spalacinae
#2089. Virus infects <Animalia; Vertebrata; Mammalia; Rodentia; Sciurognathi; Muridae, Spalacinae> Genus/

1. Nannospalax/

2. Spalax /

Family Anomaluridae
#2090. Virus infects <Animalia; Vertebrata; Mammalia; Rodentia; Sciurognathi; Anomaluridae> Subfamily/

1. Anomalurinae/

2. Anomalurinae, Genus Anomalurus /

3. Zenkerellinae/

4. Zenkerellinae, Genus Idiurus /

5. Zenkerellinae, Genus Zenkerella/

Family Ctenodactylidae
#2091. Virus infects <Animalia; Vertebrata; Mammalia; Rodentia; Sciurognathi; Ctenodactylidae> Genus/

1. Ctenodactylus /

2. Felovia /

3. Massoutiera/

4. Pectinator/

Family Myoxidae
#2092. Virus infects <Animalia; Vertebrata; Mammalia; Rodentia; Sciurognathi; Myoxidae> Subfamily/

1. Graphiurinae/

2. Graphiurinae, Genus Graphiurus/

3. Leithiinae/

4. Leithiinae, Genus Dryomys/

5. Leithiinae, Genus Eliomys /

6. Leithiinae, Genus Myomimus /

7. Leithiinae, Genus Selevinia/

8. Myoxinae/

9. Myoxinae, Genus Glirulus/

10. Myoxinae, Genus Muscardinus /

11. Myoxinae, Genus Myoxus /

Suborder Hystricognathi

#2093. <Viral hosts belong to the Kingdom Animalia; Phylum Chordata; Subphylum Vertebrata; Class Mammalia; Order Rodentia; Suborder Hystricognathi> Family/

1. Bathyergidae/

2. Hystricidae/

3. Petromuridae; Genus Petromus/

4. Thryonomyidae; Genus Thryonomys /

5. Erethizontidae/

6. Chinchillidae/

7. Dinomyidae; Genus Dinomys /

8. Caviidae/

9. Hydrochaeridae: Genus Hydrochaeris /

10. Dasyproctidae/

11. Agoutidae: Genus Agouti /

12. Ctenomyidae: Genus Ctenomys/

13. Octodontidae/

14. Abrocomidae: Genus Abrocoma /

15. Echimyidae/

16. Capromyidae/

17. Heptaxodontidae/

18. Myocastoridae: Genus Myocastor /

Family Bathyergidae
#2094. Virus infects <Animalia; Vertebrata; Mammalia; Rodentia; Hystricognathi; Bathyergidae> Genus/

1. Bathyergus /

2. Cryptomys /

3. Georychus /

4. Heliophobius /

Family Hystricidae
#2095. Virus infects <Animalia; Vertebrata; Mammalia; Rodentia; Hystricognathi; Hystricidae> Genus/

1. Atherurus/

2. Hystrix /

3. Trichys/

Family Erethizontidae
#2096. Virus infects <Animalia; Vertebrata; Mammalia; Rodentia; Hystricognathi; Erethizontidae> Genus/

1. Coendou /

2. Echinoprocta /

3. Erethizon /

4. Sphiggurus /

Family Chinchillidae
#2097. Virus infects <Animalia; Vertebrata; Mammalia; Rodentia; Hystricognathi; Chinchillidae> Genus/

1. Chinchilla /

2. Lagidium/

3. Lagostomus /

Family Caviidae
#2098. Virus infects <Animalia; Vertebrata; Mammalia; Rodentia; Hystricognathi; Caviidae> Subfamily/

1. Caviinae/

2. Caviinae, Genus Cavia aperea/

3. Caviinae, Genus Cavia fulgida/

4. Caviinae, Genus Cavia magna/

5. Caviinae, Genus Cavia porcellus (guinea pig)/

6. Caviinae, Genus Cavia tschudii/

7. Galea/

8. Galea, Genus Galea musteloides/

9. Galea, Genus Galea spixii/

10. Galea, Genus Kerodon rupestris/

11. Galea, Genus Microcavia australis/

12. Galea, Genus Microcavia niata/

13. Galea, Genus Microcavia shiptoni/

14. Dolichotinae/

15. Dolichotinae, Genus Dolichotis patagonum/

16. Dolichotinae, Genus Dolichotis salinicola/

Family Dasyproctidae
#2099. Virus infects <Animalia; Vertebrata; Mammalia; Rodentia; Hystricognathi; Dasyproctidae> Genus/

1. Dasyprocta /

2. Myoprocta /

Family Octodontidae
#2100. Virus infects <Animalia; Vertebrata; Mammalia; Rodentia; Hystricognathi; Octodontidae> Genus/

1. Aconaemys/

2. Octodon /

3. Octodontomys/

4. Octomys/

5. Spalacopus /

6. Tympanoctomys/

Family Echimyidae
#2101. Virus infects <Animalia; Vertebrata; Mammalia; Rodentia; Hystricognathi; Echimyidae> Subfamily/

1. Chaetomyinae/

2. Chaetomyinae, Genus Chaetomys/

3. Dactylomyinae/

4. Dactylomyinae, Genus Dactylomys /

5. Dactylomyinae, Genus Kannabateomys /

6. Dactylomyinae, Genus Olallamys/

7. Echimyinae/

8. Echimyinae, Genus Diplomys/

9. Echimyinae, Genus Echimys/

10. Echimyinae, Genus Isothrix/

11. Echimyinae, Genus Makalata/

12. Eumysopinae/

13. Eumysopinae, Genus Carterodon/

14. Eumysopinae, Genus Clyomys/

15. Eumysopinae, Genus Euryzygomatomys/

16. Eumysopinae, Genus Hoplomys/

17. Eumysopinae, Genus Lonchothrix /

18. Eumysopinae, Genus Mesomys/

19. Eumysopinae, Genus Proechimys/

20. Eumysopinae, Genus Thrichomys/

21. Heteropsomyinae/

22. Heteropsomyinae, Genus Boromys/

23. Heteropsomyinae, Genus Heteropsomys/

24. Heteropsomyinae, Genus Puertoricomys/

Family Capromyidae
#2102. Virus infects <Animalia; Vertebrata; Mammalia; Rodentia; Hystricognathi; Capromyidae> Subfamily/

1. Capromyinae/

2. Capromyinae, Genus Capromys/

3. Capromyinae, Genus Geocapromys/

4. Capromyinae, Genus Mesocapromys/

5. Capromyinae, Genus Mysateles/

6. Hexolobodontinae/

7. Hexolobodontinae, Genus Hexolobodon/

8. Isolobodontinae/

9. Isolobodontinae, Genus Isolobodon/

10. Plagiodontinae/

11. Plagiodontinae, Genus Plagiodontia/

12. Plagiodontinae, Genus Rhizoplagiodontia/

Family Heptaxodontidae
#2103. Virus infects <Animalia; Vertebrata; Mammalia; Rodentia; Hystricognathi; Heptaxodontidae> Subfamily/

1. Clidomyinae/

2. Clidomyinae, Genus Clidomys /

3. Heptaxodontinae/

4. Heptaxodontinae, Genus Amblyrhiza /

5. Heptaxodontinae, Genus Elasmodontomys/

6. Heptaxodontinae, Genus Quemisia /

Order Lagomorphia
#2104. <Viral hosts belong to the Kingdom Animalia; Phylum Chordata; Subphylum Vertebrata; Class Mammalia; Order Lagomorpha;> 

Family/

1. Ochotonidae/

2. Leporidae/

#2105. Virus infects <Animalia; Vertebrata; Mammalia; Lagomorpha, Family Leporidae>/

1. Brachylagus idahoensis <Leporidae>/

2. Bunolagus monticularis <Leporidae>/

3. Caprolagus hispidus <Leporidae>/

4. Lepus alleni <Leporidae>/

5. Lepus americanus <Leporidae>/

6. Lepus arcticus <Leporidae>/

7. Lepus brachyurus <Leporidae>/

8. Lepus californicus <Leporidae>/

9. Lepus callotis <Leporidae>/

10. Lepus capensis <Leporidae>/

11. Lepus castroviejoi <Leporidae>/

12. Lepus comus <Leporidae>/

13. Lepus coreanus <Leporidae>/

14. Lepus corsicanus <Leporidae>/

15. Lepus europaeus <Leporidae>/

16. Lepus fagani <Leporidae>/

17. Lepus flavigularis <Leporidae>/

18. Lepus granatensis <Leporidae>/

19. Lepus hainanus <Leporidae>/

20. Lepus insularis <Leporidae>/

21. Lepus mandshuricus <Leporidae>/

22. Lepus nigricollis <Leporidae>/

23. Lepus oiostolus <Leporidae>/

24. Lepus othus <Leporidae>/

25. Lepus pequensis <Leporidae>/

26. Lepus saxatilis <Leporidae>/

27. Lepus sinensis <Leporidae>/

28. Lepus starcki <Leporidae>/

29. Lepus timidus <Leporidae>/

30. Lepus tolai <Leporidae>/

31. Lepus townsendii <Leporidae>/

32. Lepus victoriae <Leporidae>/

33. Lepus yarkandensis <Leporidae>/

34. Nesolagus netscheri <Leporidae>/

35. Oryctolagus cuniculus <Leporidae> (domestic rabbit) [TaxID 9986]/

36. Pentalagus furnessi <Leporidae>/

37. Poelagus marjorita <Leporidae>/

38. Pronolagus crassicaudatus <Leporidae>/

39. Pronolagus randensis <Leporidae>/

40. Pronolagus rupestris <Leporidae>/

41. Romerolagus diazi <Leporidae>/

42. Sylvilagus aquaticus <Leporidae>/

43. Sylvilagus audubonii <Leporidae>/

44. Sylvilagus bachmani <Leporidae>/

45. Sylvilagus brasiliensis <Leporidae>/

46. Sylvilagus cunicularius <Leporidae>/

47. Sylvilagus dicei <Leporidae>/

48. Sylvilagus floridanus <Leporidae>/

49. Sylvilagus graysoni <Leporidae>/

50. Sylvilagus insonus <Leporidae>/

51. Sylvilagus mansuetus <Leporidae>/

52. Sylvilagus nuttallii <Leporidae>/

53. Sylvilagus palustris <Leporidae>/

54. Sylvilagus transitionalis <Leporidae>/

Order Macroscelidea
#2106. Virus infects <Animalia; Vertebrata; Mammalia; Lagomorpha; Family Ochotonidae>/

1. Ochotona alpina/

2. Ochotona cansus/

3. Ochotona collaris/

4. Ochotona curzoniae/

5. Ochotona dauurica/

6. Ochotona erythrotis/

7. Ochotona forresti/

8. Ochotona gaoligongensis/

9. Ochotona gloveri/

10. Ochotona himalayana/

11. Ochotona hyperborea/

12. Ochotona iliensis/

13. Ochotona koslowi/

14. Ochotona ladacensis/

15. Ochotona macrotis/

16. Ochotona muliensis/

17. Ochotona nubrica/

18. Ochotona pallasi/

19. Ochotona princeps/

20. Ochotona pusilla/

21. Ochotona roylei/

22. Ochotona rufescens/

23. Ochotona rutila/

24. Ochotona thibetana/

25. Ochotona thomasi/

26. Prolagus sardus/

#2107. <Viral hosts belong to the Kingdom Animalia; Phylum Chordata; Subphylum Vertebrata; Class Mammalia; Order Macroscelidea;> 

Family/

1. Macroscelididae/

2. <others>/

#2108. Virus infects <Animalia; Vertebrata; Mammalia; Macroscelidea>/

1. Elephantulus brachyrhynchus/

2. Elephantulus edwardii/

3. Elephantulus fuscipes/

4. Elephantulus fuscus/

5. Elephantulus intufi/

6. Elephantulus myurus/

7. Elephantulus revoili/

8. Elephantulus rozeti/

9. Elephantulus rufescens/

10. Elephantulus rupestris/

11. Macroscelides proboscideus/

12. Petrodromus tetradactylus/

13. Rhynchocyon chrysopygus/

14. Rhynchocyon cirnei/

15. Rhynchocyon petersi/

CLASSIFICATION of HOST (if taxonomy not found in lists above)

#2109. Virus infects Division <give scientific name of host>/

#2110. Virus infects Subdivision <give scientific name of host>/

#2111. Virus infects Phylum <give scientific name of host>/

#2112. Virus infects Class <give scientific name of host>/

#2113. Virus infects Subclass <give scientific name of host>/

#2114. Virus infects Superorder <give scientific name of host>/

#2115. Virus infects Order <give scientific name of host>/

#2116. Virus infects Suborder <give scientific name of host>/

#2117. Virus infects Family <give scientific name of host>/

#2118. Virus infects Subfamily <give scientific name of host>/

#2119. Virus infects Tribe <give scientific name of host>/

#2120. Virus infects Subtribe <give scientific name of host>/

#2121. Virus infects Genus <give scientific name of host>/

#2122. Virus infects Subgenus <give scientific name of host>/

#2123. Virus infects Species <give scientific name of host>/

#2124. Virus infects Subspecies <give scientific name of host>/

#2125. Virus infects variety <give scientific name of host>/

#2126. Virus infects cultivar <give scientific name of host>/

#2127. Virus infects isolate <give scientific name of host>/

Natural Host and details on isolation
#2128. Virus was isolated from <developmental stage of host>/

1. eggs/

2. an insect nymph/

3. a larva/

4. an insect pupa/

5. an adult insect/

6. an infant <mammal, vertebrate>/

7. an adolescent <mammal, vertebrate>/

8. an adult <mammal, vertebrate>/

9. seeds/

10. sperms/

11. cysts/

12. spores/

#2129. Virus was isolated from <such as soil, air, water, excrements, secretions, throat swab etc. where virus was found>/

#2130. Virus was <originally> isolated from <such as tissue/organ or leaf sap, blood etc. where virus was found>/

Specify tissue or organ in which virus was found; or specify if virus was isolated from e.g. leaf sap, or body fluids, secretions or excretions.

#2131. Natural hosts and symptoms <with symptoms of> <split entry> 

/

SYMPTOM and DISEASE DESCRIPTION 

General Symptoms in Plants
#2132. Under natural conditions virus infects <host 1> <select from the provided lists of host taxonomy from Domain to species> —/

#2133. <Natural host species 1> virus effects the <plant system>/

1. vascular system/

2. photosynthetic system/

#2134. <Natural host species 1> <plant viral> symptoms are expressed in the <plant organ>/

1. leaf/

2. stem/

3. root/

4. inflorescence/

5. infructescence/

#2135. <Natural host species 1> symptoms include <whole plant>/

1. stunting <including dwarfism>/

2. deformation <or distortion>/

3. wilting/

4. reduced vigor/

5. decline/

6. die-back/

7. necrosis/

8. chlorosis/

#2136. <Natural host species 1> symptoms include <symptoms of stunting of plant>/

1. stunting of the internodes/

2. stunting of all plant parts/

3. rosetting/

4. witch's broom/

#2137. <Natural host species 1> symptoms include deformation of <plant part>/

1. internodes <i.e., stem>/

2. leaves/

3. fruits/

4. seeds/

#2138. <Natural host species 1> <plant part affected by> symptoms include necrosis of the/

1. apex/

2. shoot/

3. leaf/

4. stem/

5. root/

6. bud/

7. flower/

#2139. <Natural host species 1> <symptom of> stem deformation expressed as/

1. twisting/

2. bending to one side/

3. widening and flattening/

#2140. <Natural host species 1> symptoms in stem include/

1. pitting/

2. grooving/

3. spotting/

4. pox formation/

5. bark splitting/

6. scaly bark/

#2141. <Natural host species 1> spotting on stem is <type>/

1. chlorotic/

2. necrotic/

3. yellow/

4. green/

5. reddish purple/

#2142. <Natural host species 1> symptoms in leaves <or leaflet> include/

1. abscission/

2. size reduction/

3. change in texture/

4. development of galls/

5. development of patterns or markings/

#2143. <Natural host species 1> <leaf symptoms>  that are visible in the <region>/

1. intercostal regions/

2. leaf margin/

3. venation/

#2144. <Natural host species 1> <leaf> intercostal regions show <symptoms>/

1. malformation/

2. change in color/

3. necrosis/

4. chlorosis/

5. lesions/

#2145. <Natural host species 1> <malformation of> leaf surface can be/

1. twisted/

2. curled/

3. crinkled/

4. puckered/

5. warped/

6. blistered/

#2146. <Natural host species 1> leaf margin can be <symptoms>/

1. malformed/

2. changed in color/

3. chlorotic/

#2147. <Natural host species 1> leaf margin can be <malformation symptoms>/

1. curled <incl rolling>/

2. wavy/

3. notched/

#2148. <Natural host species 1> leaf veins are <symptoms>/

1. malformed/

2. changed in color/

3. chlorotic/

4. necrotic/

#2149. <Natural host species 1> <leaf malformation - symptoms>/

1.  swollen/

#2150. <Natural host species 1> <chlorotic leaf symptoms> include vein/

1. clearing <= yellowing ??>/

2. banding/

3. netting/

4. flecking/

5. feathering/

#2151. <Natural host species 1> <symptoms of color change in leaf surface> leaves are turning/

1. white/

2. yellow/

3. orange/

4. red <including crimson>/

5. purple/

6. brown/

7. bronze/

8. green black/

9. grayish green/

10. yellowish green/

11. chlorotic/

12. necrotic/

13. blue/

#2152. <Natural host species 1> symptoms are <color depth of markings>/

1. light/

2. bright/

3. brilliant/

4. dark/

5. deep/

#2153. <Natural host species 1> <symptoms of marking developed on leaf surface> leaves with/

1. mosaic/

2. mottle/

3. marble/

4. streaks/

5. striations <including lines, bands, stripes>/

6. ring pattern/

7. netting/

8. flecking/

9. variegation/

10. feathering/

11. spotting/

12. blotches/

13. ringspot/

14. zonale concentric bands/

#2154. <Natural host species 1> <type of mosaic expressed in leaf>  have/

1. chlorotic mosaic/

2. striate mosaic/

3. stripe mosaic/

4. marble mosaic/

5. yellow mosaic/

6. green mosaic/

7. necrotic mosaic/

#2155. <Natural host species 1> <type of mottle expressed on leaf surface>  have/

1. white mottle/

2. yellow mottle/

3. green mottle/

4. diffuse mottle/

5. blotchy mottle/

6. diamond mottle/

#2156. <Natural host species 1> <type of streak expressed on leaf surface>  have/

1. yellow streak/

2. brown necrotic streak/

3. reddish-purple necrotic streak/

4. grayish-white streak/

5. purple streak/

6. crimson streak/

7. sunken gray necrotic streak/

8. chlorotic streak/

9. color-breaking streak/

10. 'stipple streak'/

11. 'leaf-drop' streak/

#2157. <Natural host species 1> <ring symptoms on leaf surface>  have/

1. ringspots/

2. chlorotic rings/

3. brown rings/

#2158. <Natural host species 1> <netting in leaves>  have/

1. yellow netting/

#2159. <Natural host species 1> <type of flecking in leaves>  have/

1. chlorotic flecking/

2. necrotic flecking/

3. white flecking/

4. yellow flecking/

5. green flecking/

6. reddish purple necrotic flecking/

#2160. <Natural host species 1> part of inflorescence effected/

1. bud /

2. flower  <or floret>/

#2161. <Natural host species 1> <flower symptoms>/

1. malformed or distorted/

2. reduced in size/

3. sterile/

4. undergoes color change/

5. develops markings/

#2162. <Natural host species 1> <symptoms of color change in flower> petals turning/

1. white/

2. yellow/

3. orange/

4. red/

5. purple/

6. chlorotic/

7. necrotic/

#2163. <Natural host species 1> <flower> symptom <markings - color depth>/

1. light/

2. bright/

3. brilliant/

4. dark/

#2164. <Natural host species 1> <development of markings in flower>/

1. color breaking/

2. white stripes in petals/

#2165. <Natural host species 1> <symptoms in bud> bud/

1. with blight/

2. yellow/

3. death/

#2166. <Natural host species 1> <part of infructescence effected>/

1. fruit /

2. seed /

#2167. <Natural host species 1> symptoms <in fruit> include/

1. malformation/

2. size reduction/

3. change in texture/

4. development of surface markings/

5. lack of seed development/

6. skin rupture/

#2168. <Natural host species 1> symptoms <in seed> include/

1. malformation of seed/

2. mottling of seed coat/

3. development of fewer seeds/

#2169. Symptoms <shown by naturally infected planucleotides are>/

General Symptoms in Animals
#2170. Infection can affect the <body systems of animals>/

1. respiratory system <see below>/

2. cardiovascular system <see below>/

3. hematopoiesis <see below>/

4. gastrointestinal system <see below>/

5. nervous system <see below>/

6. musculo-skeletal system <see below>/

7. endocrine or exocrine system <see below>/

8. reproductive system <see below>/

9. genito-urinary system <see below>/

10. dermis, mucosa or epithelium/

11. immune system/

12. brain/

#2171. General symptoms <in vertebrate host> include <select here if not listed under signs and symptoms in the questions below>/

1. anorexia/

2. apathy/

3. catarrh/

4. chorioretinitis/

5. congestion/

6. conjunctivitis/

7. consolidation/

8. constipation/

9. debility/

10. dehydration/

11. edema/

12. enteritis/

13. erosion/

14. exophthalmia/

15. fever/

16. formation of nodule(s)/

17. headache/

18. hemorrhage/

19. jaundice/

20. lesions <see below>/

21. malaise/

22. necrosis/

23. neoplasia and tumors <see below>/

24. photophobia/

25. prostration/

26. pyrexia/

27. rashes <see below>/

28. retardation/

29. peritonitis/

30. pustule(s)/

31. reddening/

32. stiff neck/

33. swelling/

34. tremor/

35. ulceration/

36. uncoordination/

37. vesicles/

38. wasting/

#2172. Signs and symptoms include <rash distribution on body>/

1. maculopapular/

2. vesicular/

#2173. Signs and symptoms include <rashes>/

1. erythema nodosum/

2. erythema marginatum/

3. hemorrhagic <petechia, ecchymosis, purpura>/

4. <other>/

#2174. Lesions are found in <type of organ or system>/

1. skin or dermis/

2. epithelium/

3. musculo-skeletal tissue/

4. nerve tissue <including brain>/

5. lymphoid tissues/

6. liver/

7. kidney/

8. pancreas/

9. spleen/

10. brain/

#2175. Signs and symptoms <of the respiratory system> include/

1. bronchitis/

2. cough/

3. discharge/

4. dyspnoea or wheezing/

5. epistaxis <nose bleed> <a symptom for measles>/

6. laryngitis/

7. coryza <nasal congestion>/

8. otitis media/

9. pharyngitis <sore throat>/

10. pneumonia/

11. rhinitis/

12. <others>/

#2176. Signs and symptoms <of the gastrointestinal system> include/

1. abdominal pain/

2. diarrhea/

3. discharge of blood/

4. discharge of mucous/

5. hematemesis/

6. hepatitis or liver dysfunction/

7. hepatomegaly/

8. melena/

9. pancreatitis/

10. splenomegaly/

11. vomiting/

12. stomatitis/

#2177. Signs and symptoms <of the genitourinary system> include/

1. cervicitis or cervical cysplasia/

2. hematuria/

3. oliguria or anuria/

4. orchitis/

5. polyuria/

6. renal failure/

7. urethritis/

8. vaginitis/

#2178. Signs and symptoms <of the reproductive system> include/

1. abortion/

2. fetal damage/

3. malformation/

4. mummification/

5. sterility/

#2179. Signs and symptoms <of the musculo-skeletal system> include/

1. arthritis/

2. arthralgia/

3. bursitis/

4. lameness/

5. myalgia/

6. myositis/

#2180. Signs and symptoms <of the nervous system and brain> include/

1. ataxia/

2. Bell's palsy/

3. deafness <cochlear, inner ear>/

4. encephalopathy/

5. myelitis/

6. hydrocephaly/

7. meningitis/

8. microcephaly/

9. neuropathy or neuritis/

10. numbness or tingling or paresthesias/

11. paralysis/

12. peripheral paralysis/

13. sequelae/

14. seizures/

15. <other>/

16. encephalitis/

#2181. Signs and symptoms <of the cardiovascular system> include/

1. endocarditis/

2. intravascular coagulation/

3. myocarditis/

4. pericarditis/

5. shock/

6. vasculitis/

7. <other>/

#2182. Signs and symptoms <of the endocrine or exocrine system> include/

1. disorder in function of adrenal cortical gland/

2. disorder in function of mammary gland/

3. disorder in function of pancreas or islet cells/

4. disorder in function of pituitary gland/

5. thyroiditis/

6. <other>/

#2183. Signs and symptoms <of the hematologic disorders> include/

1. anemia/

2. bleeding/

3. coagulation/

4. clotting disorder/

5. hemorrhage/

6. leukopenia/

7. thrombocytopenia/

#2184. Signs and symptoms <of the immune system> include/

1. lymphadenopathy/

2. /

#2185. Signs and symptoms <of neoplasia or tumors> include/

1. carcinoma/

2. epithelioma/

3. lymphoma or leukemia/

4. sarcoma/

5. <other>/

Severity and Occurrence of Disease 

 Host 1
#2186. Infection is <in host 1 whether apparent>/

1. apparent/

2. not apparent/

3. latent/

#2187. Although disease expression is dependent on dose, <degree of> infection <in host 1> is usually/

1. acute/

2. chronic/

3. progressive/

4. subacute/

5. localized/

6. generalized/

7. systemic/

8. slow/

9. tolerated/

10. latent/

11. not observed/

In cases where more than one host is involved, start with the vector host as host 1 and describe the target host as host 2.

#2188. The infection is <in host 1 whether clinically expressed>/

1. clinically expressed/

2. not clinically expressed/

#2189. The disease has <in host 1> the name <look up list for diseases not yet implemented>/

#2190. The disease    is listed in the classification of <ICD-10, OIE or EPPO>/

1. International Disease Code (ICD-10)/

2. Office International des Epizooties (OIE)/

3. European and Mediterranean Plant Protection Organisation (EPPO)/

4. International Code of Impairment or Disability in Humans (ICIDH-2)/

5. <others>/

#2191.   With the designation <for disease of host 1, insert code>/

#2192. <Natural host species 1> signs and symptoms may vary, but are usually <degree of severity>/

1. severe/

2. mild/

3. faint/

#2193. <Intensity and duration of> signs and symptoms    <shown by naturally infected host 1>/

1. persist/

2. vary cyclically over a few weeks/

3. vary seasonally/

4. disappear soon after infection/

5. are recurrent/

#2194. Prevalence of viral infection is seasonally dependent, and incidences of virus infection are usually observed in <calendar season>/

1. spring/

2. summer/

3. autumn/

4. winter/

#2195. Prevalence of viral infection is seasonally dependent, and incidences of virus infection are usually observed    during <climatic season>/

1. cold seasons/

2. wet seasons <e.g., monsoon>/

3. dry seasons/

4. hot seasons/

5. a wet season followed by a dry season/

#2196. Prevalence of viral infection is seasonally dependent, and incidences of virus infection are usually observed    after <exposure to stress>/

1. a cold snap/

2. heat wave/

3. abrupt change of weather condition/

4. exposure to other stress(es) <specify>/

5. heavy rainfalls <e.g. monsoon rains>/

#2197. Contagiousness <in host 1> is <degree>/

1. high/

2. moderate/

3. variable/

4. low/

5. not observed/

#2198.    Infected host is contagious for <number of days>/

days/

#2199. The incubation period lasts usually <time that passes between transmission and onset of symptoms in host> <number of days>/

day(s)/

#2200. Viral shedding starts <number of days after onset of infection>/

days after onset of infection/

#2201. Viral shedding   continues for <number of days>/

days/

#2202. Control measures to contain spread of infection <in host 1>/

#2203. In naturally infected hosts morbidity rate <host 1> may be as high as <percentage of infection>/

%/

#2204. In naturally infected hosts    mortality rate <host 1> may approach <percentage of infected hosts>/

%/

 Host 2
#2205. <Name of host 2>/

#2206. <Host 2 with symptoms of>/

#2207. The infection is <in host 2 whether clinically expressed>/

1. clinically expressed/

2. not clinically expressed/

#2208. The disease has <in host 2> the name <look up list for diseases not yet implemented>/

#2209. The disease    is listed in the classification of <ICD-10, OIE or EPPO>/

1. International Disease Code (ICD-10)/

2. Office International des Epizooties (OIE)/

3. European and Mediterranean Plant Protection Organisation (EPPO)/

4. International Code of Impairment or Disability in Humans (ICIDH-2)/

5. <others>/

#2210.   With the designation <for disease if host 2, insert code>/

#2211. Infection is <in host 2 whether apparent>/

1. apparent/

2. not apparent/

3. latent/

#2212. Although disease expression is dependent on dose, <degree of> infection <in host 2> is usually/

1. acute/

2. chronic/

3. progressive/

4. subacute/

5. localized/

6. generalized/

7. systemic/

8. slow/

9. tolerated/

10. latent/

11. not observed/

#2213. <Natural host species 2> signs and symptoms may vary, but are usually <degree of severity>/

1. severe/

2. mild/

3. faint/

#2214. <Intensity and duration of> signs and symptoms    <shown by naturally infected host 2>/

1. persist/

2. vary cyclically over a few weeks/

3. vary seasonally/

4. disappear soon after infection/

5. are recurrent/

#2215. Prevalence of viral infection <in host 2> is seasonally dependent, and incidences are usually observed in <calendar season>/

1. spring/

2. summer/

3. autumn/

4. winter/

#2216. Prevalence of viral infection <in host 2> is seasonally dependent, and incidences are usually observed    during <climatic season>/

1. cold seasons/

2. wet seasons <e.g., Monsoon>/

3. dry seasons/

4. hot seasons/

5. a wet season followed by dry season/

#2217. Prevalence of viral infection <in host 2> is seasonally dependent, and incidences are usually observed    after <exposure to stress>/

1. a cold snap/

2. heat wave/

3. abrupt change of weather condition/

4. exposure to other stress(es) <specify>/

5. heavy rainfalls <e.g. monsoon rains>/

#2218. Contagiousness <in host 2> is <degree>/

1. high/

2. moderate/

3. variable/

4. low/

5. not observed/

#2219.    Infected host <2> is contagious for <number of days>/

days/

#2220. The incubation period lasts usually <time that passes between transmission and onset of symptoms in host> <number of days>/

day(s)/

#2221. Viral shedding <in host 2> starts <number of days after onset of infection>/

days after onset of infection/

#2222. Viral shedding <in host 2>    continues for <number of days>/

days/

#2223. Control measures to contain spread of infection <in host 2>/

#2224. In naturally infected hosts morbidity rate <host2> may be as high as <percentage of infection>/

%/

#2225. In naturally infected hosts    mortality rate <host 2> may approach <percentage of infected hosts>/

%/

 Host 3
#2226. <Name of host 3> <select from the provided lists of host taxonomy from Domain to species>/

#2227. <Host 3> symptoms expressed <list symptoms from look up list which will be provided>/

#2228. Infection is <in host 3 whether apparent>/

1. apparent/

2. not apparent/

3. latent/

#2229. The infection is <in host 3 whether clinically expressed>/

1. clinically expressed/

2. not clinically expressed/

#2230. The disease is <in host 3> called <look up list for diseases not yet implemented>/

#2231. The disease    is listed in the classification of <ICD-10, OIE or EPPO>/

1. International Disease Code (ICD-10)/

2. Office International des Epizooties (OIE)/

3. European and Mediterranean Plant Protection Organisation (EPPO)/

4. International Code of Impairment or Disability in Humans (ICIDH-2)/

5. <others>/

#2232.   With the designation <for disease if host 3, insert code>/

#2233. Although disease expression is dependent on dose, <degree of> infection <in host 3> is usually/

1. acute/

2. chronic/

3. progressive/

4. subacute/

5. localized/

6. generalized/

7. systemic/

8. slow/

9. tolerated/

10. latent/

11. not observed/

#2234. <Natural host species 3> signs and symptoms may vary, but are usually <degree of severity>/

1. severe/

2. mild/

3. faint/

#2235. <Intensity and duration of> signs and symptoms    <shown by naturally infected host 3>/

1. persist/

2. vary cyclically over a few weeks/

3. vary seasonally/

4. disappear soon after infection/

5. are recurrent/

#2236. Prevalence of viral infection <in host 3> is seasonally dependent, and incidences are usually observed in <calendar season>/

1. spring/

2. summer/

3. autumn/

4. winter/

#2237. Prevalence of viral infection <in host 3> is seasonally dependent, and incidences are usually observed    during <climatic season>/

1. cold seasons/

2. wet seasons <e.g., Monsoon>/

3. dry seasons/

4. hot seasons/

5. a wet season followed by dry season/

#2238. Prevalence of viral infection <in host 3> is seasonally dependent, and incidences are usually observed    after <exposure to stress>/

1. a cold snap/

2. heat wave/

3. abrupt change of weather condition/

4. exposure to other stress(es) <specify>/

5. heavy rainfalls <e.g. monsoon rains>/

#2239. Contagiousness <in host 3> is <degree>/

1. high/

2. moderate/

3. variable/

4. low/

5. not observed/

#2240.    Infected host <3> is contagious for <number of days>/

days/

#2241. The incubation period lasts usually <time that passes between transmission and onset of symptoms in host> <number of days>/

day(s)/

#2242. Viral shedding <in host 3> starts <number of days after onset of infection>/

days after onset of infection/

#2243. Viral shedding <in host 3>    continues for <number of days>/

days/

#2244. Control measures to contain spread of infection <in host 3>/

#2245. In naturally infected hosts morbidity rate <host3> may be as high as <percentage of infection>/

%/

#2246. In naturally infected hosts    mortality rate <host 3> may approach <percentage of infected hosts>/

%/

 Host 4
#2247. Under natural conditions virus infects <host 4> <select from the provided lists of host taxonomy from Domain to species>/

#2248. Symptoms expressed <in host 4> <list symptoms from look up list which will be provided>/

#2249. Infection is <in host 4 whether apparent>/

1. apparent/

2. unapparent/

3. latent/

#2250. The infection is <in host 4 whether clinically expressed>/

1. clinically expressed/

2. not clinically expressed/

#2251. The disease is <in host 4> called <look up list for diseases not yet implemented>/

#2252. The disease    is listed in the classification of <ICD-10, OIE or EPPO>/

1. International Disease Code (ICD-10)/

2. Office International des Epizooties (OIE)/

3. European and Mediterranean Plant Protection Organisation (EPPO)/

4. International Code of Impairment or Disability in Humans (ICIDH-2)/

5. <others>/

#2253.   With the designation <for disease if host 4, insert code>/

#2254. Although disease expression is dependent on dose, <degree of> infection <in host 4> is usually/

1. acute/

2. chronic/

3. progressive/

4. subacute/

5. localized/

6. generalized/

7. systemic/

8. slow/

9. tolerated/

10. latent/

11. not observed/

#2255. <Natural host species 4> signs and symptoms may vary, but are usually <degree of severity>/

1. severe/

2. mild/

3. faint/

#2256. <Intensity and duration of> signs and symptoms    <shown by naturally infected host 4>/

1. persist/

2. vary cyclically over a few weeks/

3. vary seasonally/

4. disappear soon after infection/

5. are recurrent/

#2257. Prevalence of viral infection <in host 4> is seasonally dependent, and incidences are usually observed in <calendar season>/

1. spring/

2. summer/

3. autumn/

4. winter/

#2258. Prevalence of viral infection <in host 4> is seasonally dependent, and incidences are usually observed    during <climatic season>/

1. cold seasons/

2. wet seasons <e.g., Monsoon>/

3. dry seasons/

4. hot seasons/

5. a wet season followed by dry season/

#2259. Prevalence of viral infection <in host 4> is seasonally dependent, and incidences are usually observed    after <exposure to stress>/

1. a cold snap/

2. heat wave/

3. abrupt change of weather condition/

4. exposure to other stress(es) <specify>/

5. heavy rainfalls <e.g. monsoon rains>/

#2260. Contagiousness <in host 4> is <degree>/

1. high/

2. moderate/

3. variable/

4. low/

5. not observed/

#2261.    Infected host <4> is contagious for <number of days>/

days/

#2262. The incubation period lasts usually <time that passes between transmission and onset of symptoms in host> <number of days>/

day(s)/

#2263. Viral shedding <in host 4> starts <number of days after onset of infection>/

days after onset of infection/

#2264. Viral shedding <in host 4>    continues for <number of days>/

days/

#2265. Control measures to contain spread of infection <in host 4>/

#2266. In naturally infected hosts morbidity rate <host 4> may be as high as <percentage of infection>/

%/

#2267. In naturally infected hosts    mortality rate <host 4> may approach <percentage of infected hosts>/

%/

 Host 5
#2268. <Name of host 5> <select from the provided lists of host taxonomy from Domain to species>/

#2269. <Host 5> symptoms expressed <list symptoms from look up list which will be provided>/

#2270. Infection is <in host 5 whether apparent>/

1. apparent/

2. not apparent/

3. latent/

#2271. The infection is <in host 5 whether clinically expressed>/

1. clinically expressed/

2. not clinically expressed/

#2272. The disease has <in host 5> the name <look up list for diseases not yet implemented>/

#2273. The disease    is listed in the classification of <ICD-10, OIE or EPPO>/

1. International Disease Code (ICD-10)/

2. Office International des Epizooties (OIE)/

3. European and Mediterranean Plant Protection Organisation (EPPO)/

4. International Code of Impairment or Disability in Humans (ICIDH-2)/

5. <others>/

#2274.   With the designation <for disease if host 5, insert code>/

#2275. Although disease expression is dependent on dose, <degree of> infection <in host 5> is usually/

1. acute/

2. chronic/

3. progressive/

4. subacute/

5. localized/

6. generalized/

7. systemic/

8. slow/

9. tolerated/

10. latent/

11. not observed/

#2276. <Natural host species 5> signs and symptoms may vary, but are usually <degree of severity>/

1. severe/

2. mild/

3. faint/

#2277. <Intensity and duration of> signs and symptoms    <shown by naturally infected host 5>/

1. persist/

2. vary cyclically over a few weeks/

3. vary seasonally/

4. disappear soon after infection/

5. are recurrent/

#2278. Prevalence of viral infection <in host 5> is seasonally dependent, and incidences are usually observed in <calendar season>/

1. spring/

2. summer/

3. autumn/

4. winter/

#2279. Prevalence of viral infection <in host 5> is seasonally dependent, and incidences are usually observed    during <climatic season>/

1. cold seasons/

2. wet seasons <e.g., Monsoon>/

3. dry seasons/

4. hot seasons/

5. a wet season followed by dry season/

#2280. Prevalence of viral infection <in host 5> is seasonally dependent, and incidences are usually observed    after <exposure to stress>/

1. a cold snap/

2. heat wave/

3. abrupt change of weather condition/

4. exposure to other stress(es) <specify>/

5. heavy rainfalls <e.g. monsoon rains>/

#2281. Contagiousness <in host 5> is <degree>/

1. high/

2. moderate/

3. variable/

4. low/

5. not observed/

#2282. Infected host <5> is contagious for <number of days>/

days/

#2283. The incubation period lasts usually <time that passes between transmission and onset of symptoms in host> <number of days>/

day(s)/

#2284. Viral shedding <in host 5> starts <number of days after onset of infection>/

days after onset of infection/

#2285. Viral shedding <in host 5>    continues for <number of days>/

days/

#2286. Control measures to contain spread of infection <in host 5; insert fact sheet if available>/

#2287. Naturally infected hosts morbidity rate <host 5> may be as high as <percentage of infection>/

%/

#2288. In naturally infected hosts    mortality rate <host 5> may approach <percentage of infected hosts>/

%/

#2289. Historic overview on disease: <insert URL to web page or give reference>/

TRANSMISSION 

Vector Transmission
#2290. The virus is <whether or not transmitted by an arthropod or a non-arthropod vector, such as vertebrate or fungus to another animal or plant host>/

1. transmitted by a vector/

2. not transmitted by a <arthropod, vertebrate or fungal> vector/

3. not transmitted by a known vector/

#2291. <Comments on transmission by unknown means>/

#2292. The virus is < whether transmitted in a direct manner, e.g., arthropod to vertebrate host, or arthropod to plant host>/

1. in a direct <horizontal> manner/

2. in an indirect <vertical> manner/

3. by unknown means/

#2293. The virus is <whether transmitted by mechanical inoculation>/

1. transmitted by mechanical inoculation/

2. not transmitted by mechanical inoculation/

#2294. The virus is <transmitted by mechanical inoculation> <type of inoculation> through/

1. a bite/

2. an injection/

3. handling dirty needles/

4. piercing/

5. transfusion/

6. haustoria introduced by <e.g., dodder such as Cuscuta>/

7. rubbing into a wounded area/

Dodder (http://www.ext.colostate.edu/pubs/crops/03112.html) is a parasitic seed plant, can cause much damage in crop plants by 

introducing haustoria into the host vascular system.

#2295. The virus is <whether transmitted by grafting>/

1. transmitted by grafting/

2. not transmitted by grafting/

3. transmitted by a transplant/

4. transmitted by vegative porpagation of the host/

#2296. The virus is <whether transmitted by direct contact between hosts>/

1. transmitted by contact between hosts/

2. not transmitted by contact between hosts/

contact between hosts includes contact between plants

#2297. The virus is transmitted <by direct contact between hosts> <type of contact>/

1. by touching/

2. by licking/

3. by kissing/

4. during sexual intercourse/

5. during mating/

6. during copulation/

#2298. Virus is <whether transmitted by seeds, spores, semen or eggs>/

1. transmitted by seeds/

2. transmitted by spores/

3. transmitted by semen/

4. transmitted by eggs/

5. not transmitted by seeds/

6. not transmitted by spores/

7. not transmitted by semen/

8. not transmitted by eggs/

#2299. Virus is <whether transmitted by pollen>/

1. transmitted by pollen to the seed/

2. transmitted by pollen to the pollinated plant/

3. not transmitted by pollen/

#2300. <Frequency of> viral transmission by <biologic> vectors is/

1. frequent/

2. infrequent/

3. rare/

Type of Vector
#2301. The virus is transmitted by <vector type>/

1. arthropods/

2. nematodes/

3. fungi/

4. rodents/

5. bats <fruit bat, flying fox>/

6. a vector <that belongs to none of the above categories>/

Arthropod vectors are listed at

#2302. The virus is transmitted by <arthropod vector(s)>/

1. insects <Class Insecta>/

2. arachnids <Class Arachnida (spiders, mites and ticks)>/

#2303. The virus is transmitted <in nature> by <arachnid vector(s)>/

1. mites <Class Arachnida, Order Acari>/

2. ticks <Class Arachnida, Order Acari>/

#2304. The virus is transmitted by <insect vector>   of the order/

1. Hemiptera <plant hoppers and bugs>/

2. Thysanoptera <thrips>/

3. Coleoptera <beetles>/

4. Siphonaptera <fleas>/

5. Diptera <flies>/

6. Heteroptera <bugs>/

#2305. The virus is transmitted by <insect vector from the Order Diptera; Nematocera [[http:]www.sel.barc.usda.gov/diptera/NAMES/famlistt.HTM]> family/

1. Ceratopogonidae (gnats) <Culicomorpha>/

2. Psychodidae, Phlebotominae (sand flies) <Psychomorpha; Family (=Phlebotomidae)>/

3. Culicidae, Culicinae (culicine mosquitoes) <Culicomorpha>/

4. Culicidae, Anophelinae (anopheline mosquitoes) <Culicomorpha>/

5. Chironomidae (midges) <Culicomorpha>/

6. <others>/

#2306. The virus is transmitted by <insect Order Hemiptera providing vector species> family/

1. Aleyrodidae <whiteflies> <Superfamily Aleyrodoidea; Suborder Homoptera>/

2. Aphididae <aphids> <Superfamily Aphidoidea; Suborder Homoptera>/

3. Cicadellidae <leafhoppers> <Superfamily Cicadelloidea; Suborder Homoptera>/

4. Delphacidae <plant hopper> <Superfamily Fulgoroidea; Suborder Homoptera>/

5. Tingidea <sugarcane lace bug; avocado lace bug> <Suborder Gymnocerata>/

6. Membracidae <treehoppers> <Superfamily Cicadoidea; Suborder Homoptera>/

7. Psyllidae <phyllids> <Superfamily Psylloidea; Suborder Homoptera>/

8. Pseudococcidae <mealy bugs> <Superfamily Coccoidea; Suborder Homoptera>/

#2307. The virus is transmitted by <Class Arachnida; Order Acari: mite group providing vector species> family/

1. Eriophyidae <leaf and bud mites>/

2. Tetranychidae <spider mites>/

3. Ixodes/

#2308. The virus is transmitted by <nematode group providing vector species> family/

1. Dorylamidae/

2. Trichodoridae/

3. <other nematodes>/

#2309. The virus is transmitted by <fungus group providing vector species> of the order/

1. Plasmodiophorales/

2. Chytridiales/

3. <other fungi>/

#2310. The virus is transmitted by <vector species that are insect, mite, nematode or fungus>/

#2311. The principal natural vector(s) are <species of insect, mite, nematode or fungus>/

#2312. The virus is transmitted by <the following vector species, that are neither insect, mite, nematode nor fungus>/

#2313. The virus is not transmitted by <species that are known not to be vectors>/

#2314. The virus is transmitted <whether in a persistent /non-persistent /semi-persistent manner by the vector>/

1. in a non–persistent manner/

2. in a semi–persistent manner/

3. in a persistent manner/

#2315. The virus is <whether retained or lost when the vector moults>/

1. retained when the vector moults/

2. lost by the vector when it moults/

#2316. The virus <whether circulates in hemolymph>/

1. circulates in hemolymph/

2. does not circulate in hemolymph/

#2317. The virus <whether it replicates in the vector>/

1. replicates in the vector/

2. does not replicate in the vector/

#2318. The virus is <whether transmitted congenitally from the vector to its progeny>/

1. transmitted congenitally to the progeny of the vector/

2. not transmitted congenitally to the progeny of the vector/

#2319. The virus <whether it requires, or is required by, another virus for vector transmission>/

1. requires, for vector transmission, a helper virus <named>/

2. can facilitate the vector transmission of another virus <named virus>/

3. does not require a helper virus for vector transmission/

#2320. <Details of how the helper virus aids transmission>/

Non-Vector Transmission
#2321. The virus is <transmitted indirectly> by <route of transmission>/

1. eating/

2. drinking/

3. inhaling <aerosol>/

4. touching/

#2322. The virus is transmitted <indirectly via contact route of> through contaminated <type of material>/

1. eggs/

2. faeces/

3. food/

4. milk/

5. water/

6. utensils/

7. material/

#2323. The likelihood of viral transmission by respiratory route <in nature> is/

1. significant/

2. moderate/

3. low/

4. nil/

#2324. The likelihood of viral transmission by faecal-oral route <in nature> is/

1. significant/

2. moderate/

3. low/

4. nil/

#2325. The likelihood of viral transmission by direct contact <in nature> is/

1. significant/

2. moderate/

3. low/

4. nil/

#2326. The likelihood of viral transmission through sexual contact <in nature> is/

1. significant/

2. moderate/

3. low/

4. nil/

#2327. The likelihood of viral transmission through parenteral transmission <in nature> is/

1. significant/

2. moderate/

3. low/

4. nil/

#2328. The likelihood of viral transmission through blood or blood products <in nature> is/

1. significant/

2. moderate/

3. low/

4. nil/

#2329. The likelihood of viral transmission through congenital (germ line) transmission <in nature> is/

1. frequent/

2. infrequent/

3. rare/

4. nil/

#2330. The likelihood of viral transmission through transplacental transmission <in nature> is/

1. frequent/

2. infrequent/

3. rare/

4. nil/

#2331. The likelihood of viral transmission through perinatal transmission <in nature> is/

1. frequent/

2. infrequent/

3. rare/

4. nil/

#2332. The likelihood of viral transmission by an unusual route <in nature> is <explain>/

EXPERIMENTAL HOST RANGE
#2333. Under experimental conditions susceptibility to infection by virus is found in <narrow or wide host range> <number of families or species>/

1. many <more than 9> families/

2. several <3–9> families/

3. few <less than 3> families/

4. one family/

5. many species/

6. several species/

7. few species/

8. a single species/

Experimentally Infected Plant Host Families
#2334. Under experimental conditions the virus infects <host 1> <select host name from the host range lists (if provided in character list) or add scientific name (plus common name) including the whole taxonomic hierarchy from Domain down to Species>/

#2335. Susceptible host species are found in the <plant> Family <Family name>/

1. Acanthaceae/

2. Aceraceae/

3. Agavaceae/

4. Aizoaceae/

5. Alliaceae/

6. Alstroemeriaceae/

7. Amaranthaceae/

8. Amaryllidaceae/

9. Annonaceae/

10. Anthericaceae/

11. Apocynaceae/

12. Araceae/

13. Araliaceae/

14. Asclepiadaceae/

15. Asparagaceae/

16. Aspidiaceae/

17. Aspleniaceae/

18. Aucubaceae/

19. Balsaminaceae/

20. Basellaceae/

21. Begoniaceae/

22. Berberidaceae/

23. Betulaceae/

24. Bignoniaceae/

25. Bombacaceae/

26. Boraginaceae/

27. Bromeliaceae/

28. Buxaceae/

29. Cactaceae/

30. Calochortaceae/

31. Campanulaceae/

32. Cannabidaceae/

33. Cannaceae/

34. Capparidaceae/

35. Caprifoliaceae/

36. Caricaceae/

37. Caryophyllaceae/

38. Celastraceae/

39. Characeae/

40. Chenopodiaceae/

41. Cleomaceae/

42. Colchicaceae/

43. Commelinaceae/

44. Compositae/

45. Convolvulaceae/

46. Cornaceae/

47. Corylaceae/

48. Crassulaceae/

49. Cruciferae/

50. Cucurbitaceae/

51. Cupressaceae/

52. Cycadaceae/

53. Cyperaceae/

54. Cypripediaceae/

55. Dioscoreaceae/

56. Dipsacaceae/

57. Ericaceae/

58. Euphorbiaceae/

59. Fagaceae/

60. Fumariaceae/

61. Gentianaceae/

62. Geraniaceae/

63. Gesneriaceae/

64. Gramineae/

65. Grossulariaceae/

66. Guttiferae/

67. Hippocastanaceae/

68. Hyacinthaceae/

69. Hydrangeaceae/

70. Hydrophyllaceae/

71. Iridaceae/

72. Juglandaceae/

73. Labiatae/

74. Lauraceae/

75. Leguminosae/

76. Leguminosae-Caesalpinioideae/

77. Leguminosae-Mimosoideae/

78. Leguminosae-Papilionoideae/

79. Liliaceae/

80. Linaceae/

81. Lythraceae/

82. Malvaceae/

83. Martyniaceae/

84. Melanthiaceae/

85. Moraceae/

86. Musaceae/

87. Myrtaceae/

88. Nandinaceae/

89. Nelumbonaceae/

90. Nolanaceae/

91. Nyctaginaceae/

92. Oleaceae/

93. Onagraceae/

94. Orchidaceae/

95. Oxalidaceae/

96. Palmae/

97. Papaveraceae/

98. Passifloraceae/

99. Pedaliaceae/

100. Philadelphaceae/

101. Phytolaccaceae/

102. Pittosporaceae/

103. Plantaginaceae/

104. Plumbaginaceae/

105. Polemoniaceae/

106. Polygonaceae/

107. Polypodiaceae/

108. Pontederiaceae/

109. Portulacaceae/

110. Primulaceae/

111. Pteridaceae/

112. Ranunculaceae/

113. Resedaceae/

114. Rosaceae/

115. Rubiaceae/

116. Rutaceae/

117. Salicaceae/

118. Sambucaceae/

119. Sapindaceae/

120. Sarraceniaceae/

121. Saxifragaceae/

122. Scrophulariaceae/

123. Sinopteridaceae/

124. Solanaceae/

125. Sterculiaceae/

126. Tamaricaceae/

127. Tetragoniaceae/

128. Theaceae/

129. Thunbergiaceae/

130. Thymelaeaceae/

131. Tiliaceae/

132. Tropaeolaceae/

133. Ulmaceae/

134. Umbelliferae/

135. Urticaceae/

136. Valerianaceae/

137. Verbenaceae/

138. Violaceae/

139. Vitidaceae/

140. Zingiberaceae/

141. Zygophyllaceae/

Experimentally Infected Plant Host Species
#2336. The following <plant> species were susceptible to experimental virus infection: <taxon name see host list>/

1. Abelia grandiflora <Caprifoliaceae>/

2. Abelmoschus esculentus <Malvaceae>/

3. Abelmoschus manihot <Malvaceae>/

4. Abrus precatorius <Leguminosae-Papilionoideae>/

5. Abutilon <Malvaceae>/

6. Abutilon hirtum <Malvaceae>/

7. Abutilon indicum <Malvaceae>/

8. Abutilon theophrasti <Malvaceae>/

9. Acanthospermum hispidum <Compositae>/

10. Acer palmatum <Aceraceae>/

11. Achillea filipendulina <Compositae>/

12. Achillea ptarmica <Compositae>/

13. Adansonia digitata <Bombacaceae>/

14. Adenia lobata <Passifloraceae>/

15. Aegilops <Gramineae>/

16. Aegilops cylindrica <Gramineae>/

17. Aegilops kotschyi <Gramineae>/

18. Aegilops searsii <Gramineae>/

19. Aegilops speltoides <Gramineae>/

20. Aegilops triaristata <Gramineae>/

21. Aegilops triuncialis <Gramineae>/

22. Aegilops umbellulata <Gramineae>/

23. Aeglopsis chevalieri <Rutaceae>/

24. Aesculus carnea <Hippocastanaceae>/

25. Aethusa cynapium <Umbelliferae>/

26. Afraegle paniculata <Rutaceae>/

27. Agapanthus praecox ssp. orientalis <Alliaceae>/

28. Agave <Agavaceae>/

29. Ageratum conyzoides <Compositae>/

30. Ageratum houstonianum <Compositae>/

31. Aglaonema <Araceae>/

32. Agropyron <Gramineae>/

33. Agropyron cristatum <Gramineae>/

34. Agropyron sibiricum <Gramineae>/

35. Agrostis alba <Gramineae>/

36. Agrostis canina <Gramineae>/

37. Agrostis gigantea <Gramineae>/

38. Agrostis palustris <Gramineae>/

39. Agrostis puchella <Gramineae>/

40. Agrostis stolonifera <Gramineae>/

41. Agrostis tenuis <Gramineae>/

42. Aizoaceae <Aizoaceae>/

43. Ajuga reptans <Labiatae>/

44. Albizzia julibrissin <Leguminosae-Mimosoideae>/

45. Alliaria officinalis <Cruciferae>/

46. Allium <Alliaceae>/

47. Allium ampeloprasum var. holmense <Alliaceae>/

48. Allium ampeloprasum var. sectivum <Alliaceae>/

49. Allium cepa <Alliaceae>/

50. Allium cepa var. ascalonicum <Alliaceae>/

51. Allium cepa var. cepa <Alliaceae>/

52. Allium cepa var. perutile <Alliaceae>/

53. Allium chinense <Alliaceae>/

54. Allium fistulosum <Alliaceae>/

55. Allium porrum <Alliaceae>/

56. Allium sativum <Alliaceae>/

57. Allium schoenoprasum <Alliaceae>/

58. Allium tuberosum <Alliaceae>/

59. Allium vineale <Alliaceae>/

60. Alocasia <Araceae>/

61. Alocasia macrorrhizos <Araceae>/

62. Alonsoa warscewiczii <Scrophulariaceae>/

63. Alopecurus aequalis <Gramineae>/

64. Alopecurus geniculatus <Gramineae>/

65. Alopecurus japonicus <Gramineae>/

66. Alopecurus myosuroides <Gramineae>/

67. Alopecurus pratensis <Gramineae>/

68. Alstroemeria <Alstroemeriaceae>/

69. Alstroemeria caryophylla <Alstroemeriaceae>/

70. Alstroemeria psittacina <Alstroemeriaceae>/

71. Alternanthera philoxeroides <Amaranthaceae>/

72. Althaea <Malvaceae>/

73. Althaea officinalis <Malvaceae>/

74. Althaea rosea <Malvaceae>/

75. Althaea sinensis <Malvaceae>/

76. Amaranthaceae <Amaranthaceae>/

77. Amaranthus bicolor <Amaranthaceae>/

78. Amaranthus caudatus <Amaranthaceae>/

79. Amaranthus cruentus <Amaranthaceae>/

80. Amaranthus deflexus <Amaranthaceae>/

81. Amaranthus dilatum <Amaranthaceae>/

82. Amaranthus hybridus <Amaranthaceae>/

83. Amaranthus hypochondriacus <Amaranthaceae>/

84. Amaranthus leucocarpus <Amaranthaceae>/

85. Amaranthus lividus <Amaranthaceae>/

86. Amaranthus retroflexus <Amaranthaceae>/

87. Amaranthus tricolor <Amaranthaceae>/

88. Amaranthus viridis <Amaranthaceae>/

89. Amaryllis <Amaryllidaceae>/

90. Ambrosia <Compositae>/

91. Ammi majus <Umbelliferae>/

92. Amorphophallus <Araceae>/

93. Amorphophallus konjac <Araceae>/

94. Amsonia tabernaemontana <Apocynaceae>/

95. Anagallis arvensis <Primulaceae>/

96. Anagyris foetida <Leguminosae-Papilionoideae>/

97. Ananas comosus <Bromeliaceae>/

98. Anchusa azurea <Boraginaceae>/

99. Andropogon gerardi <Gramineae>/

100. Andropogon hallii <Gramineae>/

101. Andropogon sorghum <Gramineae>/

102. Aneilema aequinoctiale <Commelinaceae>/

103. Anemone coronaria <Ranunculaceae>/

104. Anethum graveolens <Umbelliferae>/

105. Angelica sylvestris <Umbelliferae>/

106. Annona muricata <Annonaceae>/

107. Annona squamosa <Annonaceae>/

108. Anoda cristata <Malvaceae>/

109. Anoda dillerriana <Malvaceae>/

110. Anoda lavateroides <Malvaceae>/

111. Anthoxanthum aristatum <Gramineae>/

112. Anthoxanthum odoratum <Gramineae>/

113. Anthriscus cerefolium <Umbelliferae>/

114. Anthriscus sylvestris <Umbelliferae>/

115. Antirrhinum majus <Scrophulariaceae>/

116. Apera spica-venti <Gramineae>/

117. Apiaceae <Umbelliferae>/

118. Apium australe <Umbelliferae>/

119. Apium graveolens <Umbelliferae>/

120. Apium graveolens var. dulce <Umbelliferae>/

121. Apium graveolens var. rapaceum <Umbelliferae>/

122. Apium leptophyllum <Umbelliferae>/

123. Apium nodiflorum <Umbelliferae>/

124. Apium repens <Umbelliferae>/

125. Aquilegia <Ranunculaceae>/

126. Aquilegia coerulea <Ranunculaceae>/

127. Arabidopsis thaliana <Cruciferae>/

128. Arabis alpina <Cruciferae>/

129. Arabis hirsuta <Cruciferae>/

130. Arabis ludoviciana <Cruciferae>/

131. Arachis hypogaea <Leguminosae-Papilionoideae>/

132. Arachis pintoi <Leguminosae-Papilionoideae>/

133. Araujia angustifolia <Asclepiadaceae>/

134. Araujia hortorum <Asclepiadaceae>/

135. Araujia sericofera <Asclepiadaceae>/

136. Arctium lappa <Compositae>/

137. Arctium minus <Compositae>/

138. Arctotheca calendula <Compositae>/

139. Arisaema <Araceae>/

140. Armeria vulgaris <Plumbaginaceae>/

141. Armoracia rusticana <Cruciferae>/

142. Arracacia xanthorrhiza <Umbelliferae>/

143. Arrhenatherum elatius <Gramineae>/

144. Arundinaria amabilis <Gramineae>/

145. Arundo donax <Gramineae>/

146. Asclepias curassavica <Asclepiadaceae>/

147. Asparagus <Asparagaceae>/

148. Asparagus officinalis <Asparagaceae>/

149. Asperula odorata <Rubiaceae>/

150. Aster amellus <Compositae>/

151. Aster novae-angliae <Compositae>/

152. Aster novi-belgii <Compositae>/

153. Astilbe <Saxifragaceae>/

154. Astragalus glycyphyllos <Leguminosae-Papilionoideae>/

155. Astragalus sinicus <Leguminosae-Papilionoideae>/

156. Astrocarpa sesmoides <Resedaceae>/

157. Asystasia gangetica <Acanthaceae>/

158. Asystasia nemorum <Acanthaceae>/

159. Atriplex <Chenopodiaceae>/

160. Atriplex hastata <Chenopodiaceae>/

161. Atriplex hortensis <Chenopodiaceae>/

162. Atriplex patula <Chenopodiaceae>/

163. Atriplex suberecta <Chenopodiaceae>/

164. Atropa belladonna <Solanaceae>/

165. Aubrieta deltoidea <Cruciferae>/

166. Aucuba japonica <Aucubaceae>/

167. Aurinia saxatilis <Cruciferae>/

168. Aurinia saxatilis var. compactum <Cruciferae>/

169. Austrocylindropuntia cylindrica <Cactaceae>/

170. Avena <Gramineae>/

171. Avena byzantina <Gramineae>/

172. Avena fatua <Gramineae>/

173. Avena sativa <Gramineae>/

174. Avena strigosa <Gramineae>/

175. Axonopus compressus <Gramineae>/

176. Ballota nigra <Labiatae>/

177. Balsamorhiza sagittata <Compositae>/

178. Bambusa beecheyana <Gramineae>/

179. Bambusa edulis <Gramineae>/

180. Bambusa multiplex <Gramineae>/

181. Bambusa oldhamii <Gramineae>/

182. Bambusa vulgaris <Gramineae>/

183. Barbarea verna <Cruciferae>/

184. Barbarea vulgaris <Cruciferae>/

185. Bauhinia purpurea <Leguminosae-Caesalpinioideae>/

186. Beckmannia syzigachne <Gramineae>/

187. Begonia elatior <Begoniaceae>/

188. Begonia semperflorens <Begoniaceae>/

189. Begonia x cheimantha <Begoniaceae>/

190. Begonia x tuberhybrida <Begoniaceae>/

191. Belamcanda chinensis <Iridaceae>/

192. Bellis perennis <Compositae>/

193. Benincasa hispida <Cucurbitaceae>/

194. Berberis darwinii <Berberidaceae>/

195. Berteroa incana <Cruciferae>/

196. Beta macrocarpa <Chenopodiaceae>/

197. Beta maritima <Chenopodiaceae>/

198. Beta patellaris <Chenopodiaceae>/

199. Beta vulgaris <Chenopodiaceae>/

200. Beta vulgaris ssp. cicla <Chenopodiaceae>/

201. Betula <Betulaceae>/

202. Bidens pilosa <Compositae>/

203. Bombax brevicuspe <Bombacaceae>/

204. Borago officinalis <Boraginaceae>/

205. Borreria intricans <Rubiaceae>/

206. Bothriochloa alta <Gramineae>/

207. Bothriochloa barbinodis <Gramineae>/

208. Bouteloua gracilis <Gramineae>/

209. Bouteloua hirsuta <Gramineae>/

210. Brachiaria eruciformis <Gramineae>/

211. Brachiaria miliiformis <Gramineae>/

212. Brachiaria mutica <Gramineae>/

213. Brachiaria ramosa <Gramineae>/

214. Brachiaria reptens <Gramineae>/

215. Brassica actinophylla <Cruciferae>/

216. Brassica campestris <Cruciferae>/

217. Brassica campestris ssp. chinensis <Cruciferae>/

218. Brassica campestris ssp. napus <Cruciferae>/

219. Brassica campestris ssp. pekinensis <Cruciferae>/

220. Brassica campestris ssp. pekinensis var. dentata <Cruciferae>/

221. Brassica campestris ssp. rapa <Cruciferae>/

222. Brassica carinata <Cruciferae>/

223. Brassica japonica <Cruciferae>/

224. Brassica juncea <Cruciferae>/

225. Brassica napus var. napobrassica <Cruciferae>/

226. Brassica napus var. napus <Cruciferae>/

227. Brassica nigra <Cruciferae>/

228. Brassica oleracea <Cruciferae>/

229. Brassica oleracea var. acephala <Cruciferae>/

230. Brassica oleracea var. botrytis <Cruciferae>/

231. Brassica oleracea var. capitata <Cruciferae>/

232. Brassica oleracea var. gemmifera <Cruciferae>/

233. Brassica oleracea var. italica <Cruciferae>/

234. Brassica oleracea var. viridis <Cruciferae>/

235. Brassica perviridis <Cruciferae>/

236. Brassica rapa var. laciniifolia <Cruciferae>/

237. Brassica sinapis <Cruciferae>/

238. Brassicaceae <Cruciferae>/

239. Briza <Gramineae>/

240. Bromus <Gramineae>/

241. Bromus aleutensis <Gramineae>/

242. Bromus arvensis <Gramineae>/

243. Bromus carinatus <Gramineae>/

244. Bromus catharticus <Gramineae>/

245. Bromus commutatus <Gramineae>/

246. Bromus erectus <Gramineae>/

247. Bromus inermis <Gramineae>/

248. Bromus macrostachys <Gramineae>/

249. Bromus mollis <Gramineae>/

250. Bromus racemosus <Gramineae>/

251. Bromus rigidus <Gramineae>/

252. Bromus secalinus <Gramineae>/

253. Bromus sterilis <Gramineae>/

254. Bromus tectorum <Gramineae>/

255. Bromus uniloides <Gramineae>/

256. Browallia speciosa <Solanaceae>/

257. Bryonia cretica <Cucurbitaceae>/

258. Bryonia dioica <Cucurbitaceae>/

259. Bryonopsis laciniosa <Cucurbitaceae>/

260. Bupleurum rotundifolium <Umbelliferae>/

261. Buxus sempervirens <Buxaceae>/

262. Cactaceae <Cactaceae>/

263. Cajanus cajan <Leguminosae-Papilionoideae>/

264. Caladium <Araceae>/

265. Caladium hortulanum <Araceae>/

266. Calamagrostis canadensis <Gramineae>/

267. Calamagrostis epigejos <Gramineae>/

268. Calandrinia caulescens <Portulacaceae>/

269. Calandrinia grandiflora <Portulacaceae>/

270. Calanthe <Orchidaceae>/

271. Calendula chrysantha <Compositae>/

272. Calendula officinalis <Compositae>/

273. Callistephus chinensis <Compositae>/

274. Calochortus <Calochortaceae>/

275. Calopogonium mucunoides <Leguminosae-Papilionoideae>/

276. Calotropis aegyptia <Asclepiadaceae>/

277. Calystegia sepium <Convolvulaceae>/

278. Camelina sativa <Cruciferae>/

279. Camellia <Theaceae>/

280. Camellia japonica <Theaceae>/

281. Camellia sasanqua <Theaceae>/

282. Campanula persicifolia <Campanulaceae>/

283. Canavalia ensiformis <Leguminosae-Papilionoideae>/

284. Canavalia ensiformis x C. virosa <Leguminosae-Papilionoideae>/

285. Canavalia gladiata <Leguminosae-Papilionoideae>/

286. Canavalia maritima <Leguminosae-Papilionoideae>/

287. Canavalia obtusifolia <Leguminosae-Papilionoideae>/

288. Canavalia occidentalis <Leguminosae-Papilionoideae>/

289. Canavalia virosa <Leguminosae-Papilionoideae>/

290. Canna <Cannaceae>/

291. Capparis aegyptia <Capparidaceae>/

292. Capparis spinosa <Capparidaceae>/

293. Capparis spinosa var. rupestris <Capparidaceae>/

294. Capsella bursa-pastoris <Cruciferae>/

295. Capsicum annuum <Solanaceae>/

296. Capsicum baccatum <Solanaceae>/

297. Capsicum baccatum var. pendulum <Solanaceae>/

298. Capsicum cardenasii <Solanaceae>/

299. Capsicum chacoense <Solanaceae>/

300. Capsicum chinense <Solanaceae>/

301. Capsicum eximium <Solanaceae>/

302. Capsicum frutescens <Solanaceae>/

303. Capsicum frutescens var. grossum <Solanaceae>/

304. Capsicum microcarpum <Solanaceae>/

305. Capsicum pendulum <Solanaceae>/

306. Capsicum praetermissum <Solanaceae>/

307. Capsicum pubescens <Solanaceae>/

308. Capsicum sinensis <Solanaceae>/

309. Cardamine <Cruciferae>/

310. Cardamine lilaciana <Cruciferae>/

311. Cardamine lilacina <Cruciferae>/

312. Carica papaya <Caricaceae>/

313. Carnegiea gigantea <Cactaceae>/

314. Carthamus tinctorius <Compositae>/

315. Carum carvi <Umbelliferae>/

316. Carum segetum <Umbelliferae>/

317. Caryopteris incana <Verbenaceae>/

318. Caryopteris x clandonensis <Verbenaceae>/

319. Cassia artemisioides <Leguminosae-Caesalpinioideae>/

320. Cassia bicapsularis <Leguminosae-Caesalpinioideae>/

321. Cassia coluteoides <Leguminosae-Caesalpinioideae>/

322. Cassia corymbosa <Leguminosae-Caesalpinioideae>/

323. Cassia hirsuta <Leguminosae-Caesalpinioideae>/

324. Cassia hoffmanseggi <Leguminosae-Caesalpinioideae>/

325. Cassia leptocarpa <Leguminosae-Caesalpinioideae>/

326. Cassia macranthera <Leguminosae-Caesalpinioideae>/

327. Cassia obtusifolia <Leguminosae-Caesalpinioideae>/

328. Cassia occidentalis <Leguminosae-Caesalpinioideae>/

329. Cassia pleurocarpa <Leguminosae-Caesalpinioideae>/

330. Cassia sylvestris <Leguminosae-Caesalpinioideae>/

331. Cassia tora <Leguminosae-Caesalpinioideae>/

332. Castanospermum <Leguminosae-Papilionoideae>/

333. Castanospermum australe <Leguminosae-Papilionoideae>/

334. Catalpa bignonioides <Bignoniaceae>/

335. Catharanthus roseus <Apocynaceae>/

336. Cattleya <Orchidaceae>/

337. Ceiba chlamydantha <Bombacaceae>/

338. Ceiba pentandra <Bombacaceae>/

339. Celosia argentea <Amaranthaceae>/

340. Celosia cristata <Amaranthaceae>/

341. Celosia plumosa <Amaranthaceae>/

342. Cenchrus argentina <Gramineae>/

343. Cenchrus canterai <Gramineae>/

344. Cenchrus ciliaris <Gramineae>/

345. Cenchrus cucullata <Gramineae>/

346. Cenchrus distichophylla <Gramineae>/

347. Cenchrus echinatus <Gramineae>/

348. Cenchrus gayana <Gramineae>/

349. Cenchrus radiata <Gramineae>/

350. Cenchrus submutica <Gramineae>/

351. Cenchrus virgata <Gramineae>/

352. Centaurea cyanus <Compositae>/

353. Centrosema <Leguminosae-Papilionoideae>/

354. Centrosema pubescens <Leguminosae-Papilionoideae>/

355. Ceratostigma plumbaginoides <Plumbaginaceae>/

356. Cereus <Cactaceae>/

357. Cestrum parqui <Solanaceae>/

358. Chaerophyllum temulum <Umbelliferae>/

359. Chamaecereus sylvestrii <Cactaceae>/

360. Chamaecyparis lawsoniana <Cupressaceae>/

361. Chara australis <Characeae>/

362. Cheiranthus cheiri <Cruciferae>/

363. Chenopodiaceae <Chenopodiaceae>/

364. Chenopodium <Chenopodiaceae>/

365. Chenopodium album <Chenopodiaceae>/

366. Chenopodium amaranticolor <Chenopodiaceae>/

367. Chenopodium ambrosioides <Chenopodiaceae>/

368. Chenopodium berthaultii <Chenopodiaceae>/

369. Chenopodium botrys <Chenopodiaceae>/

370. Chenopodium capitatum <Chenopodiaceae>/

371. Chenopodium ficifolium <Chenopodiaceae>/

372. Chenopodium foetidum <Chenopodiaceae>/

373. Chenopodium foliosum <Chenopodiaceae>/

374. Chenopodium giganteum <Chenopodiaceae>/

375. Chenopodium glaucum <Chenopodiaceae>/

376. Chenopodium hybridum <Chenopodiaceae>/

377. Chenopodium murale <Chenopodiaceae>/

378. Chenopodium polyspermum <Chenopodiaceae>/

379. Chenopodium quinoa <Chenopodiaceae>/

380. Chenopodium schraderianum <Chenopodiaceae>/

381. Chenopodium serotinum <Chenopodiaceae>/

382. Chenopodium urbicum <Chenopodiaceae>/

383. Chloris gayana <Gramineae>/

384. Chloris virgata <Gramineae>/

385. Chlorophytum comosum <Anthericaceae>/

386. Chondrilla juncea <Compositae>/

387. Chrysalidocarpus lutescens <Palmae>/

388. Chrysanthemum <Compositae>/

389. Chrysanthemum carinatum <Compositae>/

390. Chrysanthemum coronarium <Compositae>/

391. Chrysanthemum frutescens <Compositae>/

392. Chrysanthemum leucanthemum <Compositae>/

393. Chrysanthemum maximum <Compositae>/

394. Chrysanthemum morifolium <Compositae>/

395. Chrysanthemum parthenium <Compositae>/

396. Chrysanthemum segetum <Compositae>/

397. Cicer arietinum <Leguminosae-Papilionoideae>/

398. Cichorium endiva <Compositae>/

399. Cichorium intybus <Compositae>/

400. Cirsium arvense <Compositae>/

401. Citrullus colocynthis <Cucurbitaceae>/

402. Citrullus lanatus <Cucurbitaceae>/

403. Citrullus lanatus var. lanatus <Cucurbitaceae>/

404. Citrullus vulgaris <Cucurbitaceae>/

405. Citrullus vulgaris var. fistulosis <Cucurbitaceae>/

406. Citrus aurantifolia <Rutaceae>/

407. Citrus aurantium <Rutaceae>/

408. Citrus excelsa <Rutaceae>/

409. Citrus limon <Rutaceae>/

410. Citrus medica <Rutaceae>/

411. Citrus paradisi <Rutaceae>/

412. Citrus reticulata <Rutaceae>/

413. Citrus sinensis <Rutaceae>/

414. Citrus sinensis x Poncirus trifoliata <Rutaceae>/

415. Citrus unshiu <Rutaceae>/

416. Clarkia amoena <Onagraceae>/

417. Clarkia pulchella <Onagraceae>/

418. Claytonia virginica <Portulacaceae>/

419. Clematis occidentalis <Ranunculaceae>/

420. Clematis vitalba <Ranunculaceae>/

421. Cleome rutidosperma <Cleomaceae>/

422. Cleome spinosa <Cleomaceae>/

423. Clitoria ternatea <Leguminosae-Papilionoideae>/

424. Cnidoscolus acontifolius <Euphorbiaceae>/

425. Coccinea grandis <Cucurbitaceae>/

426. Cocos nucifera <Palmae>/

427. Codiaeum variegatum <Euphorbiaceae>/

428. Coelogyne <Orchidaceae>/

429. Coffea arabica <Rubiaceae>/

430. Coix lacryma-jobi <Gramineae>/

431. Cola chlamydantha <Sterculiaceae>/

432. Cola gigantea <Sterculiaceae>/

433. Cola gigantea var. glabrescens <Sterculiaceae>/

434. Coleus blumei <Labiatae>/

435. Colocasia esculenta <Araceae>/

436. Commelina <Commelinaceae>/

437. Commelina benghalensis <Commelinaceae>/

438. Commelina diffusa <Commelinaceae>/

439. Commelina elegans <Commelinaceae>/

440. Commelina erecta <Commelinaceae>/

441. Conium maculatum <Umbelliferae>/

442. Conringia orientalis <Cruciferae>/

443. Consolida ajacis <Ranunculaceae>/

444. Convolvulus arvensis <Convolvulaceae>/

445. Convolvulus tricolor <Convolvulaceae>/

446. Corchorus <Tiliaceae>/

447. Corchorus fasicularis <Tiliaceae>/

448. Corchorus olitorius <Tiliaceae>/

449. Coreopsis lanceolata <Compositae>/

450. Coreopsis tinctoria <Compositae>/

451. Coriandrum sativum <Umbelliferae>/

452. Cornus florida <Cornaceae>/

453. Cornus sanguinea <Cornaceae>/

454. Coronilla varia <Leguminosae-Papilionoideae>/

455. Coronopus didymus <Cruciferae>/

456. Cortaderia selloana <Gramineae>/

457. Corylus avellana <Corylaceae>/

458. Cosmos bipinnatus <Compositae>/

459. Crambe abyssinica <Cruciferae>/

460. Crambe arreria <Cruciferae>/

461. Crambe cordifolia <Cruciferae>/

462. Crambe hispanica <Cruciferae>/

463. Crambe tataria <Cruciferae>/

464. Crataegus <Rosaceae>/

465. Crataegus monogyna <Rosaceae>/

466. Crepis neglecta <Compositae>/

467. Crinum <Amaryllidaceae>/

468. Crocus vernus <Iridaceae>/

469. Crotalaria <Leguminosae-Papilionoideae>/

470. Crotalaria anagyroides <Leguminosae-Papilionoideae>/

471. Crotalaria goreensis <Leguminosae-Papilionoideae>/

472. Crotalaria intermedia <Leguminosae-Papilionoideae>/

473. Crotalaria juncea <Leguminosae-Papilionoideae>/

474. Crotalaria medicaginea <Leguminosae-Papilionoideae>/

475. Crotalaria mucronata <Leguminosae-Papilionoideae>/

476. Crotalaria paulina <Leguminosae-Papilionoideae>/

477. Crotalaria retusa <Leguminosae-Papilionoideae>/

478. Crotalaria spectabilis <Leguminosae-Papilionoideae>/

479. Croton bonplandianus <Euphorbiaceae>/

480. Croton lobatus <Euphorbiaceae>/

481. Cruciferae <Cruciferae>/

482. Cryptocoryne <Araceae>/

483. Cucumis melo <Cucurbitaceae>/

484. Cucumis melo var. cantalupensis <Cucurbitaceae>/

485. Cucumis melo var. momordica <Cucurbitaceae>/

486. Cucumis metuliferus <Cucurbitaceae>/

487. Cucumis sativus <Cucurbitaceae>/

488. Cucurbita maxima <Cucurbitaceae>/

489. Cucurbita maxima x C. moschata <Cucurbitaceae>/

490. Cucurbita moschata <Cucurbitaceae>/

491. Cucurbita okeechobeensis <Cucurbitaceae>/

492. Cucurbita pepo <Cucurbitaceae>/

493. Cucurbitaceae <Cucurbitaceae>/

494. Cyamopsis tetragonoloba <Leguminosae-Papilionoideae>/

495. Cycas revoluta <Cycadaceae>/

496. Cydonia oblonga <Rosaceae>/

497. Cymbidium <Orchidaceae>/

498. Cymbidium alexanderi <Orchidaceae>/

499. Cymbopogon distans <Gramineae>/

500. Cymbopogon schoenanthus <Gramineae>/

501. Cynanchum acutum <Asclepiadaceae>/

502. Cynara cardunculus <Compositae>/

503. Cynara scolymus <Compositae>/

504. Cynara syriaca <Compositae>/

505. Cynodon dactylon <Gramineae>/

506. Cynosurus cristatus <Gramineae>/

507. Cyperus brevifolius <Cyperaceae>/

508. Cyperus difformis <Cyperaceae>/

509. Cyperus rotundus <Cyperaceae>/

510. Cyphomandra betacea <Solanaceae>/

511. Cypripedium calceolus <Cypripediaceae>/

512. Cyrtosperma <Araceae>/

513. Dactylis <Gramineae>/

514. Dactylis glomerata <Gramineae>/

515. Dactyloctenium aegyptium <Gramineae>/

516. Dactyloctenium gigantea <Gramineae>/

517. Dahlia pinnata <Compositae>/

518. Daphne <Thymelaeaceae>/

519. Daphne cneorum <Thymelaeaceae>/

520. Daphne genkwa <Thymelaeaceae>/

521. Daphne giraldii <Thymelaeaceae>/

522. Daphne laureola <Thymelaeaceae>/

523. Daphne mezereum <Thymelaeaceae>/

524. Daphne odora <Thymelaeaceae>/

525. Daphne retusa <Thymelaeaceae>/

526. Daphne x burkwoodii <Thymelaeaceae>/

527. Daphne x dauphinii <Thymelaeaceae>/

528. Daphne x napolitana <Thymelaeaceae>/

529. Datura alba <Solanaceae>/

530. Datura bernhardii <Solanaceae>/

531. Datura candida <Solanaceae>/

532. Datura ferox <Solanaceae>/

533. Datura inermis <Solanaceae>/

534. Datura innoxia <Solanaceae>/

535. Datura metel <Solanaceae>/

536. Datura meteloides <Solanaceae>/

537. Datura sanguinea <Solanaceae>/

538. Datura stramonium <Solanaceae>/

539. Datura tatula <Solanaceae>/

540. Daucus carota <Umbelliferae>/

541. Daucus carota ssp. sativus <Umbelliferae>/

542. Delphinium elatum <Ranunculaceae>/

543. Delphinium grandiflorum <Ranunculaceae>/

544. Delphinium hybridum <Ranunculaceae>/

545. Dendrobium <Orchidaceae>/

546. Dendrobium nobile <Orchidaceae>/

547. Dendrobium phalaenopsis <Orchidaceae>/

548. Dendrocalamus latiflorus <Gramineae>/

549. Desmodium canescens <Leguminosae-Papilionoideae>/

550. Desmodium canum <Leguminosae-Papilionoideae>/

551. Desmodium distortum <Leguminosae-Papilionoideae>/

552. Desmodium intortum <Leguminosae-Papilionoideae>/

553. Desmodium laevigatum <Leguminosae-Papilionoideae>/

554. Desmodium paniculatum <Leguminosae-Papilionoideae>/

555. Desmodium scorpiurus <Leguminosae-Papilionoideae>/

556. Desmodium tortuosum <Leguminosae-Papilionoideae>/

557. Desmodium triflorum <Leguminosae-Papilionoideae>/

558. Dianthus barbatus <Caryophyllaceae>/

559. Dianthus caryophyllus <Caryophyllaceae>/

560. Dianthus chinensis <Caryophyllaceae>/

561. Dianthus superbus <Caryophyllaceae>/

562. Dieffenbachia picta <Araceae>/

563. Digitalis lanata <Scrophulariaceae>/

564. Digitalis purpurea <Scrophulariaceae>/

565. Digitaria <Gramineae>/

566. Digitaria abyssinica <Gramineae>/

567. Digitaria adscendens <Gramineae>/

568. Digitaria ciliaris <Gramineae>/

569. Digitaria decumbens <Gramineae>/

570. Digitaria didactyla <Gramineae>/

571. Digitaria enantha <Gramineae>/

572. Digitaria horizontalis <Gramineae>/

573. Digitaria longiflora <Gramineae>/

574. Digitaria marginata <Gramineae>/

575. Digitaria milanjiana <Gramineae>/

576. Digitaria pentzii <Gramineae>/

577. Digitaria sanguinalis <Gramineae>/

578. Digitaria setigera <Gramineae>/

579. Digitaria setivalvola <Gramineae>/

580. Digitaria ternata <Gramineae>/

581. Digitaria valida <Gramineae>/

582. Digitaria velutina <Gramineae>/

583. Digitaria violascens <Gramineae>/

584. Dinebra retroflexa <Gramineae>/

585. Diodia teres <Rubiaceae>/

586. Diodia virginiana <Rubiaceae>/

587. Dioscorea alata <Dioscoreaceae>/

588. Dioscorea batatas <Dioscoreaceae>/

589. Dioscorea batatas f. typica <Dioscoreaceae>/

590. Dioscorea bulbifera <Dioscoreaceae>/

591. Dioscorea cayenensis <Dioscoreaceae>/

592. Dioscorea composita <Dioscoreaceae>/

593. Dioscorea dumetorum <Dioscoreaceae>/

594. Dioscorea floribunda <Dioscoreaceae>/

595. Dioscorea praehensilis <Dioscoreaceae>/

596. Dioscorea preussii <Dioscoreaceae>/

597. Dioscorea rotundata <Dioscoreaceae>/

598. Dioscorea trifida <Dioscoreaceae>/

599. Diplachne fusca <Gramineae>/

600. Diplotaxis erucoides <Cruciferae>/

601. Diplotaxis tenuifolia <Cruciferae>/

602. Dipsacus fullonum <Dipsacaceae>/

603. Dipsacus fullonum ssp. sylvestris <Dipsacaceae>/

604. Dodonaea viscosa <Sapindaceae>/

605. Dryopteris filix-mas <Aspidiaceae>/

606. Duchesnea indica <Rosaceae>/

607. Ecballium elaterium <Cucurbitaceae>/

608. Echinocereus procumbens <Cactaceae>/

609. Echinochloa <Gramineae>/

610. Echinochloa colona <Gramineae>/

611. Echinochloa crus-galli <Gramineae>/

612. Echinochloa crus-galli var. formosensis <Gramineae>/

613. Echinochloa crus-galli var. oryzicola <Gramineae>/

614. Echinochloa polystachya <Gramineae>/

615. Echinocystis <Cucurbitaceae>/

616. Echinops exaltatus <Compositae>/

617. Echinopsis <Cactaceae>/

618. Eclipta prostrata <Compositae>/

619. Elettaria cardamomum <Zingiberaceae>/

620. Eleusine africana <Gramineae>/

621. Eleusine coracana <Gramineae>/

622. Eleusine indica <Gramineae>/

623. Elymus canadensis <Gramineae>/

624. Elymus junceus <Gramineae>/

625. Elymus trachycaulus <Gramineae>/

626. Elymus tsukushiensis var. transiens <Gramineae>/

627. Elymus virginicus <Gramineae>/

628. Elytrigia intermedia <Gramineae>/

629. Elytrigia repens <Gramineae>/

630. Embergeria megalocarpa <Compositae>/

631. Emilia flammea <Compositae>/

632. Emilia sagittata <Compositae>/

633. Emilia sonchifolia <Compositae>/

634. Epidendrum <Orchidaceae>/

635. Epilobium montanum <Onagraceae>/

636. Epiphyllum <Cactaceae>/

637. Eragrostis <Gramineae>/

638. Eragrostis abyssinica <Gramineae>/

639. Eragrostis aspera <Gramineae>/

640. Eragrostis cilianensis <Gramineae>/

641. Eragrostis ciliaris <Gramineae>/

642. Eragrostis curvula <Gramineae>/

643. Eragrostis multicaulis <Gramineae>/

644. Eragrostis multiflorum <Gramineae>/

645. Eragrostis pilosa <Gramineae>/

646. Eragrostis poaeoides <Gramineae>/

647. Eragrostis tenella <Gramineae>/

648. Eragrostis valida <Gramineae>/

649. Eremochloa ophiuroides <Gramineae>/

650. Eremopyrum hirsutum <Gramineae>/

651. Erigeron <Compositae>/

652. Erodium botrys <Geraniaceae>/

653. Erodium cicutarium <Geraniaceae>/

654. Erodium moschatum <Geraniaceae>/

655. Eruca sativa <Cruciferae>/

656. Eryngium aquaticum <Umbelliferae>/

657. Eryngium planum <Umbelliferae>/

658. Erysimum cheiranthoides <Cruciferae>/

659. Erysimum crepidifolium <Cruciferae>/

660. Erysimum helveticum <Cruciferae>/

661. Erysimum perovskianum <Cruciferae>/

662. Erysimum pulchellum <Cruciferae>/

663. Erysimum sylvestre <Cruciferae>/

664. Eucalyptus <Myrtaceae>/

665. Eucalyptus cloeziana <Myrtaceae>/

666. Eucalyptus marginata <Myrtaceae>/

667. Eucharis candida <Amaryllidaceae>/

668. Eucharis grandiflora <Amaryllidaceae>/

669. Euchlaena mexicana <Gramineae>/

670. Euchlaena perennis <Gramineae>/

671. Euonymus europaeus <Celastraceae>/

672. Euonymus japonica <Celastraceae>/

673. Euonymus japonica var. microphylla <Celastraceae>/

674. Euphorbia cyathophora <Euphorbiaceae>/

675. Euphorbia fulgens <Euphorbiaceae>/

676. Euphorbia heterophylla <Euphorbiaceae>/

677. Euphorbia loricata <Euphorbiaceae>/

678. Euphorbia marginata <Euphorbiaceae>/

679. Euphorbia milii <Euphorbiaceae>/

680. Euphorbia milii x E. lophogona <Euphorbiaceae>/

681. Euphorbia peplus <Euphorbiaceae>/

682. Euphorbia pulcherrima <Euphorbiaceae>/

683. Eustoma grandiflorum <Gentianaceae>/

684. Eustoma russellianum <Gentianaceae>/

685. Eutrema wasabi <Cruciferae>/

686. Fabaceae <Leguminosae-Papilionoideae>/

687. Fagopyrum esculentum <Polygonaceae>/

688. Fedia cornucopiae <Valerianaceae>/

689. Ferocactus acanthodes <Cactaceae>/

690. Festuca arundinacea <Gramineae>/

691. Festuca elatior <Gramineae>/

692. Festuca gigantea <Gramineae>/

693. Festuca ovina <Gramineae>/

694. Festuca pratensis <Gramineae>/

695. Festuca rubra <Gramineae>/

696. Fibigia clypata <Cruciferae>/

697. Ficus <Moraceae>/

698. Ficus carica <Moraceae>/

699. Fimbristylis miliacea <Cyperaceae>/

700. Fittonia albivenis <Acanthaceae>/

701. Foeniculum <Umbelliferae>/

702. Foeniculum vulgare <Umbelliferae>/

703. Forsythia x intermedia <Oleaceae>/

704. Fragaria chiloensis <Rosaceae>/

705. Fragaria ovalis <Rosaceae>/

706. Fragaria vesca <Rosaceae>/

707. Fragaria vesca var. semperflorens <Rosaceae>/

708. Fragaria virginiana <Rosaceae>/

709. Fragaria x ananassa <Rosaceae>/

710. Fraxinus <Oleaceae>/

711. Fraxinus excelsior <Oleaceae>/

712. Freesia <Iridaceae>/

713. Freesia refracta <Iridaceae>/

714. Fritillaria pudica <Liliaceae>/

715. Fuchsia speciosa x F. hybrida <Onagraceae>/

716. Fumaria officinalis <Fumariaceae>/

717. Furcraea <Agavaceae>/

718. Furcraea macrophylla <Agavaceae>/

719. Gaillardia aristata <Compositae>/

720. Galinsoga parviflora <Compositae>/

721. Gazania rigens <Compositae>/

722. Genipa americana <Rubiaceae>/

723. Genista hispanica <Leguminosae-Papilionoideae>/

724. Gentiana sino-ornata <Gentianaceae>/

725. Geranium dissectum <Geraniaceae>/

726. Geranium pratense <Geraniaceae>/

727. Geranium robertianum <Geraniaceae>/

728. Gerbera <Compositae>/

729. Gerbera jamesonii <Compositae>/

730. Geum chiloense <Rosaceae>/

731. Gladiolus <Iridaceae>/

732. Glechoma hederacea <Labiatae>/

733. Gloriosa rothschildiana <Colchicaceae>/

734. Glyceria fluitans <Gramineae>/

735. Glycine <Leguminosae-Papilionoideae>/

736. Glycine clandestina <Leguminosae-Papilionoideae>/

737. Glycine max <Leguminosae-Papilionoideae>/

738. Glycine soja <Leguminosae-Papilionoideae>/

739. Glycine tabacina <Leguminosae-Papilionoideae>/

740. Glycine tomentella <Leguminosae-Papilionoideae>/

741. Glycine wightii <Leguminosae-Papilionoideae>/

742. Gomphocarpus fruticosus <Asclepiadaceae>/

743. Gomphrena globosa <Amaranthaceae>/

744. Gomphrena globosa var. rubra <Amaranthaceae>/

745. Gomphrena stramonium <Amaranthaceae>/

746. Gossypium <Malvaceae>/

747. Gossypium barbadense <Malvaceae>/

748. Gossypium herbaceum <Malvaceae>/

749. Gossypium hirsutum <Malvaceae>/

750. Gynura aurantiaca <Compositae>/

751. Gypsophila elegans <Caryophyllaceae>/

752. Gypsophila paniculata <Caryophyllaceae>/

753. Gypsophila perfoliata <Caryophyllaceae>/

754. Habenaria radiata <Orchidaceae>/

755. Hablitzia tamnoides <Chenopodiaceae>/

756. Hamelia patens <Rubiaceae>/

757. Hedera helix <Araliaceae>/

758. Hedychium gardnerianum <Zingiberaceae>/

759. Helenium amarum <Compositae>/

760. Helenium amarum hybrids <Compositae>/

761. Helenium autumnale <Compositae>/

762. Helianthus annuus <Compositae>/

763. Helianthus maximilianii <Compositae>/

764. Helichrysum bracteatum <Compositae>/

765. Helleborus niger <Ranunculaceae>/

766. Helminthia echioides <Compositae>/

767. Heracleum sphondylium <Umbelliferae>/

768. Hesperis matronalis <Cruciferae>/

769. Heteropogon contortus <Gramineae>/

770. Hewittia sublobata <Convolvulaceae>/

771. Hibiscus <Malvaceae>/

772. Hibiscus cannabinus <Malvaceae>/

773. Hibiscus rosa-sinensis <Malvaceae>/

774. Hibiscus sabdariffa <Malvaceae>/

775. Hibiscus trionum <Malvaceae>/

776. Hippeastrum equestre <Amaryllidaceae>/

777. Hippeastrum hybridum <Amaryllidaceae>/

778. Holcus lanatus <Gramineae>/

779. Holcus mollis <Gramineae>/

780. Hordeum <Gramineae>/

781. Hordeum jubatum <Gramineae>/

782. Hordeum murinum <Gramineae>/

783. Hordeum sativum <Gramineae>/

784. Hordeum vulgare <Gramineae>/

785. Hoya carnosa <Asclepiadaceae>/

786. Hoya coronaria <Asclepiadaceae>/

787. Humulus <Cannabidaceae>/

788. Humulus japonicus <Cannabidaceae>/

789. Humulus lupulus <Cannabidaceae>/

790. Hyacinthus <Hyacinthaceae>/

791. Hyacinthus orientalis <Hyacinthaceae>/

792. Hydrangea macrophylla <Hydrangeaceae>/

793. Hyoscyamus desertorum <Solanaceae>/

794. Hyoscyamus niger <Solanaceae>/

795. Hyparrhenia rufa <Gramineae>/

796. Hypericum perforatum <Guttiferae>/

797. Hypochoeris aetensis <Compositae>/

798. Hypochoeris radiata <Compositae>/

799. Iberis coronaria <Cruciferae>/

800. Impatiens <Balsaminaceae>/

801. Impatiens balsamina <Balsaminaceae>/

802. Impatiens holstii <Balsaminaceae>/

803. Impatiens walleriana <Balsaminaceae>/

804. Imperata arundinacea <Gramineae>/

805. Imperata cylindrica <Gramineae>/

806. Imperata cylindrica var. major <Gramineae>/

807. Indigofera australis <Leguminosae-Papilionoideae>/

808. Indigofera hirsuta <Leguminosae-Papilionoideae>/

809. Ipomoea aquatica <Convolvulaceae>/

810. Ipomoea batatas <Convolvulaceae>/

811. Ipomoea congesta <Convolvulaceae>/

812. Ipomoea hederacea <Convolvulaceae>/

813. Ipomoea incarnata <Convolvulaceae>/

814. Ipomoea nil <Convolvulaceae>/

815. Ipomoea purpurea <Convolvulaceae>/

816. Ipomoea setosa <Convolvulaceae>/

817. Ipomoea sloteri <Convolvulaceae>/

818. Ipomoea trichocarpa <Convolvulaceae>/

819. Ipomoea tricolor <Convolvulaceae>/

820. Ipomoea trifida <Convolvulaceae>/

821. Iris <Iridaceae>/

822. Iris danfordiae <Iridaceae>/

823. Iris fulva <Iridaceae>/

824. Iris fulva x I. brevicaulis <Iridaceae>/

825. Iris germanica <Iridaceae>/

826. Iris kaempferi <Iridaceae>/

827. Iris laevigata <Iridaceae>/

828. Iris pumila <Iridaceae>/

829. Iris reticulata <Iridaceae>/

830. Iris sanguinea <Iridaceae>/

831. Iris sibirica <Iridaceae>/

832. Iris spuria <Iridaceae>/

833. Iris tingitana x I. xiphium <Iridaceae>/

834. Iris x hollandica <Iridaceae>/

835. Iris xiphium <Iridaceae>/

836. Iris xiphoides <Iridaceae>/

837. Isachne globosa <Gramineae>/

838. Ixophorus unisetus <Gramineae>/

839. Jacquemontia tamnifolia <Convolvulaceae>/

840. Jasminum officinale <Oleaceae>/

841. Jatropha gossypiifolia <Euphorbiaceae>/

842. Jatropha multifida <Euphorbiaceae>/

843. Jatropha podagrica <Euphorbiaceae>/

844. Juglans regia <Juglandaceae>/

845. Kalanchoe blossfeldiana <Crassulaceae>/

846. Kalanchoe daigremontiana <Crassulaceae>/

847. Kalanchoe pinnata <Crassulaceae>/

848. Kalanchoe tubiflora <Crassulaceae>/

849. Kalmia latifolia <Ericaceae>/

850. Kennedya rubicunda <Leguminosae-Papilionoideae>/

851. Kitaibelia vitifolia <Malvaceae>/

852. Lablab purpureus <Leguminosae-Papilionoideae>/

853. Laburnum anagyroides <Leguminosae-Papilionoideae>/

854. Lachenalia <Hyacinthaceae>/

855. Lactuca sativa <Compositae>/

856. Lactuca serriola <Compositae>/

857. Lactuca virosa <Compositae>/

858. Laelia <Orchidaceae>/

859. Laeliocattleya <Orchidaceae>/

860. Lagenaria cineraria <Cucurbitaceae>/

861. Lagenaria cylindrica <Cucurbitaceae>/

862. Lagenaria leucantha <Cucurbitaceae>/

863. Lagenaria siceraria <Cucurbitaceae>/

864. Lagurus <Gramineae>/

865. Lagurus ovatus <Gramineae>/

866. Lamarckia aurea <Gramineae>/

867. Lamiaceae <Labiatae>/

868. Lamium album <Labiatae>/

869. Lamium amplexicaule <Labiatae>/

870. Lamium maculatum <Labiatae>/

871. Lamium purpureum <Labiatae>/

872. Laportea aestuans <Urticaceae>/

873. Lathyrus odoratus <Leguminosae-Papilionoideae>/

874. Launaea aspleniifolia <Compositae>/

875. Launaea naudicaulis <Compositae>/

876. Lavatera ambigua <Malvaceae>/

877. Lavatera arborea <Malvaceae>/

878. Lavatera assurgentiflora <Malvaceae>/

879. Lavatera cretica <Malvaceae>/

880. Lavatera trimestris <Malvaceae>/

881. Leersia hexandra <Gramineae>/

882. Leersia japonica <Gramineae>/

883. Leguminosae <Leguminosae>/

884. Lens culinaris <Leguminosae-Papilionoideae>/

885. Leontodon autumnalis <Compositae>/

886. Lepidium campestre <Cruciferae>/

887. Lepidium virginicum <Cruciferae>/

888. Leptochloa <Gramineae>/

889. Leptochloa filiformis <Gramineae>/

890. Leptochloa virgata <Gramineae>/

891. Leptosiphon <Polemoniaceae>/

892. Lespedeza stipulacea <Leguminosae-Papilionoideae>/

893. Lespedeza striata <Leguminosae-Papilionoideae>/

894. Levisticum officinale <Umbelliferae>/

895. Liatris spicata <Compositae>/

896. Ligustrum vulgare <Oleaceae>/

897. Lilium <Liliaceae>/

898. Lilium elegans <Liliaceae>/

899. Lilium formosanum <Liliaceae>/

900. Lilium longiflorum <Liliaceae>/

901. Limonium latifolium <Plumbaginaceae>/

902. Limonium sinuatum <Plumbaginaceae>/

903. Linum grandiflorum <Linaceae>/

904. Linum usitatissimum <Linaceae>/

905. Lobelia erinus <Campanulaceae>/

906. Lobularia maritima <Cruciferae>/

907. Lolium <Gramineae>/

908. Lolium multiflorum <Gramineae>/

909. Lolium multiflorum x L. perenne <Gramineae>/

910. Lolium perenne <Gramineae>/

911. Lolium persicum <Gramineae>/

912. Lolium remotum <Gramineae>/

913. Lolium subulatum <Gramineae>/

914. Lolium temulentum <Gramineae>/

915. Lolium vulgare <Gramineae>/

916. Lonicera <Caprifoliaceae>/

917. Lonicera americana <Caprifoliaceae>/

918. Lonicera brownii <Caprifoliaceae>/

919. Lonicera caprifolium <Caprifoliaceae>/

920. Lonicera heckottii <Caprifoliaceae>/

921. Lonicera henryi <Caprifoliaceae>/

922. Lonicera japonica <Caprifoliaceae>/

923. Lonicera periclymenum <Caprifoliaceae>/

924. Lonicera telmanniana <Caprifoliaceae>/

925. Lophopyrum elongatum <Gramineae>/

926. Lotus corniculatus <Leguminosae-Papilionoideae>/

927. Luffa acutangula <Cucurbitaceae>/

928. Luffa cylindrica <Cucurbitaceae>/

929. Lunaria annua <Cruciferae>/

930. Lupinus <Leguminosae-Papilionoideae>/

931. Lupinus albus <Leguminosae-Papilionoideae>/

932. Lupinus angustifolius <Leguminosae-Papilionoideae>/

933. Lupinus cosentinii <Leguminosae-Papilionoideae>/

934. Lupinus hartwegii <Leguminosae-Papilionoideae>/

935. Lupinus hirsutus <Leguminosae-Papilionoideae>/

936. Lupinus luteus <Leguminosae-Papilionoideae>/

937. Lupinus mutabilis <Leguminosae-Papilionoideae>/

938. Lupinus polyphyllus <Leguminosae-Papilionoideae>/

939. Lupinus polyphyllus x L. arboreus <Leguminosae-Papilionoideae>/

940. Lychnis chalcedonica <Caryophyllaceae>/

941. Lychnis coronaria <Caryophyllaceae>/

942. Lychnis dioica <Caryophyllaceae>/

943. Lychnis divaricata <Caryophyllaceae>/

944. Lychnis haageana <Caryophyllaceae>/

945. Lycium <Solanaceae>/

946. Lycium barbarum <Solanaceae>/

947. Lycium chinense <Solanaceae>/

948. Lycopersicon chilense <Solanaceae>/

949. Lycopersicon esculentum <Solanaceae>/

950. Lycopersicon hirsutum <Solanaceae>/

951. Lycopersicon peruvianum <Solanaceae>/

952. Lycopersicon pimpinellifolium <Solanaceae>/

953. Lythrum salicaria <Lythraceae>/

954. Maclura pomifera <Moraceae>/

955. Macroptilium atropurpureum <Leguminosae-Papilionoideae>/

956. Macroptilium lathyroides <Leguminosae-Papilionoideae>/

957. Macrotyloma uniflorum <Leguminosae-Papilionoideae>/

958. Malus <Rosaceae>/

959. Malus domestica <Rosaceae>/

960. Malus platycarpa <Rosaceae>/

961. Malus pumila <Rosaceae>/

962. Malus sieboldii <Rosaceae>/

963. Malus sieboldii var. arborescens <Rosaceae>/

964. Malus sylvestris <Rosaceae>/

965. Malva <Malvaceae>/

966. Malva alcea <Malvaceae>/

967. Malva crispa <Malvaceae>/

968. Malva meluca <Malvaceae>/

969. Malva moschata <Malvaceae>/

970. Malva neglecta <Malvaceae>/

971. Malva nicaensis <Malvaceae>/

972. Malva parviflora <Malvaceae>/

973. Malva rotundifolia <Malvaceae>/

974. Malva sylvestris <Malvaceae>/

975. Malva verticillata <Malvaceae>/

976. Malvaceae <Malvaceae>/

977. Malvastrum capense <Malvaceae>/

978. Malvastrum coromandelianum <Malvaceae>/

979. Manetia cordifolia <Rubiaceae>/

980. Manihot <Euphorbiaceae>/

981. Manihot esculenta <Euphorbiaceae>/

982. Manihot glaziovii <Euphorbiaceae>/

983. Marah macrocarpus <Cucurbitaceae>/

984. Marah oreganus <Cucurbitaceae>/

985. Marrubium peregrinum <Labiatae>/

986. Marrubium vulgare <Labiatae>/

987. Matelea floridana <Asclepiadaceae>/

988. Matthiola incana <Cruciferae>/

989. Medicago <Leguminosae-Papilionoideae>/

990. Medicago alba <Leguminosae-Papilionoideae>/

991. Medicago arabica <Leguminosae-Papilionoideae>/

992. Medicago hispida <Leguminosae-Papilionoideae>/

993. Medicago hispida var. denticulata <Leguminosae-Papilionoideae>/

994. Medicago lupulina <Leguminosae-Papilionoideae>/

995. Medicago minima <Leguminosae-Papilionoideae>/

996. Medicago orbicularis <Leguminosae-Papilionoideae>/

997. Medicago polymorpha <Leguminosae-Papilionoideae>/

998. Medicago sativa <Leguminosae-Papilionoideae>/

999. Medicago scutellata <Leguminosae-Papilionoideae>/

1000. Melandrium album <Caryophyllaceae>/

1001. Melandrium nodiflorum <Caryophyllaceae>/

1002. Melilotus albus <Leguminosae-Papilionoideae>/

1003. Melilotus indicus <Leguminosae-Papilionoideae>/

1004. Melilotus officinalis <Leguminosae-Papilionoideae>/

1005. Melothria liukiuensis <Cucurbitaceae>/

1006. Melothria pendula <Cucurbitaceae>/

1007. Mentha arvensis <Labiatae>/

1008. Microlaena stipoides <Gramineae>/

1009. Miltonia <Orchidaceae>/

1010. Mimosa pudica <Leguminosae-Mimosoideae>/

1011. Mimosa sensitiva <Leguminosae-Mimosoideae>/

1012. Mimulus luteus <Scrophulariaceae>/

1013. Mirabilis jalapa <Nyctaginaceae>/

1014. Mirabilis nyctaginea <Nyctaginaceae>/

1015. Miscanthus sacchariflorus <Gramineae>/

1016. Momordica balsamina <Cucurbitaceae>/

1017. Momordica charantia <Cucurbitaceae>/

1018. Monochoria vaginalis <Pontederiaceae>/

1019. Montia perfoliata <Portulacaceae>/

1020. Morrenia brachystephana <Asclepiadaceae>/

1021. Morrenia odorata <Asclepiadaceae>/

1022. Morus alba <Moraceae>/

1023. Mucuna aterrima <Leguminosae-Papilionoideae>/

1024. Mucuna deeringianum <Leguminosae-Papilionoideae>/

1025. Muhlenbergia schreberi <Gramineae>/

1026. Murdannia nudiflora <Commelinaceae>/

1027. Musa <Musaceae>/

1028. Musa acuminata <Musaceae>/

1029. Musa balbisiana <Musaceae>/

1030. Musa sapientum <Musaceae>/

1031. Mycelis muralis <Compositae>/

1032. Myosotis scorpioides <Boraginaceae>/

1033. Myosotis sylvatica <Boraginaceae>/

1034. Nandina domestica <Nandinaceae>/

1035. Napaea dioica <Malvaceae>/

1036. Narcissus <Amaryllidaceae>/

1037. Narcissus jonquilla <Amaryllidaceae>/

1038. Narcissus poeticus <Amaryllidaceae>/

1039. Narcissus pseudonarcissus <Amaryllidaceae>/

1040. Narcissus tazetta <Amaryllidaceae>/

1041. Nelumbo nucifera <Nelumbonaceae>/

1042. Neomarica gracilis <Iridaceae>/

1043. Nepeta cataria <Labiatae>/

1044. Nerine bowdenii <Amaryllidaceae>/

1045. Nerine sarniensis <Amaryllidaceae>/

1046. Nerium oleander <Apocynaceae>/

1047. Neslia paniculata <Cruciferae>/

1048. Nicandra physalodes <Solanaceae>/

1049. Nicotiana <Solanaceae>/

1050. Nicotiana acuminata <Solanaceae>/

1051. Nicotiana affinis <Solanaceae>/

1052. Nicotiana alata <Solanaceae>/

1053. Nicotiana benthamiana <Solanaceae>/

1054. Nicotiana bigelovii <Solanaceae>/

1055. Nicotiana cavicola <Solanaceae>/

1056. Nicotiana clevelandii <Solanaceae>/

1057. Nicotiana debneyi <Solanaceae>/

1058. Nicotiana forgetiana <Solanaceae>/

1059. Nicotiana glauca <Solanaceae>/

1060. Nicotiana glutinosa <Solanaceae>/

1061. Nicotiana glutinosa x N. clevelandii <Solanaceae>/

1062. Nicotiana hesperis <Solanaceae>/

1063. Nicotiana hybrida <Solanaceae>/

1064. Nicotiana knightiana <Solanaceae>/

1065. Nicotiana langsdorffii <Solanaceae>/

1066. Nicotiana longiflora <Solanaceae>/

1067. Nicotiana megalosiphon <Solanaceae>/

1068. Nicotiana occidentalis <Solanaceae>/

1069. Nicotiana occidentalis ssp. obliqua <Solanaceae>/

1070. Nicotiana palmeri <Solanaceae>/

1071. Nicotiana paniculata <Solanaceae>/

1072. Nicotiana pavicola <Solanaceae>/

1073. Nicotiana physalodes <Solanaceae>/

1074. Nicotiana plumbaginafolia <Solanaceae>/

1075. Nicotiana plumbaginifolia <Solanaceae>/

1076. Nicotiana repanda <Solanaceae>/

1077. Nicotiana rustica <Solanaceae>/

1078. Nicotiana sylvestris <Solanaceae>/

1079. Nicotiana tabacum <Solanaceae>/

1080. Nicotiana velutina <Solanaceae>/

1081. Nicotiana x edwardsonii <Solanaceae>/

1082. Nolana prostrata <Nolanaceae>/

1083. Nothoscordum fragrans <Alliaceae>/

1084. Ochradenus baccatus <Resedaceae>/

1085. Ocimum basilicum <Labiatae>/

1086. Odontoglossum <Orchidaceae>/

1087. Odontoglossum grande <Orchidaceae>/

1088. Oenanthe aquatica <Umbelliferae>/

1089. Oenanthe pimpinelloides <Umbelliferae>/

1090. Oenothera biennis <Onagraceae>/

1091. Olea europaea <Oleaceae>/

1092. Oncidium <Orchidaceae>/

1093. Onobrychis biebersteinii <Leguminosae-Papilionoideae>/

1094. Onobrychis viciifolia <Leguminosae-Papilionoideae>/

1095. Ononis repens <Leguminosae-Papilionoideae>/

1096. Oplismenus compositus <Gramineae>/

1097. Opuntia engelmannii <Cactaceae>/

1098. Opuntia vulgaris <Cactaceae>/

1099. Ornithogalum thyrsoides <Hyacinthaceae>/

1100. Oryza australiensis <Gramineae>/

1101. Oryza barthii <Gramineae>/

1102. Oryza cubensis <Gramineae>/

1103. Oryza glaberrima <Gramineae>/

1104. Oryza latifolia <Gramineae>/

1105. Oryza longistaminata <Gramineae>/

1106. Oryza nivara <Gramineae>/

1107. Oryza perennis <Gramineae>/

1108. Oryza punctata <Gramineae>/

1109. Oryza sativa <Gramineae>/

1110. Oryza sativa var. japonica <Gramineae>/

1111. Oryzopsis miliacea <Gramineae>/

1112. Oxalis barrelieri <Oxalidaceae>/

1113. Oxalis corniculata <Oxalidaceae>/

1114. Oxalis regnellii <Oxalidaceae>/

1115. Oxalis tuberosa <Oxalidaceae>/

1116. Pachyrhizus erosus <Leguminosae-Papilionoideae>/

1117. Pamburus missionis <Rutaceae>/

1118. Panicum <Gramineae>/

1119. Panicum bergii <Gramineae>/

1120. Panicum bisulcatum <Gramineae>/

1121. Panicum capillare <Gramineae>/

1122. Panicum coloratum <Gramineae>/

1123. Panicum coloratum var. Makarikari <Gramineae>/

1124. Panicum dichotomiflorum <Gramineae>/

1125. Panicum hallii <Gramineae>/

1126. Panicum maximum <Gramineae>/

1127. Panicum miliaceum <Gramineae>/

1128. Panicum texanum <Gramineae>/

1129. Panicum virgatum <Gramineae>/

1130. Papaver nudicaule <Papaveraceae>/

1131. Papaver rhoeas <Papaveraceae>/

1132. Papaver somniferum <Papaveraceae>/

1133. Paphiopedilum <Orchidaceae>/

1134. Parietaria officinalis <Urticaceae>/

1135. Paspalum almum <Gramineae>/

1136. Paspalum conjugatum <Gramineae>/

1137. Paspalum dilatatum <Gramineae>/

1138. Paspalum membranaceum <Gramineae>/

1139. Paspalum notatum <Gramineae>/

1140. Paspalum orbiculare <Gramineae>/

1141. Paspalum scrobiculatum <Gramineae>/

1142. Paspalum thumbergii <Gramineae>/

1143. Paspalum urvillei <Gramineae>/

1144. Passiflora alata <Passifloraceae>/

1145. Passiflora aurantia <Passifloraceae>/

1146. Passiflora caerulea <Passifloraceae>/

1147. Passiflora edulis <Passifloraceae>/

1148. Passiflora edulis f. flavicarpa <Passifloraceae>/

1149. Passiflora foetida <Passifloraceae>/

1150. Passiflora gibertii <Passifloraceae>/

1151. Passiflora gracilis <Passifloraceae>/

1152. Passiflora maliformis <Passifloraceae>/

1153. Passiflora mollissima <Passifloraceae>/

1154. Passiflora quadrangularis <Passifloraceae>/

1155. Passiflora serrato-digitata <Passifloraceae>/

1156. Passiflora suberosa <Passifloraceae>/

1157. Passiflora subpeltata <Passifloraceae>/

1158. Passifloraceae <Passifloraceae>/

1159. Pastinaca sativa <Umbelliferae>/

1160. Pecteilis <Orchidaceae>/

1161. Pelargonium <Geraniaceae>/

1162. Pelargonium peltatum <Geraniaceae>/

1163. Pelargonium x domesticum <Geraniaceae>/

1164. Pelargonium x hortorum <Geraniaceae>/

1165. Pelargonium zonale <Geraniaceae>/

1166. Pellaea falcata <Sinopteridaceae>/

1167. Pennisetum alopecuroides <Gramineae>/

1168. Pennisetum americanum <Gramineae>/

1169. Pennisetum clandestinum <Gramineae>/

1170. Pennisetum glaucum <Gramineae>/

1171. Pennisetum macrorum <Gramineae>/

1172. Pennisetum pedicellatum <Gramineae>/

1173. Pennisetum purpureum <Gramineae>/

1174. Pennisetum typhoides <Gramineae>/

1175. Pereskia saccharosa <Cactaceae>/

1176. Perilla frutescens <Labiatae>/

1177. Persea americana <Lauraceae>/

1178. Petasites officinalis <Compositae>/

1179. Petroselinum crispum <Umbelliferae>/

1180. Petunia alba <Solanaceae>/

1181. Petunia axillaris <Solanaceae>/

1182. Petunia violacea <Solanaceae>/

1183. Petunia x hybrida <Solanaceae>/

1184. Phacelia campanularia <Hydrophyllaceae>/

1185. Phalaenopsis <Orchidaceae>/

1186. Phalaris <Gramineae>/

1187. Phalaris arundinacea <Gramineae>/

1188. Phalaris canariensis <Gramineae>/

1189. Phalaris paradoxa <Gramineae>/

1190. Phalaris tuberosa <Gramineae>/

1191. Transcription phaseolus <Leguminosae-Papilionoideae>/

1192. Transcription phaseolus acutifolius <Leguminosae-Papilionoideae>/

1193. Transcription phaseolus arborigenus <Leguminosae-Papilionoideae>/

1194. Transcription phaseolus coccineus <Leguminosae-Papilionoideae>/

1195. Transcription phaseolus longipedunculatus <Leguminosae-Papilionoideae>/

1196. Transcription phaseolus lunatus <Leguminosae-Papilionoideae>/

1197. Transcription phaseolus tuberosus <Leguminosae-Papilionoideae>/

1198. Transcription phaseolus vulgaris <Leguminosae-Papilionoideae>/

1199. Philadelphus <Philadelphaceae>/

1200. Philodendron oxycardium <Araceae>/

1201. Philodendron selloum <Araceae>/

1202. Philodendron speciosum <Araceae>/

1203. Philodendron verrucosum <Araceae>/

1204. Phleum <Gramineae>/

1205. Phleum arenarium <Gramineae>/

1206. Phleum paniculatum <Gramineae>/

1207. Phleum pratense <Gramineae>/

1208. Phlox drummondii <Polemoniaceae>/

1209. Phragmites australis <Gramineae>/

1210. Phyllanthus debilis <Euphorbiaceae>/

1211. Phyllitis scolopendrium <Aspleniaceae>/

1212. Phyllostachys nigra <Gramineae>/

1213. Physalis aequata <Solanaceae>/

1214. Physalis alkekengi <Solanaceae>/

1215. Physalis angulata <Solanaceae>/

1216. Physalis floridana <Solanaceae>/

1217. Physalis franchetii <Solanaceae>/

1218. Physalis heterophylla <Solanaceae>/

1219. Physalis ixocarpa <Solanaceae>/

1220. Physalis minima <Solanaceae>/

1221. Physalis peruviana <Solanaceae>/

1222. Physalis subglabrata <Solanaceae>/

1223. Physalis viscosa <Solanaceae>/

1224. Physalis wrightii <Solanaceae>/

1225. Phytolacca americana <Phytolaccaceae>/

1226. Pimpinella anisum <Umbelliferae>/

1227. Pimpinella saxifraga <Umbelliferae>/

1228. Pisum arvense <Leguminosae-Papilionoideae>/

1229. Pisum sativum <Leguminosae-Papilionoideae>/

1230. Pittosporum tobira <Pittosporaceae>/

1231. Plantago asiatica <Plantaginaceae>/

1232. Plantago lanceolata <Plantaginaceae>/

1233. Plantago major <Plantaginaceae>/

1234. Plantago maritima <Plantaginaceae>/

1235. Plantago rugelii <Plantaginaceae>/

1236. Plantago virginica <Plantaginaceae>/

1237. Pleioblastus chino <Gramineae>/

1238. Plumbago capensis <Plumbaginaceae>/

1239. Plumeria acutifolia <Apocynaceae>/

1240. Plumeria alba <Apocynaceae>/

1241. Poa <Gramineae>/

1242. Poa annua <Gramineae>/

1243. Poa canadensis <Gramineae>/

1244. Poa compressa <Gramineae>/

1245. Poa palustris <Gramineae>/

1246. Poa pratensis <Gramineae>/

1247. Poa trivialis <Gramineae>/

1248. Podolepis robusta <Compositae>/

1249. Pogostemon patchouli <Labiatae>/

1250. Polianthes tuberosa <Agavaceae>/

1251. Polygonum aviculare <Polygonaceae>/

1252. Polygonum equisetiforme <Polygonaceae>/

1253. Polygonum persicaria <Polygonaceae>/

1254. Polypodium vulgare <Polypodiaceae>/

1255. Polypogon fugax <Gramineae>/

1256. Polystichum falcatum <Aspidiaceae>/

1257. Poncirus trifoliata <Rutaceae>/

1258. Poncirus trifoliata x Citrus paradisi <Rutaceae>/

1259. Populus balsamifera <Salicaceae>/

1260. Populus candicans <Salicaceae>/

1261. Populus deltoides subspecies angulata, monilifera, missouriensis <Salicaceae>/

1262. Populus grandidenta <Salicaceae>/

1263. Populus maximowiczii <Salicaceae>/

1264. Populus nigra <Salicaceae>/

1265. Populus tremuloides <Salicaceae>/

1266. Populus trichocarpa <Salicaceae>/

1267. Populus x canadensis <Salicaceae>/

1268. Populus x interamericana <Salicaceae>/

1269. Portulaca grandiflora <Portulacaceae>/

1270. Portulaca oleracea <Portulacaceae>/

1271. Potentilla adscherica <Rosaceae>/

1272. Potentilla canadensis <Rosaceae>/

1273. Potentilla sterilis <Rosaceae>/

1274. Primula malacoides <Primulaceae>/

1275. Primula obconica <Primulaceae>/

1276. Primula sinensis <Primulaceae>/

1277. Proboscidea jussieu <Martyniaceae>/

1278. Prosopis farcta <Leguminosae-Mimosoideae>/

1279. Prunus <Rosaceae>/

1280. Prunus americana x P. salicina <Rosaceae>/

1281. Prunus armeniaca <Rosaceae>/

1282. Prunus avium <Rosaceae>/

1283. Prunus cerasifera <Rosaceae>/

1284. Prunus cerasus <Rosaceae>/

1285. Prunus domestica <Rosaceae>/

1286. Prunus glandulosa <Rosaceae>/

1287. Prunus insititia <Rosaceae>/

1288. Prunus japonica <Rosaceae>/

1289. Prunus mahaleb <Rosaceae>/

1290. Prunus maritima <Rosaceae>/

1291. Prunus persica <Rosaceae>/

1292. Prunus salicina <Rosaceae>/

1293. Prunus serrulata <Rosaceae>/

1294. Prunus sibirica <Rosaceae>/

1295. Prunus spinosa <Rosaceae>/

1296. Prunus tomentosa <Rosaceae>/

1297. Psophocarpus tetragonolobus <Leguminosae-Papilionoideae>/

1298. Ptelea trifoliata <Rutaceae>/

1299. Pteris 'Childsii' <Pteridaceae>/

1300. Pteris cretica var. albo-lineata <Pteridaceae>/

1301. Pueraria lobata <Leguminosae-Papilionoideae>/

1302. Pulicaria dysenterica <Compositae>/

1303. Pyronia veitchii <Rosaceae>/

1304. Pyrus <Rosaceae>/

1305. Pyrus communis <Rosaceae>/

1306. Quercus marilandica <Fagaceae>/

1307. Quercus velutina <Fagaceae>/

1308. Ranunculus arvensis <Ranunculaceae>/

1309. Ranunculus asiaticus <Ranunculaceae>/

1310. Ranunculus ficaria <Ranunculaceae>/

1311. Ranunculus repens <Ranunculaceae>/

1312. Ranunculus sardous <Ranunculaceae>/

1313. Raphanus <Cruciferae>/

1314. Raphanus raphanistrum <Cruciferae>/

1315. Raphanus sativus <Cruciferae>/

1316. Rehmannia <Scrophulariaceae>/

1317. Reichardia tingitana <Compositae>/

1318. Renanthera <Orchidaceae>/

1319. Reseda alba <Resedaceae>/

1320. Reseda odorata <Resedaceae>/

1321. Resedaceae <Resedaceae>/

1322. Rheum rhaponticum <Polygonaceae>/

1323. Rhododendron <Ericaceae>/

1324. Rhynchosia minima <Cyperaceae>/

1325. Ribes <Grossulariaceae>/

1326. Ribes nigrum <Grossulariaceae>/

1327. Ribes rubrum <Grossulariaceae>/

1328. Richardia <Araceae>/

1329. Ricinus communis <Euphorbiaceae>/

1330. Robinia pseudoacacia <Leguminosae-Papilionoideae>/

1331. Rollinia deliciosa <Annonaceae>/

1332. Rorippa amphibia <Cruciferae>/

1333. Rorippa nasturtium-aquaticum <Cruciferae>/

1334. Rorippa sylvestris <Cruciferae>/

1335. Rosa <Rosaceae>/

1336. Rosa setigera <Rosaceae>/

1337. Rosaceae <Rosaceae>/

1338. Rottboellia cochinchinensis <Gramineae>/

1339. Rottboellia exaltata <Gramineae>/

1340. Rubus <Rosaceae>/

1341. Rubus albescens <Rosaceae>/

1342. Rubus fruticosus <Rosaceae>/

1343. Rubus henryi <Rosaceae>/

1344. Rubus idaeus <Rosaceae>/

1345. Rubus lasiocarpus <Rosaceae>/

1346. Rubus loganobaccus <Rosaceae>/

1347. Rubus macraei <Rosaceae>/

1348. Rubus occidentalis <Rosaceae>/

1349. Rubus parviflorus <Rosaceae>/

1350. Rubus phoenicolasius <Rosaceae>/

1351. Rubus procerus <Rosaceae>/

1352. Rubus rigidus <Rosaceae>/

1353. Rubus rosifolius <Rosaceae>/

1354. Rubus strigosus <Rosaceae>/

1355. Rubus ursinus <Rosaceae>/

1356. Rubus x neglectus <Rosaceae>/

1357. Rudbeckia hirta hybridum <Compositae>/

1358. Rumex <Polygonaceae>/

1359. Rumex acetosa <Polygonaceae>/

1360. Rumex conglomeratus <Polygonaceae>/

1361. Rumex crispus <Polygonaceae>/

1362. Rumex obtusifolius <Polygonaceae>/

1363. Rumex patientia <Polygonaceae>/

1364. Rumex pulcher <Polygonaceae>/

1365. Saccharum <Gramineae>/

1366. Saccharum officinarum <Gramineae>/

1367. Sacciolepis indica <Gramineae>/

1368. Saintpaulia ionantha <Gesneriaceae>/

1369. Salpiglossis sinuata <Solanaceae>/

1370. Salsola kali <Chenopodiaceae>/

1371. Salvia splendens <Labiatae>/

1372. Sambucus <Sambucaceae>/

1373. Sambucus canadensis <Sambucaceae>/

1374. Sambucus nigra <Sambucaceae>/

1375. Sambucus racemosa <Sambucaceae>/

1376. Samolus parviflorus <Primulaceae>/

1377. Sanguisorba minor <Rosaceae>/

1378. Saponaria officinalis <Caryophyllaceae>/

1379. Saponaria vaccaria <Caryophyllaceae>/

1380. Sarcostemma clausum <Asclepiadaceae>/

1381. Sarracenia purpurea <Sarraceniaceae>/

1382. Saxifraga cordifolia <Saxifragaceae>/

1383. Scabiosa atropurpurea <Dipsacaceae>/

1384. Scabiosa columbaria <Dipsacaceae>/

1385. Scandix pecten-veneris <Umbelliferae>/

1386. Schedonnardus paniculatus <Gramineae>/

1387. Schizachrium scoparium <Gramineae>/

1388. Schizanthus pinnatus <Solanaceae>/

1389. Schlumbergera bridgesii <Cactaceae>/

1390. Scrophularia californica <Scrophulariaceae>/

1391. Scrophularia nodosa <Scrophulariaceae>/

1392. Scrophulariaceae <Scrophulariaceae>/

1393. Secale <Gramineae>/

1394. Secale cereale <Gramineae>/

1395. Senecio <Compositae>/

1396. Senecio cineraria <Compositae>/

1397. Senecio cruentus <Compositae>/

1398. Senecio vulgaris <Compositae>/

1399. Sesamum indicum <Pedaliaceae>/

1400. Sesbania exaltata <Leguminosae-Papilionoideae>/

1401. Setaria <Gramineae>/

1402. Setaria adhaerans <Gramineae>/

1403. Setaria chevalieri <Gramineae>/

1404. Setaria faberi <Gramineae>/

1405. Setaria halepense <Gramineae>/

1406. Setaria homonyma <Gramineae>/

1407. Setaria italica <Gramineae>/

1408. Setaria lutescens <Gramineae>/

1409. Setaria macrostachya <Gramineae>/

1410. Setaria nigrirostris <Gramineae>/

1411. Setaria pallidifusca <Gramineae>/

1412. Setaria sphacelata <Gramineae>/

1413. Setaria verticillata <Gramineae>/

1414. Setaria viridis <Gramineae>/

1415. Setaria vulpiseta <Gramineae>/

1416. Sida <Malvaceae>/

1417. Sida acuta <Malvaceae>/

1418. Sida alba <Malvaceae>/

1419. Sida linifolia <Malvaceae>/

1420. Sida micrantha <Malvaceae>/

1421. Sida napaeae <Malvaceae>/

1422. Sida rhombifolia <Malvaceae>/

1423. Sida rhomboidea <Malvaceae>/

1424. Sidalcea malvaefolia <Malvaceae>/

1425. Silene armeria <Caryophyllaceae>/

1426. Silene latifolia ssp. alba <Caryophyllaceae>/

1427. Silene pendula <Caryophyllaceae>/

1428. Silene vulgaris <Caryophyllaceae>/

1429. Sinapis alba <Cruciferae>/

1430. Sinapis arvensis <Cruciferae>/

1431. Sinningia speciosa <Gesneriaceae>/

1432. Sisymbrium irio <Cruciferae>/

1433. Sisymbrium loeselii <Cruciferae>/

1434. Sisymbrium officinale <Cruciferae>/

1435. Smithiantha <Gesneriaceae>/

1436. Solanaceae <Solanaceae>/

1437. Solanum acaule <Solanaceae>/

1438. Solanum basendopogon <Solanaceae>/

1439. Solanum basendopogon f. obtusum <Solanaceae>/

1440. Solanum berthaultii <Solanaceae>/

1441. Solanum brachycarpum <Solanaceae>/

1442. Solanum capsicastrum <Solanaceae>/

1443. Solanum carolinense <Solanaceae>/

1444. Solanum chacoense <Solanaceae>/

1445. Solanum chancayense <Solanaceae>/

1446. Solanum commersonii <Solanaceae>/

1447. Solanum demissum <Solanaceae>/

1448. Solanum demissum x S. tuberosum <Solanaceae>/

1449. Solanum dulcamara <Solanaceae>/

1450. Solanum giganteum <Solanaceae>/

1451. Solanum goniocalyx <Solanaceae>/

1452. Solanum incanum <Solanaceae>/

1453. Solanum integrifolium <Solanaceae>/

1454. Solanum jasminoides <Solanaceae>/

1455. Solanum luteum <Solanaceae>/

1456. Solanum megistacrolobum <Solanaceae>/

1457. Solanum melongena <Solanaceae>/

1458. Solanum microdontum <Solanaceae>/

1459. Solanum mochiquense <Solanaceae>/

1460. Solanum muricatum <Solanaceae>/

1461. Solanum nigrum <Solanaceae>/

1462. Solanum nitidibaccatum <Solanaceae>/

1463. Solanum nodiflorum <Solanaceae>/

1464. Solanum pennellii <Solanaceae>/

1465. Solanum pseudocapsicastrum <Solanaceae>/

1466. Solanum quercifolium <Solanaceae>/

1467. Solanum raphanifolium <Solanaceae>/

1468. Solanum rostratum <Solanaceae>/

1469. Solanum seaforthianum <Solanaceae>/

1470. Solanum sodomaeum <Solanaceae>/

1471. Solanum spegazzinii <Solanaceae>/

1472. Solanum stoloniferum <Solanaceae>/

1473. Solanum tuberosum <Solanaceae>/

1474. Solanum tuberosum ssp. andigena <Solanaceae>/

1475. Solanum tuberosum ssp. andigena x S. tuberosum ssp. tuberosum <Solanaceae>/

1476. Solanum tuberosum ssp. tuberosum <Solanaceae>/

1477. Solanum vernei <Solanaceae>/

1478. Solanum villosum <Solanaceae>/

1479. Solanum xanthocarpum <Solanaceae>/

1480. Sonchus <Compositae>/

1481. Sonchus arvensis <Compositae>/

1482. Sonchus asper <Compositae>/

1483. Sonchus hydrophilus <Compositae>/

1484. Sonchus oleraceus <Compositae>/

1485. Sorbus domestica <Rosaceae>/

1486. Sorbus mitchelli <Rosaceae>/

1487. Sorghastrum nutans <Gramineae>/

1488. Sorghum arundinaceum <Gramineae>/

1489. Sorghum bicolor <Gramineae>/

1490. Sorghum genotypes <Gramineae>/

1491. Sorghum halepense <Gramineae>/

1492. Sorghum laxiflorum <Gramineae>/

1493. Sorghum macrospermum <Gramineae>/

1494. Sorghum miliaceum <Gramineae>/

1495. Sorghum propinguum <Gramineae>/

1496. Sorghum stipoideum <Gramineae>/

1497. Sorghum sudanense <Gramineae>/

1498. Sorghum verticilliflorum <Gramineae>/

1499. Sorghum vulgare <Gramineae>/

1500. Sorghum vulgare var. sudanense <Gramineae>/

1501. Sorghum x almum <Gramineae>/

1502. Spartina alternifolia <Gramineae>/

1503. Spartina anglica <Gramineae>/

1504. Spartina glabra <Gramineae>/

1505. Spartina maritima <Gramineae>/

1506. Spartina townsendii <Gramineae>/

1507. Spathiphyllum <Araceae>/

1508. Spergula arvensis <Caryophyllaceae>/

1509. Spinacia oleracea <Chenopodiaceae>/

1510. Spinacia tetranda <Chenopodiaceae>/

1511. Sporobolus elongatus <Gramineae>/

1512. Stellaria media <Caryophyllaceae>/

1513. Stenotaphrum secundatum <Gramineae>/

1514. Sterculia tragacantha <Sterculiaceae>/

1515. Stipa <Gramineae>/

1516. Stipa bromoides <Gramineae>/

1517. Streptocarpus kewensis <Gesneriaceae>/

1518. Strophostyles helvula <Leguminosae-Papilionoideae>/

1519. Stylosanthes <Leguminosae-Papilionoideae>/

1520. Synedrella nodiflora <Compositae>/

1521. Syringa oblata var. affinis <Oleaceae>/

1522. Syringa vulgaris <Oleaceae>/

1523. Tagetes <Compositae>/

1524. Tagetes erecta <Compositae>/

1525. Tagetes patula <Compositae>/

1526. Tamarix <Tamaricaceae>/

1527. Tamus communis <Dioscoreaceae>/

1528. Tanacetum vulgare <Compositae>/

1529. Taraxacum officinale <Compositae>/

1530. Telfairia occidentalis <Cucurbitaceae>/

1531. Tephrosia noctiflora <Leguminosae-Papilionoideae>/

1532. Tephrosia purpurea <Leguminosae-Papilionoideae>/

1533. Tephrosia villosa <Leguminosae-Papilionoideae>/

1534. Tephrosia vogelii <Leguminosae-Papilionoideae>/

1535. Teramnus uncinatus <Leguminosae-Papilionoideae>/

1536. Tetragonia tetragonioides <Tetragoniaceae>/

1537. Thalictrum dipterocarpum <Ranunculaceae>/

1538. Thaspium aureum <Umbelliferae>/

1539. Theobroma cacao <Sterculiaceae>/

1540. Thlaspi arvense <Cruciferae>/

1541. Thunbergia alata <Thunbergiaceae>/

1542. Thymus x citriodorus <Labiatae>/

1543. Tinantia erecta <Commelinaceae>/

1544. Tithonia speciosa <Compositae>/

1545. Tolmiea menziesii <Saxifragaceae>/

1546. Torenia fournieri <Scrophulariaceae>/

1547. Torilis japonica <Umbelliferae>/

1548. Trachymene pilosa <Umbelliferae>/

1549. Tradescantia albiflora <Commelinaceae>/

1550. Tradescantia blossfeldiana <Commelinaceae>/

1551. Tradescantia fluminensis <Commelinaceae>/

1552. Tradescantia navicularis <Commelinaceae>/

1553. Tradescantia spathacea <Commelinaceae>/

1554. Tradescantia zebrina <Commelinaceae>/

1555. Tribulus <Zygophyllaceae>/

1556. Trichachne californica <Gramineae>/

1557. Trichloris crinita <Gramineae>/

1558. Trichloris pluriflora <Gramineae>/

1559. Trichosanthes anguina <Cucurbitaceae>/

1560. Trichosanthes rostrata <Cucurbitaceae>/

1561. Trifolium <Leguminosae-Papilionoideae>/

1562. Trifolium alexandrinum <Leguminosae-Papilionoideae>/

1563. Trifolium cernuum <Leguminosae-Papilionoideae>/

1564. Trifolium dubium <Leguminosae-Papilionoideae>/

1565. Trifolium glomeratum <Leguminosae-Papilionoideae>/

1566. Trifolium hybridum <Leguminosae-Papilionoideae>/

1567. Trifolium incarnatum <Leguminosae-Papilionoideae>/

1568. Trifolium pannonicum <Leguminosae-Papilionoideae>/

1569. Trifolium pratense <Leguminosae-Papilionoideae>/

1570. Trifolium repens <Leguminosae-Papilionoideae>/

1571. Trifolium subterraneum <Leguminosae-Papilionoideae>/

1572. Trifolium vesiculosum <Leguminosae-Papilionoideae>/

1573. Trigonella caerulea <Leguminosae-Papilionoideae>/

1574. Trigonella foenum-graecum <Leguminosae-Papilionoideae>/

1575. Trigonella procumbens <Leguminosae-Papilionoideae>/

1576. Trinia glauca <Umbelliferae>/

1577. Tripsacum dactyloides <Gramineae>/

1578. Trisetum <Gramineae>/

1579. Triticum <Gramineae>/

1580. Triticum aestivum <Gramineae>/

1581. Triticum compactum <Gramineae>/

1582. Triticum dicoccum <Gramineae>/

1583. Triticum durum <Gramineae>/

1584. Triticum sativum <Gramineae>/

1585. Triticum vulgare <Gramineae>/

1586. Tropaeolum majus <Tropaeolaceae>/

1587. Tropaeolum tuberosum <Tropaeolaceae>/

1588. Tulipa <Liliaceae>/

1589. Tulipa gesneriana <Liliaceae>/

1590. Tulipa gesneriana cultivars <Liliaceae>/

1591. Tulipa hybrids <Liliaceae>/

1592. Ullucus tuberosus <Basellaceae>/

1593. Ulmus <Ulmaceae>/

1594. Ulmus americana <Ulmaceae>/

1595. Ulmus glabra <Ulmaceae>/

1596. Ulmus minor <Ulmaceae>/

1597. Urena lobata <Malvaceae>/

1598. Urocarpidium peruvianum <Malvaceae>/

1599. Urochloa helopus <Gramineae>/

1600. Urochloa panicoides <Gramineae>/

1601. Urochloa trichopus <Gramineae>/

1602. Urospermum dalechampii <Compositae>/

1603. Urtica californica <Urticaceae>/

1604. Urtica dioica <Urticaceae>/

1605. Urtica pilulifera <Urticaceae>/

1606. Urtica urens <Urticaceae>/

1607. Vaccinium <Ericaceae>/

1608. Vaccinium angustifolium <Ericaceae>/

1609. Vaccinium corymbosum <Ericaceae>/

1610. Vaccinium formosum <Ericaceae>/

1611. Vaccinium macrocarpon <Ericaceae>/

1612. Valeriana officinalis <Valerianaceae>/

1613. Valerianella <Valerianaceae>/

1614. Valerianella carinata <Valerianaceae>/

1615. Vallota speciosa <Amaryllidaceae>/

1616. Vanda <Orchidaceae>/

1617. Vanilla fragrans <Orchidaceae>/

1618. Vanilla pompona <Orchidaceae>/

1619. Vanilla tahitensis <Orchidaceae>/

1620. Vaseyochloa multinervosa <Gramineae>/

1621. Verbena hybrida <Verbenaceae>/

1622. Verbesina encelioides <Compositae>/

1623. Vernonia <Compositae>/

1624. Veronica chamaedrys <Scrophulariaceae>/

1625. Viburnum <Caprifoliaceae>/

1626. Viburnum opulus <Caprifoliaceae>/

1627. Vicia <Leguminosae-Papilionoideae>/

1628. Vicia articulata <Leguminosae-Papilionoideae>/

1629. Vicia faba <Leguminosae-Papilionoideae>/

1630. Vicia palaestina <Leguminosae-Papilionoideae>/

1631. Vicia sativa <Leguminosae-Papilionoideae>/

1632. Vicia villosa <Leguminosae-Papilionoideae>/

1633. Vigna aconitifolia <Leguminosae-Papilionoideae>/

1634. Vigna angularis <Leguminosae-Papilionoideae>/

1635. Vigna mungo <Leguminosae-Papilionoideae>/

1636. Vigna radiata <Leguminosae-Papilionoideae>/

1637. Vigna sesquipedalis <Leguminosae-Papilionoideae>/

1638. Vigna subterranea <Leguminosae-Papilionoideae>/

1639. Vigna unguiculata <Leguminosae-Papilionoideae>/

1640. Vigna unguiculata ssp. cylindrica <Leguminosae-Papilionoideae>/

1641. Vigna unguiculata ssp. dekindtiana var. dekindtiana  <Leguminosae-Papilionoideae>/

1642. Vigna unguiculata ssp. sesquipedalis  <Leguminosae-Papilionoideae>/

1643. Vigna unguiculata ssp. unguiculata <Leguminosae-Papilionoideae>/

1644. Viola arvensis <Violaceae>/

1645. Viola cornuta <Violaceae>/

1646. Viola odorata <Violaceae>/

1647. Viola tricolor <Violaceae>/

1648. Vitis <Vitidaceae>/

1649. Vitis berlandieri x Conderc 1613 <Vitidaceae>/

1650. Vitis berlandieri x V. riparia <Vitidaceae>/

1651. Vitis labrusca <Vitidaceae>/

1652. Vitis rupestris <Vitidaceae>/

1653. Vitis rupestris var. rupestris <Vitidaceae>/

1654. Vitis thunbergii <Vitidaceae>/

1655. Vitis vinifera <Vitidaceae>/

1656. Vulpia <Gramineae>/

1657. Washingtonia robusta <Palmae>/

1658. Wisteria floribunda <Leguminosae-Papilionoideae>/

1659. Wisteria sinensis <Leguminosae-Papilionoideae>/

1660. Withania somnifera <Solanaceae>/

1661. x Triticosecale <Gramineae>/

1662. Xanthium strumarium <Compositae>/

1663. Xanthosoma <Araceae>/

1664. Xanthosoma caracu <Araceae>/

1665. Yucca <Amaryllidaceae>/

1666. Yucca elephantipes <Amaryllidaceae>/

1667. Zantedeschia <Araceae>/

1668. Zantedeschia elliottiana <Araceae>/

1669. Zea <Gramineae>/

1670. Zea diploperennis <Gramineae>/

1671. Zea mays <Gramineae>/

1672. Zea mays ssp. mays <Gramineae>/

1673. Zea mays ssp. mexicana <Gramineae>/

1674. Zea perennis <Gramineae>/

1675. Zigadenus fremontii <Melanthiaceae>/

1676. Zingiber officinale <Zingiberaceae>/

1677. Zinnia elegans <Compositae>/

1678. Zoysia <Gramineae>/

1679. Zygocactus <Cactaceae>/

1680. Zygocactus truncatus <Cactaceae>/

1681. Zygocactus x Schlumbergera <Cactaceae>/

1682. Zygopetalum <Orchidaceae>/

Experimentally Infected Host 1
#2337. Experimental host <1> is susceptible to infection <genus and species name: see host list>/

#2338. Experimentally infected hosts <1> mainly show symptoms of <list symptoms>/

#2339. <Host 1> cell lines or tissue cultures susceptible to infection are <list name>/

#2340. Symptoms <in host 1 tissue culture or cell line> include/

Experimentally Infected Host 2
#2341. Virus infects under experimental conditions <host 2> <select host name from the host range lists (if provided in character list) or add scientific name (plus common name) including the whole taxonomic hierarchy from Domain down to Species>/

#2342. Experimental host <2> is susceptible to infection <genus and species name: see host list>/

#2343. Experimentally infected hosts <2> mainly show symptoms of <list symptoms>/

#2344. <Host 2> cell line or tissue culture is susceptible to infection <list name>/

#2345. Symptoms <in host 2 tissue culture or cell line> include/

Experimentally Infected Host 3
#2346. Virus infects under experimental conditions <host 3> <select host name from the host range lists (if provided in character list) or add scientific name (plus common name) including the whole taxonomic hierarchy from Domain down to Species>/

#2347. Experimental host <3> is susceptible to infection <genus and species name: see host list>/

#2348. Experimentally infected hosts <3> mainly show symptoms of <list symptoms>/

#2349. <Host 3> cell line or tissue culture is susceptible to infection <list name>/

#2350. Symptoms <in host 3 tissue culture or cell line> include/

Experimentally Infected Host 4
#2351. Virus infects under experimental conditions <host 4> <select host name from the host range lists (if provided in character list) or add scientific name (plus common name) including the whole taxonomic hierarchy from Domain down to Species>/

#2352. Experimental host <4> is susceptible to infection <genus and species name: see host list>/

#2353. Experimentally infected hosts <4> mainly show symptoms of <list symptoms>/

#2354. <Host 4> cell line or tissue culture is susceptible to infection <list name>/

#2355. Symptoms <in host 4 tissue culture or cell line> include/

Experimentally Infected Host 5
#2356. Virus infects under experimental conditions <host 5> <select host name from the host range lists (if provided in character list) or add scientific name (plus common name) including the whole taxonomic hierarchy from Domain down to Species>/

#2357. Experimental host <5> is susceptible to infection <genus and species name: see host list>/

#2358. Experimentally infected hosts <5> mainly show symptoms of <list symptoms>/

#2359. <Host 5> cell line or tissue culture is susceptible to infection <list name>/

#2360. Symptoms <in host 5 tissue culture or cell line> include/

#2361. Additional susceptible hosts:/

Experimentally Infected insusceptible Plant Host Families
#2362. <Plant> families containing insusceptible hosts: <select host name from the host range lists (if provided in character list) or add scientific name (plus common name) including the whole taxonomic hierarchy from Domain down to Species>/

1. Acanthaceae/

2. Aceraceae/

3. Agavaceae/

4. Aizoaceae/

5. Alliaceae/

6. Alstroemeriaceae/

7. Amaranthaceae/

8. Amaryllidaceae/

9. Annonaceae/

10. Anthericaceae/

11. Apocynaceae/

12. Araceae/

13. Araliaceae/

14. Asclepiadaceae/

15. Asparagaceae/

16. Aspidiaceae/

17. Aspleniaceae/

18. Aucubaceae/

19. Balsaminaceae/

20. Basellaceae/

21. Begoniaceae/

22. Berberidaceae/

23. Betulaceae/

24. Bignoniaceae/

25. Bombacaceae/

26. Boraginaceae/

27. Bromeliaceae/

28. Buxaceae/

29. Cactaceae/

30. Calochortaceae/

31. Campanulaceae/

32. Cannabidaceae/

33. Cannaceae/

34. Capparidaceae/

35. Caprifoliaceae/

36. Caricaceae/

37. Caryophyllaceae/

38. Celastraceae/

39. Characeae/

40. Chenopodiaceae/

41. Cleomaceae/

42. Colchicaceae/

43. Commelinaceae/

44. Compositae/

45. Convolvulaceae/

46. Cornaceae/

47. Corylaceae/

48. Crassulaceae/

49. Cruciferae/

50. Cucurbitaceae/

51. Cupressaceae/

52. Cycadaceae/

53. Cyperaceae/

54. Cypripediaceae/

55. Dioscoreaceae/

56. Dipsacaceae/

57. Ericaceae/

58. Euphorbiaceae/

59. Fagaceae/

60. Fumariaceae/

61. Gentianaceae/

62. Geraniaceae/

63. Gesneriaceae/

64. Gramineae/

65. Grossulariaceae/

66. Guttiferae/

67. Hippocastanaceae/

68. Hyacinthaceae/

69. Hydrangeaceae/

70. Hydrophyllaceae/

71. Iridaceae/

72. Juglandaceae/

73. Labiatae/

74. Lauraceae/

75. Leguminosae-Caesalpinioideae/

76. Leguminosae-Mimosoideae/

77. Leguminosae-Papilionoideae/

78. Liliaceae/

79. Linaceae/

80. Lythraceae/

81. Malvaceae/

82. Martyniaceae/

83. Melanthiaceae/

84. Moraceae/

85. Musaceae/

86. Myrtaceae/

87. Nandinaceae/

88. Nelumbonaceae/

89. Nolanaceae/

90. Nyctaginaceae/

91. Oleaceae/

92. Onagraceae/

93. Orchidaceae/

94. Oxalidaceae/

95. Palmae/

96. Papaveraceae/

97. Passifloraceae/

98. Pedaliaceae/

99. Philadelphaceae/

100. Phytolaccaceae/

101. Pittosporaceae/

102. Plantaginaceae/

103. Plumbaginaceae/

104. Polemoniaceae/

105. Polygonaceae/

106. Polypodiaceae/

107. Pontederiaceae/

108. Portulacaceae/

109. Primulaceae/

110. Pteridaceae/

111. Ranunculaceae/

112. Resedaceae/

113. Rosaceae/

114. Rubiaceae/

115. Rutaceae/

116. Salicaceae/

117. Sambucaceae/

118. Sapindaceae/

119. Sarraceniaceae/

120. Saxifragaceae/

121. Scrophulariaceae/

122. Sinopteridaceae/

123. Solanaceae/

124. Sterculiaceae/

125. Tamaricaceae/

126. Tetragoniaceae/

127. Theaceae/

128. Thunbergiaceae/

129. Thymelaeaceae/

130. Tiliaceae/

131. Tropaeolaceae/

132. Ulmaceae/

133. Umbelliferae/

134. Urticaceae/

135. Valerianaceae/

136. Verbenaceae/

137. Violaceae/

138. Vitidaceae/

139. Zingiberaceae/

140. Zygophyllaceae/

141. Leguminosae/

Experimentally Infected insusceptible Plant Host Species (sorted alphabetically according to Families) 

Name starting with A

#2363. <Experimental host range> insusceptible Acanthaceae species/

1. Asystasia gangetica/

2. Asystasia nemorum/

3. Fittonia albivenus/

#2364. <Experimental host range> insusceptible Aceraceae species/

1. Acer palmatum/

#2365. <Experimental host range> insusceptible Agavaceae species/

1. Agave/

2. Furcraea/

3. Furcraea macrophylla/

4. Polianthes tuberosa/

#2366. <Experimental host range> insusceptible Alliaceae species/

1. Agapanthus praecox ssp. orientalis/

2. Allium/

3. Allium ampeloprasum var. holmense/

4. Allium ampeloprasum var. sectivum /

5. Allium cepa/

6. Allium cepa var. ascalonicum/

7. Allium cepa var. cepa/

8. Allium cepa var. perutile/

9. Allium chinense/

10. Allium fistulosum/

11. Allium porrum /

12. Allium sativum/

13. Allium schoenoprasum/

14. Allium tuberosum/

15. Allium vineale/

16. Nothoscordum fragrans/

#2367. <Experimental host range> insusceptible Alstroemeriaceae species/

1. Alstroemeria/

2. Alstroemeria caryophylla/

3. Alstroemeria psittacina/

#2368. <Experimental host range> insusceptible Amaranthaceae species/

1. Alternanthera philoxeroides/

2. Amaranthus bicolor/

3. Amaranthus caudatus /

4. Amaranthus cruentus /

5. Amaranthus deflexus /

6. Amaranthus dilatum /

7. Amaranthus hybridus /

8. Amaranthus hypochondriacus/

9. Amaranthus leucocarpus /

10. Amaranthus lividus/

11. Amaranthus retroflexus /

12. Amaranthus tricolor /

13. Amaranthus viridis /

14. Celosia argentea/

15. Celosia cristata/

16. Celosia plumosa/

17. Gomphrena globosa/

18. Gomphrena globosa var.rubra/

19. Gomphrena stramonium/

#2369. <Experimental host range> insusceptible Amaryllidaceae species/

1. Hippeastrum equestre/

2. Hippeastrum hybridum/

3. Narcissus/

4. Narcissus jonquilla /

5. Narcissus poeticus/

6. Narcissus pseudonarcissus/

7. Narcissus tazetta/

8. Nerine bowdenii/

9. Nerine sarniensis/

10. Vallota speciosa/

11. Yucca /

12. Yucca elephantipes/

#2370. <Experimental host range> insusceptible Annonaceae species/

1. Annona muricata/

2. Annona squamosa/

3. Rollinia deliciosa/

#2371. <Experimental host range> insusceptible Anthericaceae species/

1. Chlorophytum comosum/

#2372. <Experimental host range> insusceptible Apocynaceae species/

1. Amsonia tabernaemontana/

2. Catharanthus roseus/

3. Nerium oleander/

4. Plumeria acutifolia/

5. Plumeria alba/

#2373. <Experimental host range> insusceptible Araceae species/

1. Aglaonema /

2. Alocasia macrorrhizos/

3. Amorphophallus konjac/

4. Arisaema /

5. Caladium hortulanum/

6. Colocasia esculenta/

7. Cryptocoryne /

8. Cyrtosperma/

9. Dieffenbachia picta/

10. Philodendron oxycardium/

11. Philodendron selloum/

12. Philodendron speciosum/

13. Philodendron verrucosum/

14. Richardia/

15. Spathiphyllum/

16. Xanthosoma caracu/

17. Zantedeschia elliottiana/

#2374. <Experimental host range> insusceptible Araliaceae species/

1. Hedera helix/

#2375. <Experimental host range> insusceptible Asclepiadaceae species/

1. Araujia angustifolia/

2. Araujia hortorum/

3. Araujia sericofera/

4. Asclepias curassavica/

5. Calotropis aegyptia/

6. Cynanchum acutum/

7. Gomphocarpus fruticosus/

8. Hoya carnosa/

9. Hoya coronaria/

10. Matelea floridana/

11. Morrenia brachystephana/

12. Morrenia odorata/

13. Sarcostemma clausum/

#2376. <Experimental host range> insusceptible Asparagaceae species/

1. Asparagus /

2. Asparagus officinalis/

#2377. <Experimental host range> insusceptible Aspidiaceae species/

1. Dryopteris filix-mas/

2. Polystichum falcatum/

#2378. <Experimental host range> insusceptible Aspleniaceae species/

1. Phyllitis scolopendrium/

#2379. <Experimental host range> insusceptible Aucubaceae species/

1. Aucuba japonica/

Name starting with B

#2380. <Experimental host range> insusceptible Balsaminaceae species/

1. Impatiens balsamina/

2. Impatiens holstii/

3. Impatiens walleriana/

#2381. <Experimental host range> insusceptible Basellaceae species/

1. Ullucus tuberosus /

#2382. <Experimental host range> insusceptible Begoniaceae species/

1. Begonia elatior/

2. Begonia semperflorens/

3. Begonia x cheimantha/

4. Begonia x tuberhybrida /

#2383. <Experimental host range> insusceptible Berberidaceae species/

1. Berberis darwinii/

#2384. <Experimental host range> insusceptible Betulaceae species/

1. Betula /

#2385. <Experimental host range> insusceptible Bignoniaceae species/

1. Catalpa bignonioides/

#2386. <Experimental host range> insusceptible Bombacaceae species/

1. Adansonia digitata/

2. Bombax brevicuspe/

3. Ceiba chlamydantha/

4. Ceiba pentandra/

#2387. <Experimental host range> insusceptible Boraginaceae species/

1. Anchusa azurea/

2. Borago officinalis/

3. Myosotis scorpioides/

4. Myosotis sylvatica/

#2388. <Experimental host range> insusceptible Bromeliaceae species/

1. Ananas comosus/

#2389. <Experimental host range> insusceptible Buxaceae species/

1. Buxus sempervirens/

Name starting with C

#2390. <Experimental host range> insusceptible Cactaceae species/

1. Austrocylindropuntia cylindrica/

2. Carnegiea gigantea/

3. Cereus /

4. Chamaecereus sylvestrii/

5. Echinocereus procumben/

6. Echinopsis /

7. Epiphyllum /

8. Ferocactus acanthodes/

9. Opuntia engelmannii/

10. Opuntia vulgaris/

11. Pereskia saccharosa/

12. Schlumbergera bridgesii/

13. Zygocactus truncatus/

14. Zygocactus x Schlumbergera/

#2391. <Experimental host range> insusceptible Calochortaceae species/

1. Calochortus/

#2392. <Experimental host range> insusceptible Campanulaceae species/

1. Campanula persicifolia/

2. Lobelia erinus/

#2393. <Experimental host range> insusceptible Cannabidaceae species/

1. Humulus japonicus/

2. Humulus lupulus/

#2394. <Experimental host range> insusceptible Cannaceae species/

1. Canna/

#2395. <Experimental host range> insusceptible Capparidaceae/

1. Capparis aegyptia/

2. Capparis spinosa/

3. Capparis spinosa var. rupestris/

#2396. <Experimental host range> insusceptible Caprifoliaceae/

1. Abelia grandiflora/

2. Lonicera americana/

3. Lonicera brownii/

4. Lonicera caprifolium/

5. Lonicera heckottii/

6. Lonicera henryi/

7. Lonicera japonica/

8. Lonicera periclymenum/

9. Lonicera telmanniana/

10. Viburnum/

11. Viburnum opulus/

#2397. <Experimental host range> insusceptible Caricaceae species/

1. Carica papaya/

#2398. <Experimental host range> insusceptible Caryophyllaceae/

1. Dianthus barbatus/

2. Dianthus caryophyllus/

3. Dianthus chinensis/

4. Dianthus superbus/

5. Gypsophila elegans/

6. Gypsophila paniculata/

7. Gypsophila perfoliata/

8. Lychnis chalcedonica/

9. Lychnis coronaria/

10. Lychnis dioica/

11. Lychnis divaricata/

12. Lychnis haageana/

13. Melandrium album/

14. Melandrium nodiflorum/

15. Saponaria officinalis/

16. Saponaria vaccaria/

17. Silene armeria/

18. Silene latifolia ssp. alba/

19. Silene pendula/

20. Silene vulgaris/

21. Spergula arvensis/

22. Stellaria media/

#2399. <Experimental host range> insusceptible Celastraceae/

1. Euonymus europaeus/

2. Euonymus japonica/

3. Euonymus japonica var. microphylla/

#2400. <Experimental host range> insusceptible Characeae/

1. Chara australis/

#2401. <Experimental host range> insusceptible Chenopodiaceae/

1. Atriplex hastata/

2. Atriplex hortensis/

3. Atriplex patula/

4. Atriplex suberecta/

5. Beta macrocarpa/

6. Beta maritima /

7. Beta patellaris/

8. Beta vulgaris/

9. Beta vulgaris ssp. cicla/

10. Chenopodium album /

11. Chenopodium amaranticolor/

12. Chenopodium ambrosioides/

13. Chenopodium berthaultii/

14. Chenopodium botrys/

15. Chenopodium capitatum/

16. Chenopodium ficifolium/

17. Chenopodium foetidum/

18. Chenopodium foliosum/

19. Chenopodium giganteum/

20. Chenopodium glaucum/

21. Chenopodium hybridum/

22. Chenopodium murale/

23. Chenopodium polyspermum/

24. Chenopodium quinoa/

25. Chenopodium schraderianum/

26. Chenopodium serotinum/

27. Chenopodium urbicum/

28. Hablitzia tamnoides/

29. Salsola kali/

30. Spinacia oleracea/

31. Spinacia tetranda/

#2402. <Experimental host range> insusceptible Cleomaceae/

1. Cleome rutidosperma/

2. Cleome spinosa/

#2403. <Experimental host range> insusceptible Colchicaceae/

1. Gloriosa rothschildiana/

#2404. <Experimental host range> insusceptible Commelinaceae/

1. Aneilema aequinoctiale/

2. Commelina benghalensis/

3. Commelina diffusa/

4. Commelina elegans/

5. Commelina erecta/

6. Murdannia nudiflora/

7. Tinantia erecta/

8. Tradescantia albiflora/

9. Tradescantia blossfeldiana/

10. Tradescantia fluminensis/

11. Tradescantia navicularis/

12. Tradescantia spathacea/

13. Tradescantia zebrina/

#2405. <Experimental host range> insusceptible Compositae <or Asteraceae>/

1. Acanthospermum hispidum/

2. Achillea filipendulina/

3. Achillea ptarmica/

4. Ageratum conyzoides/

5. Ageratum houstonianum /

6. Ambrosia/

7. Arctium lappa/

8. Arctium minus/

9. Arctotheca calendula/

10. Aster amellus/

11. Aster novae-angliae/

12. Aster novi-belgii/

13. Balsamorhiza sagittata/

14. Bellis perennis/

15. Bidens pilosa/

16. Calendula chrysantha/

17. Calendula officinalis/

18. Callistephus chinensis/

19. Carthamus tinctorius/

20. Centaurea cyanus/

21. Chondrilla juncea/

22. Chrysanthemum carinatum/

23. Chrysanthemum coronarium/

24. Chrysanthemum frutescens/

25. Chrysanthemum leucanthemum/

26. Chrysanthemum maximum/

27. Chrysanthemum morifolium/

28. Chrysanthemum parthenium/

29. Chrysanthemum segetum/

30. Cichorium endiva/

31. Cichorium intybus/

32. Cirsium arvense/

33. Coreopsis lanceolata/

34. Coreopsis tinctoria/

35. Cosmos bipinnatus/

36. Crepis neglecta/

37. Cynara cardunculus/

38. Cynara scolymus /

39. Cynara syriaca/

40. Dahlia pinnata/

41. Echinops exaltatus/

42. Eclipta prostrata/

43. Embergeria megalocarpa/

44. Emilia flammea/

45. Emilia sagittata/

46. Emilia sonchifolia/

47. Erigeron/

48. Gaillardia aristata/

49. Galinsoga parviflora/

50. Gazania rigens/

51. Gerbera /

52. Gerbera jamesonii/

53. Gynura aurantiaca/

54. Helenium amarum/

55. Helenium amarum hybrids/

56. Helenium autumnale/

57. Helianthus annuus/

58. Helianthus maximilianii/

59. Helichrysum bracteatum /

60. Helminthia echioides/

61. Hypochoeris aetensis/

62. Hypochoeris radiata /

63. Lactuca sativa/

64. Lactuca serriola/

65. Lactuca virosa/

66. Launaea aspleniifolia/

67. Launaea naudicaulis/

68. Leontodon autumnalis/

69. Liatris spicata/

70. Mycelis muralis/

71. Petasites officinalis/

72. Podolepis robusta /

73. Pulicaria dysenterica/

74. Reichardia tingitana/

75. Rudbeckia hirta hybridum ????/

76. Senecio cineraria/

77. Senecio cruentus/

78. Senecio vulgaris/

79. Sonchus arvensis/

80. Sonchus asper/

81. Sonchus hydrophilus/

82. Sonchus oleraceus/

83. Synedrella nodiflora/

84. Tagetes /

85. Tagetes erecta /

86. Tagetes patula/

87. Tanacetum vulgare/

88. Taraxacum officinale/

89. Tithonia speciosa/

90. Urospermum dalechampii/

91. Verbesina encelioides/

92. Vernonia /

93. Xanthium strumarium /

94. Zinnia elegans/

#2406. <Experimental host range> insusceptible Convolvulaceae/

1. Calystegia sepium/

2. Convolvulus arvensis/

3. Convolvulus tricolor/

4. Hewittia sublobata/

5. Ipomoea aquatica /

6. Ipomoea batatas/

7. Ipomoea congesta/

8. Ipomoea hederacea/

9. Ipomoea incarnata/

10. Ipomoea nil/

11. Ipomoea purpurea/

12. Ipomoea setosa/

13. Ipomoea sloteri/

14. Ipomoea trichocarpa/

15. Ipomoea tricolor/

16. Ipomoea trifida/

17. Jacquemontia tamnifolia/

#2407. <Experimental host range> insusceptible Cornaceae/

1. Cornus florida/

2. Cornus sanguinea/

#2408. <Experimental host range> insusceptible Corylaceae/

1. Corylus avellana/

#2409. <Experimental host range> insusceptible Crassulaceae/

1. Kalanchoe blossfeldiana/

2. Kalanchoe daigremontiana/

3. Kalanchoe pinnata/

4. Kalanchoe tubiflora/

#2410. <Experimental host range> insusceptible Cruciferae <or Brassicaceae>/

1. Alliaria officinalis/

2. Arabidopsis thaliana/

3. Arabis alpina/

4. Arabis hirsuta/

5. Arabis ludoviciana/

6. Armoracia rusticana/

7. Aubrieta deltoidea/

8. Aurinia saxatilis/

9. Aurinia saxatilis var. compactum/

10. Barbarea verna/

11. Barbarea vulgaris/

12. Berteroa incana/

13. Brassica actinophylla/

14. Brassica campestris/

15. Brassica campestris ssp. chinensis/

16. Brassica campestris ssp. napus/

17. Brassica campestris ssp. pekinensis/

18. Brassica campestris ssp. pekinensis var. dentata/

19. Brassica campestris ssp. rapa/

20. Brassica carinata/

21. Brassica japonica/

22. Brassica juncea/

23. Brassica napus var. napobrassica/

24. Brassica napus var. napus/

25. Brassica nigra/

26. Brassica oleracea/

27. Brassica oleracea var. acephala/

28. Brassica oleracea var. botrytis/

29. Brassica oleracea var. capitata/

30. Brassica oleracea var. gemmifera/

31. Brassica oleracea var. italica/

32. Brassica oleracea var. viridis/

33. Brassica perviridis/

34. Brassica rapa var. laciniifolia/

35. Brassica sinapis /

36. Camelina sativa/

37. Capsella bursa-pastoris/

38. Cardamine/

39. Cardamine lilaciana/

40. Cardamine lilacina ???/

41. Cheiranthus cheiri/

42. Conringia orientalis/

43. Coronopus didymus/

44. Crambe abyssinica/

45. Crambe arreria/

46. Crambe cordifolia/

47. Crambe hispanica/

48. Crambe tataria/

49. Diplotaxis erucoides/

50. Diplotaxis tenuifolia/

51. Eruca sativa/

52. Erysimum cheiranthoides/

53. Erysimum crepidifolium/

54. Erysimum helveticum/

55. Erysimum perovskianum/

56. Erysimum pulchellum/

57. Erysimum sylvestre/

58. Eutrema wasabi/

59. Fibigia clypata/

60. Hesperis matronalis/

61. Iberis coronaria/

62. Lepidium campestre/

63. Lepidium virginicum/

64. Lobularia maritima/

65. Lunaria annua/

66. Matthiola incana/

67. Neslia paniculata/

68. Raphanus /

69. Raphanus raphanistrum/

70. Raphanus sativus/

71. Rorippa amphibia/

72. Rorippa nasturtium-aquaticum/

73. Rorippa sylvestris/

74. Sinapis alba/

75. Sinapis arvensis/

76. Sisymbrium irio/

77. Sisymbrium loeselii/

78. Sisymbrium officinale/

79. Thlaspi arvense/

#2411. <Experimental host range> insusceptible Cucurbitaceae/

1. Benincasa hispida/

2. Bryonia cretica/

3. Bryonia dioica/

4. Bryonopsis laciniosa/

5. Citrullus colocynthis/

6. Citrullus lanatus/

7. Citrullus lanatus var. lanatus/

8. Citrullus vulgaris/

9. Citrullus vulgaris var. fistulosis/

10. Coccinea grandis/

11. Cucumis melo /

12. Cucumis melo var. cantalupensis/

13. Cucumis melo var. momordica/

14. Cucumis metuliferus/

15. Cucumis sativus/

16. Cucurbita maxima/

17. Cucurbita maxima x C. moschata/

18. Cucurbita moschata/

19. Cucurbita okeechobeensis/

20. Cucurbita pepo/

21. Ecballium elaterium/

22. Echinocystis /

23. Lagenaria cineraria/

24. Lagenaria cylindrica/

25. Lagenaria leucantha/

26. Lagenaria siceraria/

27. Luffa acutangula/

28. Luffa cylindrica/

29. Marah macrocarpus/

30. Marah oreganus/

31. Melothria liukiuensis/

32. Melothria pendula/

33. Momordica balsamina/

34. Momordica charantia/

35. Telfairia occidentalis/

36. Trichosanthes anguina/

37. Trichosanthes rostrata/

#2412. <Experimental host range> insusceptible Cupressaceae/

1. Chamaecyparis lawsoniana/

#2413. <Experimental host range> insusceptible Cycadaceae/

1. Cycas revoluta/

#2414. <Experimental host range> insusceptible Cyperaceae/

1. Cyperus brevifolius/

2. Cyperus difformis/

3. Cyperus rotundus/

4. Fimbristylis miliacea/

5. Rhynchosia minima/

#2415. <Experimental host range> insusceptible Cypripediaceae/

1. Cypripedium calceolus/

Name starting with D, E, F

#2416. <Experimental host range> insusceptible Dioscoreaceae/

1. Dioscorea alata/

2. Dioscorea batatas/

3. Dioscorea batatas f. typica/

4. Dioscorea bulbifera/

5. Dioscorea cayenensis/

6. Dioscorea composita/

7. Dioscorea dumetorum/

8. Dioscorea floribunda/

9. Dioscorea praehensilis/

10. Dioscorea preussii/

11. Dioscorea rotundata/

12. Dioscorea trifida/

13. Tamus communis/

#2417. <Experimental host range> insusceptible Dipsacaceae/

1. Dipsacus fullonum/

2. Dipsacus fullonum ssp. sylvestris/

3. Scabiosa atropurpurea/

4. Scabiosa columbaria/

#2418. <Experimental host range> insusceptible Ericaceae/

1. Kalmia latifolia/

2. Rhododendron /

3. Vaccinium angustifolium/

4. Vaccinium corymbosum/

5. Vaccinium formosum /

6. Vaccinium macrocarpon/

#2419. <Experimental host range> insusceptible Euphorbiaceae/

1. Cnidoscolus acontifolius/

2. Codiaeum variegatum/

3. Croton bonplandianus/

4. Croton lobatus/

5. Euphorbia cyathophora/

6. Euphorbia fulgens/

7. Euphorbia heterophylla/

8. Euphorbia loricata/

9. Euphorbia marginata/

10. Euphorbia milii /

11. Euphorbia milii x E. lophogona/

12. Euphorbia peplus/

13. Euphorbia pulcherrima/

14. Jatropha gossypiifolia/

15. Jatropha multifida/

16. Jatropha podagrica/

17. Manihot /

18. Manihot esculenta/

19. Manihot glaziovii/

20. Phyllanthus debilis/

21. Ricinus communis/

#2420. <Experimental host range> insusceptible Fagaceae/

1. Quercus marilandica/

2. Quercus velutina/

#2421. <Experimental host range> insusceptible Fumariaceae/

1. Fumaria officinalis/

Name starting with G, H

#2422. <Experimental host range> insusceptible Gentianaceae/

1. Eustoma grandiflorum/

2. Eustoma russellianum/

3. Gentiana sino-ornata/

#2423. <Experimental host range> insusceptible Geraniaceae/

1. Erodium botrys/

2. Erodium cicutarium/

3. Erodium moschatum/

4. Geranium dissectum/

5. Geranium pratense/

6. Geranium robertianum/

7. Pelargonium peltatum/

8. Pelargonium x domesticum/

9. Pelargonium x hortorum/

10. Pelargonium zonale/

#2424. <Experimental host range> insusceptible Gesneriaceae/

1. Saintpaulia ionantha/

2. Sinningia speciosa/

3. Smithiantha /

4. Streptocarpus kewensis/

#2425. <Experimental host range> insusceptible Grossulariaceae/

1. Ribes nigrum /

2. Ribes rubrum/

#2426. <Experimental host range> insusceptible Guttiferae/

1. Hypericum perforatum/

#2427. <Experimental host range> insusceptible Hippocastanaceae/

1. Aesculus carnea/

#2428. <Experimental host range> insusceptible Hyacinthaceae/

1. Hyacinthus orientalis/

2. Lachenalia /

3. Ornithogalum thyrsoides/

#2429. <Experimental host range> insusceptible Hydrangeaceae/

1. Hydrangea macrophylla/

#2430. <Experimental host range> insusceptible Hydrophyllaceae/

1. Phacelia campanularia/

Name starting with I, J

#2431. <Experimental host range> insusceptible Iridaceae/

1. Belamcanda chinensis/

2. Crocus vernus/

3. Freesia refracta/

4. Gladiolus /

5. Iris danfordiae/

6. Iris fulva/

7. Iris fulva x I. brevicaulis/

8. Iris germanica/

9. Iris kaempferi/

10. Iris laevigata/

11. Iris pumila/

12. Iris reticulata /

13. Iris sanguinea/

14. Iris sibirica/

15. Iris spuria/

16. Iris tingitana x I. xiphium/

17. Iris x hollandica/

18. Iris xiphium/

19. Iris xiphoides/

20. Neomarica gracilis/

#2432. <Experimental host range> insusceptible Juglandaceae/

1. Juglans regia/

#2433. <Experimental host range> insusceptible Labiatae <or Lamiaceae>/

1. Ajuga reptans/

2. Ballota nigra/

3. Coleus blumei/

4. Glechoma hederacea/

5. Lamium album/

6. Lamium amplexicaule/

7. Lamium maculatum/

8. Lamium purpureum/

9. Marrubium peregrinum/

10. Marrubium vulgare/

11. Mentha arvensis/

12. Nepeta cataria/

13. Ocimum basilicum/

14. Perilla frutescens/

15. Pogostemon patchouli/

16. Salvia splendens/

17. Thymus x citriodorus/

#2434. <Experimental host range> insusceptible Lauraceae/

1. Persea americana/

#2435. <Experimental host range> insusceptible Leguminosae-Caesalpinioideae/

1. Bauhinia purpurea/

2. Cassia artemisioides/

3. Cassia bicapsularis/

4. Cassia coluteoides/

5. Cassia corymbosa/

6. Cassia hirsuta/

7. Cassia hoffmanseggi/

8. Cassia leptocarpa/

9. Cassia macranthera/

10. Cassia obtusifolia/

11. Cassia occidentalis/

12. Cassia pleurocarpa/

13. Cassia sylvestris/

14. Cassia tora /

#2436. <Experimental host range> insusceptible Leguminosae-Mimosoideae/

1. Albizzia julibrissin/

2. Mimosa pudica/

3. Mimosa sensitiva/

4. Prosopis farcta/

#2437. <Experimental host range> insusceptible Leguminosae-Papilionoideae/

1. Abrus precatorius/

2. Anagyris foetida/

3. Arachis hypogaea/

4. Arachis pintoi/

5. Astragalus glycyphyllos/

6. Astragalus sinicus/

7. Cajanus cajan/

8. Calopogonium mucunoides/

9. Canavalia ensiformis/

10. Canavalia ensiformis x C. virosa/

11. Canavalia gladiata/

12. Canavalia maritima/

13. Canavalia obtusifolia/

14. Canavalia occidentalis/

15. Canavalia virosa/

16. Castanospermum/

17. Castanospermum australe/

18. Centrosema pubescens/

19. Cicer arietinum/

20. Clitoria ternatea/

21. Coronilla varia/

22. Crotalaria anagyroides/

23. Crotalaria goreensis/

24. Crotalaria intermedia /

25. Crotalaria juncea/

26. Crotalaria medicaginea/

27. Crotalaria mucronata/

28. Crotalaria paulina/

29. Crotalaria retusa/

30. Crotalaria spectabilis/

31. Cyamopsis tetragonoloba/

32. Desmodium canescens/

33. Desmodium canum/

34. Desmodium distortum/

35. Desmodium intortu/

36. Desmodium laevigatum/

37. Desmodium paniculatum/

38. Desmodium scorpiurus/

39. Desmodium tortuosum/

40. Desmodium triflorum/

41. Genista hispanica/

42. Glycine clandestina/

43. Glycine max/

44. Glycine soja/

45. Glycine tabacina/

46. Glycine tomentella/

47. Glycine wightii/

48. Indigofera australis/

49. Indigofera hirsuta/

50. Kennedya rubicunda/

51. Lablab purpureus/

52. Laburnum anagyroides/

53. Lathyrus odoratus/

54. Lens culinaris/

55. Lespedeza stipulacea/

56. Lespedeza striata/

57. Lotus corniculatus/

58. Lupinus albus/

59. Lupinus angustifolius/

60. Lupinus cosentinii/

61. Lupinus hartwegii/

62. Lupinus hirsutus/

63. Lupinus luteus/

64. Lupinus mutabilis/

65. Lupinus polyphyllus/

66. Lupinus polyphyllus x L. arboreus/

67. Macroptilium atropurpureum/

68. Macroptilium lathyroides/

69. Macrotyloma uniflorum/

70. Medicago alba/

71. Medicago arabica/

72. Medicago hispida/

73. Medicago hispida var. denticulata/

74. Medicago lupulina/

75. Medicago minima/

76. Medicago orbicularis/

77. Medicago polymorpha/

78. Medicago sativa/

79. Medicago scutellata/

80. Melilotus albus/

81. Melilotus indicus/

82. Melilotus officinalis/

83. Mucuna aterrima/

84. Mucuna deeringianum/

85. Onobrychis biebersteinii/

86. Onobrychis viciifolia/

87. Ononis repens/

88. Pachyrhizus erosus/

89. Transcription phaseolus acutifolius/

90. Transcription phaseolus arborigenus/

91. Transcription phaseolus coccineus/

92. Transcription phaseolus longipedunculatus/

93. Transcription phaseolus lunatus/

94. Transcription phaseolus tuberosus/

95. Transcription phaseolus vulgaris/

96. Pisum arvense/

97. Pisum sativum/

98. Psophocarpus tetragonolobus/

99. Pueraria lobata /

100. Robinia pseudoacacia/

101. Sesbania exaltata/

102. Strophostyles helvula/

103. Stylosanthes /

104. Tephrosia noctiflora/

105. Tephrosia purpurea/

106. Tephrosia villosa/

107. Tephrosia vogelii/

108. Teramnus uncinatus/

109. Trifolium alexandrinum/

110. Trifolium cernuum /

111. Trifolium dubium/

112. Trifolium glomeratum/

113. Trifolium hybridum/

114. Trifolium incarnatum/

115. Trifolium pannonicum/

116. Trifolium pratense/

117. Trifolium repens /

118. Trifolium subterraneum/

119. Trifolium vesiculosum/

120. Trigonella caerulea/

121. Trigonella foenum-graecum/

122. Trigonella procumbens/

123. Vicia articulata/

124. Vicia faba/

125. Vicia palaestina/

126. Vicia sativa/

127. Vicia villosa/

128. Vigna aconitifolia/

129. Vigna angularis/

130. Vigna mungo/

131. Vigna radiata/

132. Vigna sesquipedalis/

133. Vigna subterranea/

134. Vigna unguiculata/

135. Vigna unguiculata ssp. cylindrica/

136. Vigna unguiculata ssp. dekindtiana var. dekindtiana/

137. Vigna unguiculata ssp. sesquipedalis/

138. Vigna unguiculata ssp. unguiculata/

139. Wisteria floribunda/

140. Wisteria sinensis/

#2438. <Experimental host range> insusceptible Liliaceae/

1. Fritillaria pudica/

2. Lilium elegans/

3. Lilium formosanum/

4. Lilium longiflorum/

5. Tulipa gesneriana/

6. Tulipa gesneriana cultivars/

7. Tulipa hybrids/

#2439. <Experimental host range> insusceptible Linaceae/

1. Linum grandiflorum/

2. Linum usitatissimum/

#2440. <Experimental host range> insusceptible Lythraceae/

1. Lythrum salicaria/

Name starting with M, N

#2441. <Experimental host range> insusceptible Malvaceae/

1. Abelmoschus esculentus/

2. Abelmoschus manihot/

3. Abutilon hirtum/

4. Abutilon indicum /

5. Abutilon theophrasti/

6. Althaea officinalis/

7. Althaea rosea/

8. Althaea sinensis/

9. Anoda cristata/

10. Anoda dillerriana/

11. Anoda lavateroides/

12. Gossypium barbadense/

13. Gossypium herbaceum/

14. Gossypium hirsutum/

15. Hibiscus cannabinus/

16. Hibiscus rosa-sinensis/

17. Hibiscus sabdariffa/

18. Hibiscus trionum/

19. Kitaibelia vitifolia/

20. Lavatera ambigua/

21. Lavatera arborea/

22. Lavatera assurgentiflora/

23. Lavatera cretica/

24. Lavatera trimestris/

25. Malva alcea /

26. Malva crispa/

27. Malva meluca/

28. Malva moschata/

29. Malva neglecta/

30. Malva nicaensis/

31. Malva parviflora/

32. Malva rotundifolia/

33. Malva sylvestris/

34. Malva verticillata/

35. Malvastrum capense/

36. Malvastrum coromandelianum/

37. Napaea dioica/

38. Sida acuta/

39. Sida alba/

40. Sida linifolia/

41. Sida micrantha/

42. Sida napaeae/

43. Sida rhombifolia/

44. Sida rhomboidea/

45. Sidalcea malvaefolia/

46. Urena lobata /

47. Urocarpidium peruvianum/

#2442. <Experimental host range> insusceptible Martyniaceae/

1. Proboscidea jussieu/

#2443. <Experimental host range> insusceptible Melanthiaceae/

1. Zigadenus fremontii/

#2444. <Experimental host range> insusceptible Moraceae/

1. Ficus carica/

2. Maclura pomifera /

3. Morus alba/

#2445. <Experimental host range> insusceptible Musaceae/

1. Musa acuminata/

2. Musa balbisiana/

3. Musa sapientum/

#2446. <Experimental host range> insusceptible Myrtaceae/

1. Eucalyptus cloeziana/

2. Eucalyptus marginata/

#2447. <Experimental host range> insusceptible Nandinaceae/

1. Nandina domestica/

#2448. <Experimental host range> insusceptible Nelumbonaceae/

1. Nelumbo nucifera/

#2449. <Experimental host range> insusceptible Nolanaceae/

1. Nolana prostrata/

#2450. <Experimental host range> insusceptible Nyctaginaceae/

1. Mirabilis jalapa/

2. Mirabilis nyctaginea /

Name starting with O

#2451. <Experimental host range> insusceptible Oleaceae/

1. Forsythia x intermedia/

2. Fraxinus excelsior/

3. Jasminum officinale/

4. Ligustrum vulgare/

5. Olea europaea/

6. Syringa oblata var. affinis/

7. Syringa vulgaris/

#2452. <Experimental host range> insusceptible Onagraceae/

1. Clarkia amoena/

2. Clarkia pulchella/

3. Epilobium montanum/

4. Fuchsia speciosa x F. hybrida/

5. Oenothera biennis/

#2453. <Experimental host range> insusceptible Orchidaceae/

1. Calanthe /

2. Cattleya /

3. Coelogyne /

4. Cymbidium /

5. Cymbidium alexanderi /

6. Dendrobium nobile/

7. Dendrobium phalaenopsis/

8. Epidendrum /

9. Habenaria radiata/

10. Laelia /

11. Laeliocattleya/

12. Miltonia /

13. Odontoglossum grande/

14. Oncidium /

15. Paphiopedilum /

16. Pecteilis /

17. Phalaenopsis /

18. Renanthera /

19. Vanda /

20. Vanilla fragrans/

21. Vanilla pompona/

22. Vanilla tahitensis/

23. Zygopetalum /

#2454. <Experimental host range> insusceptible Oxalidaceae/

1. Oxalis barrelieri/

2. Oxalis corniculata/

3. Oxalis regnellii/

4. Oxalis tuberosa/

Name starting with P

#2455. <Experimental host range> insusceptible Palmae/

1. Chrysalidocarpus lutescens/

2. Cocos nucifera/

3. Washingtonia robusta/

#2456. <Experimental host range> insusceptible Papaveraceae/

1. Papaver nudicaule/

2. Papaver rhoeas/

3. Papaver somniferum/

#2457. <Experimental host range> insusceptible Passifloraceae/

1. Adenia lobata/

2. Passiflora alata/

3. Passiflora aurantia/

4. Passiflora caerulea/

5. Passiflora edulis/

6. Passiflora edulis f. flavicarpa/

7. Passiflora foetida/

8. Passiflora gibertii/

9. Passiflora gracilis/

10. Passiflora maliformis/

11. Passiflora mollissima/

12. Passiflora quadrangularis/

13. Passiflora serrato-digitata/

14. Passiflora suberosa/

15. Passiflora subpeltata/

#2458. <Experimental host range> insusceptible Pedaliaceae/

1. Sesamum indicum/

#2459. <Experimental host range> insusceptible Philadelphaceae/

1. Philadelphus /

#2460. <Experimental host range> insusceptible Phytolaccaceae/

1. Phytolacca americana/

#2461. <Experimental host range> insusceptible Pittosporaceae/

1. Pittosporum tobira/

#2462. <Experimental host range> insusceptible Plantaginaceae/

1. Plantago asiatica/

2. Plantago lanceolata/

3. Plantago major/

4. Plantago maritima/

5. Plantago rugelii/

6. Plantago virginica/

#2463. <Experimental host range> insusceptible Plumbaginaceae/

1. Armeria vulgaris/

2. Ceratostigma plumbaginoides/

3. Limonium latifolium/

4. Limonium sinuatum/

5. Plumbago capensis/

#2464. <Experimental host range> insusceptible Poaceae/

1. Aegilops cylindrica/

2. Aegilops kotschyi/

3. Aegilops searsii/

4. Aegilops speltoides/

5. Aegilops triaristata/

6. Aegilops triuncialis/

7. Aegilops umbellulata/

8. Aeglopsis chevalieri/

9. Agropyron cristatum/

10. Agropyron sibiricum/

11. Agrostis alba/

12. Agrostis canina/

13. Agrostis gigantea/

14. Agrostis palustris/

15. Agrostis puchella/

16. Agrostis stolonifera/

17. Agrostis tenuis/

18. Alopecurus aequalis/

19. Alopecurus geniculatus/

20. Alopecurus japonicus/

21. Alopecurus myosuroides/

22. Alopecurus pratensis/

23. Andropogon gerardi/

24. Andropogon hallii/

25. Andropogon sorghum/

26. Anthoxanthum aristatum/

27. Anthoxanthum odoratum/

28. Apera spica-venti/

29. Arrhenatherum elatius/

30. Arundinaria amabilis/

31. Arundo donax/

32. Avena byzantina/

33. Avena fatua/

34. Avena sativa/

35. Avena strigosa/

36. Axonopus compressus/

37. Bambusa beecheyana/

38. Bambusa edulis/

39. Bambusa multiplex/

40. Bambusa oldhamii/

41. Bambusa vulgaris/

42. Beckmannia syzigachne/

43. Bothriochloa alta/

44. Bothriochloa barbinodis/

45. Bouteloua gracilis/

46. Bouteloua hirsuta/

47. Brachiaria eruciformis/

48. Brachiaria miliiformis/

49. Brachiaria mutica/

50. Brachiaria ramosa/

51. Brachiaria reptens/

52. Briza /

53. Bromus aleutensis/

54. Bromus arvensis/

55. Bromus carinatus/

56. Bromus catharticus/

57. Bromus commutatus/

58. Bromus erectus/

59. Bromus inermis/

60. Bromus macrostachys/

61. Bromus mollis/

62. Bromus racemosus/

63. Bromus rigidus/

64. Bromus secalinus/

65. Bromus sterilis/

66. Bromus tectorum/

67. Bromus uniloides/

68. Calamagrostis canadensis/

69. Calamagrostis epigejos/

70. Cenchrus argentina/

71. Cenchrus canterai/

72. Cenchrus ciliaris/

73. Cenchrus cucullata/

74. Cenchrus distichophylla/

75. Cenchrus echinatus/

76. Cenchrus gayana/

77. Cenchrus radiata/

78. Cenchrus submutica/

79. Cenchrus virgata/

80. Chloris gayana/

81. Chloris virgata/

82. Coix lacryma-jobi/

83. Cortaderia selloana/

84. Cymbopogon distans/

85. Cymbopogon schoenanthus/

86. Cynodon dactylon/

87. Cynosurus cristatus/

88. Dactylis glomerata/

89. Dactyloctenium aegyptium/

90. Dactyloctenium gigantea/

91. Dendrocalamus latiflorus/

92. Digitaria abyssinica/

93. Digitaria adscendens/

94. Digitaria ciliaris/

95. Digitaria decumbens/

96. Digitaria didactyla /

97. Digitaria enantha/

98. Digitaria horizontalis/

99. Digitaria longiflora/

100. Digitaria marginata/

101. Digitaria milanjiana/

102. Digitaria pentzii/

103. Digitaria sanguinalis/

104. Digitaria setigera/

105. Digitaria setivalvola/

106. Digitaria ternata /

107. Digitaria valida/

108. Digitaria velutina/

109. Digitaria violascens /

110. Dinebra retroflexa/

111. Diplachne fusca/

112. Echinochloa colona/

113. Echinochloa crus-galli/

114. Echinochloa crus-galli var. formosensis/

115. Echinochloa crus-galli var. oryzicola/

116. Echinochloa polystachya/

117. Eleusine africana/

118. Eleusine coracana/

119. Eleusine indica/

120. Elymus canadensis/

121. Elymus junceus/

122. Elymus trachycaulus/

123. Elymus tsukushiensis var. transiens/

124. Elymus virginicus/

125. Elytrigia intermedia/

126. Elytrigia repens/

127. Eragrostis abyssinica/

128. Eragrostis aspera/

129. Eragrostis cilianensis/

130. Eragrostis ciliaris/

131. Eragrostis curvula/

132. Eragrostis multicaulis/

133. Eragrostis multiflorum/

134. Eragrostis pilosa/

135. Eragrostis poaeoides/

136. Eragrostis tenella/

137. Eragrostis valida/

138. Eremochloa ophiuroides/

139. Eremopyrum hirsutum/

140. Euchlaena mexicana/

141. Euchlaena perennis/

142. Festuca arundinacea/

143. Festuca elatior/

144. Festuca gigantea/

145. Festuca ovina/

146. Festuca pratensis/

147. Festuca rubra/

148. Glyceria fluitans/

149. Heteropogon contortus/

150. Holcus lanatus/

151. Holcus mollis/

152. Hordeum jubatum/

153. Hordeum murinum/

154. Hordeum sativum/

155. Hordeum vulgare/

156. Hyparrhenia rufa/

157. Imperata arundinacea/

158. Imperata cylindrica/

159. Imperata cylindrica var. major/

160. Isachne globosa/

161. Ixophorus unisetus/

162. Lagurus ovatus/

163. Lamarckia aurea/

164. Leersia hexandra/

165. Leersia japonica/

166. Leptochloa filiformis/

167. Leptochloa virgata/

168. Lolium multiflorum/

169. Lolium multiflorum x L. perenne/

170. Lolium perenne/

171. Lolium persicum/

172. Lolium remotum/

173. Lolium subulatum/

174. Lolium temulentum/

175. Lolium vulgare/

176. Lophopyrum elongatum/

177. Microlaena stipoides/

178. Miscanthus sacchariflorus/

179. Muhlenbergia schreberi/

180. Oplismenus compositus/

181. Oryza australiensis/

182. Oryza barthii/

183. Oryza cubensis/

184. Oryza glaberrima/

185. Oryza latifolia/

186. Oryza longistaminata/

187. Oryza nivara/

188. Oryza perennis/

189. Oryza punctata/

190. Oryza sativa/

191. Oryza sativa var. japonica/

192. Oryzopsis miliacea/

193. Panicum bergii/

194. Panicum bisulcatum/

195. Panicum capillare/

196. Panicum coloratum/

197. Panicum coloratum var. Makarikari /

198. Panicum dichotomiflorum/

199. Panicum hallii/

200. Panicum maximum/

201. Panicum miliaceum/

202. Panicum texanum/

203. Panicum virgatum/

204. Paspalum almum/

205. Paspalum conjugatum/

206. Paspalum dilatatum/

207. Paspalum membranaceum/

208. Paspalum notatum/

209. Paspalum orbiculare/

210. Paspalum scrobiculatum/

211. Paspalum thumbergii/

212. Paspalum urvillei/

213. Pennisetum alopecuroides/

214. Pennisetum americanum/

215. Pennisetum clandestinum/

216. Pennisetum glaucum/

217. Pennisetum macrorum/

218. Pennisetum pedicellatum/

219. Pennisetum purpureum/

220. Pennisetum typhoides/

221. Phalaris arundinacea/

222. Phalaris canariensis/

223. Phalaris paradoxa/

224. Phalaris tuberosa/

225. Phleum arenarium/

226. Phleum paniculatum/

227. Phleum pratense/

228. Phragmites australis/

229. Phyllostachys nigra/

230. Pleioblastus chino/

231. Poa annua/

232. Poa canadensis/

233. Poa compressa/

234. Poa palustris/

235. Poa pratensis/

236. Poa trivialis /

237. Polypogon fugax/

238. Rottboellia cochinchinensis/

239. Rottboellia exaltata/

240. Saccharum officinarum/

241. Sacciolepis indica/

242. Schedonnardus paniculatus/

243. Schizachrium scoparium/

244. Secale cereale/

245. Setaria adhaerans/

246. Setaria chevalieri/

247. Setaria faberi/

248. Setaria halepense/

249. Setaria homonyma/

250. Setaria italica/

251. Setaria lutescens/

252. Setaria macrostachya/

253. Setaria nigrirostris/

254. Setaria pallidifusca/

255. Setaria sphacelata/

256. Setaria verticillata/

257. Setaria viridis/

258. Setaria vulpiseta/

259. Sorghastrum nutans/

260. Sorghum arundinaceum/

261. Sorghum bicolor/

262. Sorghum halepense/

263. Sorghum laxiflorum/

264. Sorghum macrospermum/

265. Sorghum miliaceum/

266. Sorghum propinguum/

267. Sorghum stipoideum/

268. Sorghum sudanense/

269. Sorghum verticilliflorum/

270. Sorghum vulgare/

271. Sorghum vulgare var. sudanense/

272. Sorghum genotypes ???/

273. Sorghum x almum/

274. Spartina alternifolia/

275. Spartina anglica/

276. Spartina glabra/

277. Spartina maritima/

278. Spartina townsendii/

279. Sporobolus elongatus/

280. Stenotaphrum secundatum/

281. Stipa bromoides/

282. Trichachne californica/

283. Trichloris crinita/

284. Trichloris pluriflora/

285. Tripsacum dactyloides/

286. Trisetum /

287. Triticum aestivum/

288. Triticum compactum/

289. Triticum dicoccum/

290. Triticum durum/

291. Triticum sativum /

292. Triticum vulgare/

293. Urochloa helopus/

294. Urochloa panicoides/

295. Urochloa trichopus/

296. Vaseyochloa multinervosa/

297. Vulpia /

298. x Triticosecale/

299. Zea diploperennis/

300. Zea mays/

301. Zea mays ssp. mays/

302. Zea mays ssp. mexicana/

303. Zea perennis/

304. Zoysia /

#2465. <Experimental host range> insusceptible Polemoniaceae/

1. Leptosiphon /

2. Phlox drummondii/

#2466. <Experimental host range> insusceptible Polygonaceae/

1. Fagopyrum esculentum/

2. Polygonum aviculare/

3. Polygonum equisetiforme/

4. Polygonum persicaria/

5. Rheum rhaponticum/

6. Rumex acetosa/

7. Rumex conglomeratus/

8. Rumex crispus/

9. Rumex obtusifolius/

10. Rumex patientia/

11. Rumex pulcher/

#2467. <Experimental host range> insusceptible Polypodiaceae/

1. Polypodium vulgare /

#2468. <Experimental host range> insusceptible Pontederiaceae/

1. Monochoria vaginalis/

#2469. <Experimental host range> insusceptible Portulacaceae/

1. Calandrinia caulescens/

2. Calandrinia grandiflora/

3. Claytonia virginica/

4. Montia perfoliata/

5. Portulaca grandiflora/

6. Portulaca oleracea/

#2470. <Experimental host range> insusceptible Primulaceae/

1. Anagallis arvensis/

2. Primula malacoides/

3. Primula obconica /

4. Primula sinensis/

5. Samolus parviflorus/

#2471. <Experimental host range> insusceptible Pteridaceae/

1. Pteris 'Childsii'/

2. Pteris cretica var. albo-lineata/

Name starting with R

#2472. <Experimental host range> insusceptible Ranunculaceae/

1. Anemone coronaria/

2. Aquilegia /

3. Aquilegia coerulea/

4. Clematis occidentalis/

5. Clematis vitalba/

6. Consolida ajacis/

7. Delphinium elatum/

8. Delphinium grandiflorum/

9. Delphinium hybridum /

10. Helleborus niger/

11. Ranunculus arvensis/

12. Ranunculus asiaticus/

13. Ranunculus ficaria/

14. Ranunculus repens/

15. Ranunculus sardous/

16. Thalictrum dipterocarpum/

#2473. <Experimental host range> insusceptible Resedaceae/

1. Astrocarpa sesmoides/

2. Ochradenus baccatus/

3. Reseda alba/

4. Reseda odorata/

#2474. <Experimental host range> insusceptible Rosaceae/

1. Crataegus /

2. Crataegus monogyna/

3. Cydonia oblonga/

4. Duchesnea indica/

5. Fragaria chiloensis/

6. Fragaria ovalis/

7. Fragaria vesca/

8. Fragaria vesca var. semperflorens/

9. Fragaria virginiana /

10. Fragaria x ananassa/

11. Geum chiloense/

12. Malus domestica/

13. Malus platycarpa/

14. Malus pumila/

15. Malus sieboldii/

16. Malus sieboldii var. arborescens/

17. Malus sylvestris/

18. Potentilla adscherica/

19. Potentilla canadensis/

20. Potentilla sterilis/

21. Prunus americana x P. salicina/

22. Prunus armeniaca/

23. Prunus avium/

24. Prunus cerasifera/

25. Prunus cerasus /

26. Prunus domestica/

27. Prunus glandulosa/

28. Prunus insititia/

29. Prunus japonica/

30. Prunus mahaleb/

31. Prunus maritima/

32. Prunus persica/

33. Prunus salicina /

34. Prunus serrulata/

35. Prunus sibirica /

36. Prunus spinosa/

37. Prunus tomentosa/

38. Pyronia veitchii/

39. Pyrus communis/

40. Rosa setigera/

41. Rubus albescens/

42. Rubus fruticosus/

43. Rubus henryi /

44. Rubus idaeus/

45. Rubus lasiocarpus/

46. Rubus loganobaccus/

47. Rubus macraei/

48. Rubus occidentalis/

49. Rubus parviflorus /

50. Rubus phoenicolasius /

51. Rubus procerus/

52. Rubus rigidus/

53. Rubus rosifolius /

54. Rubus strigosus/

55. Rubus ursinus /

56. Rubus x neglectus/

57. Sanguisorba minor/

58. Sorbus domestica/

59. Sorbus mitchelli/

#2475. <Experimental host range> insusceptible Rubiaceae/

1. Asperula odorata/

2. Borreria intricans/

3. Coffea arabica/

4. Diodia teres/

5. Diodia virginiana/

6. Genipa americana/

7. Hamelia patens/

8. Manetia cordifolia/

Name starting with S

#2476. <Experimental host range> insusceptible Rutaceae/

1. Aeglopsis chevalieri/

2. Afraegle paniculata/

3. Citrus aurantifolia/

4. Citrus aurantium/

5. Citrus excelsa/

6. Citrus limon/

7. Citrus medica/

8. Citrus paradisi/

9. Citrus reticulata/

10. Citrus sinensis/

11. Citrus sinensis x Poncirus trifoliata/

12. Citrus unshiu/

13. Pamburus missionis/

14. Poncirus trifoliata /

15. Poncirus trifoliata x Citrus paradisi/

16. Ptelea trifoliata/

#2477. <Experimental host range> insusceptible Salicaceae/

1. Populus balsamifera/

2. Populus candicans/

3. Populus deltoides ssp. angulata/

4. Populus deltoides ssp. monilifera/

5. Populus deltoides ssp. missouriensis/

6. Populus grandidenta/

7. Populus maximowiczii/

8. Populus nigra/

9. Populus tremuloides/

10. Populus trichocarpa/

11. Populus x canadensis/

12. Populus x interamericana/

#2478. <Experimental host range> insusceptible Sambucaceae/

1. Sambucus canadensis/

2. Sambucus nigra/

3. Sambucus racemosa/

#2479. <Experimental host range> insusceptible Sapindaceae/

1. Dodonaea viscosa/

#2480. <Experimental host range> insusceptible Sarraceniaceae/

1. Sarracenia purpurea/

#2481. <Experimental host range> insusceptible Saxifragaceae/

1. Astilbe/

2. Saxifraga cordifolia/

3. Tolmiea menziesii/

#2482. <Experimental host range> insusceptible Scrophulariaceae/

1. Alonsoa warscewiczii/

2. Antirrhinum majus/

3. Digitalis lanata/

4. Digitalis purpurea/

5. Mimulus luteus/

6. Rehmannia /

7. Scrophularia californica/

8. Scrophularia nodosa/

9. Torenia fournieri/

10. Veronica chamaedrys/

#2483. <Experimental host range> insusceptible Sinopteridaceae/

1. Pellaea falcata/

#2484. <Experimental host range> insusceptible Solanaceae/

1. Atropa belladonna/

2. Browallia speciosa/

3. Capsicum annuum/

4. Capsicum baccatum/

5. Capsicum baccatum var. pendulum/

6. Capsicum cardenasii/

7. Capsicum chacoense/

8. Capsicum chinense/

9. Capsicum eximium/

10. Capsicum frutescens/

11. Capsicum frutescens var. grossum/

12. Capsicum microcarpum/

13. Capsicum pendulum/

14. Capsicum praetermissum/

15. Capsicum pubescens/

16. Capsicum sinensis/

17. Cestrum parqui/

18. Cyphomandra betacea/

19. Datura alba/

20. Datura bernhardii/

21. Datura candida /

22. Datura ferox/

23. Datura inermis/

24. Datura innoxia /

25. Datura metel /

26. Datura meteloides/

27. Datura sanguinea/

28. Datura stramonium/

29. Datura tatula /

30. Hyoscyamus desertorum/

31. Hyoscyamus niger/

32. Lycium barbarum/

33. Lycium chinense /

34. Lycopersicon chilense/

35. Lycopersicon esculentum/

36. Lycopersicon hirsutum/

37. Lycopersicon peruvianum/

38. Lycopersicon pimpinellifolium/

39. Nicandra physalodes/

40. Nicotiana acuminata/

41. Nicotiana affinis/

42. Nicotiana alata /

43. Nicotiana benthamiana/

44. Nicotiana bigelovii/

45. Nicotiana cavicola/

46. Nicotiana clevelandii /

47. Nicotiana debneyi/

48. Nicotiana forgetiana/

49. Nicotiana glauca/

50. Nicotiana glutinosa/

51. Nicotiana glutinosa x N. clevelandii/

52. Nicotiana hesperis/

53. Nicotiana hybrida/

54. Nicotiana knightiana/

55. Nicotiana langsdorffii /

56. Nicotiana longiflora/

57. Nicotiana megalosiphon/

58. Nicotiana occidentalis/

59. Nicotiana occidentalis ssp. obliqua/

60. Nicotiana palmeri /

61. Nicotiana paniculata/

62. Nicotiana pavicola/

63. Nicotiana physalodes/

64. Nicotiana plumbaginafolia/

65. Nicotiana repanda/

66. Nicotiana rustica/

67. Nicotiana sylvestris/

68. Nicotiana tabacum /

69. Nicotiana velutina/

70. Nicotiana x edwardsonii/

71. Petunia alba/

72. Petunia axillaris/

73. Petunia violacea/

74. Petunia x hybrida/

75. Physalis aequata/

76. Physalis alkekengi/

77. Physalis angulata/

78. Physalis floridana/

79. Physalis franchetii/

80. Physalis heterophylla/

81. Physalis ixocarpa /

82. Physalis minima/

83. Physalis peruviana/

84. Physalis subglabrata/

85. Physalis viscosa/

86. Physalis wrightii/

87. Salpiglossis sinuata/

88. Schizanthus pinnatus/

89. Solanum acaule/

90. Solanum basendopogon/

91. Solanum basendopogon f. obtusum/

92. Solanum berthaultii/

93. Solanum brachycarpum/

94. Solanum capsicastrum/

95. Solanum carolinense/

96. Solanum chacoense/

97. Solanum chancayense/

98. Solanum commersonii/

99. Solanum demissum/

100. Solanum demissum x S. tuberosum/

101. Solanum dulcamara/

102. Solanum giganteum/

103. Solanum goniocalyx/

104. Solanum incanum/

105. Solanum integrifolium/

106. Solanum jasminoides/

107. Solanum luteum/

108. Solanum megistacrolobum/

109. Solanum melongena/

110. Solanum microdontum/

111. Solanum mochiquense/

112. Solanum muricatum/

113. Solanum nigrum/

114. Solanum nitidibaccatum/

115. Solanum nodiflorum/

116. Solanum pennellii/

117. Solanum pseudocapsicastrum /

118. Solanum quercifolium/

119. Solanum raphanifolium/

120. Solanum rostratum/

121. Solanum seaforthianum/

122. Solanum sodomaeum /

123. Solanum spegazzinii /

124. Solanum stoloniferum/

125. Solanum tuberosum/

126. Solanum tuberosum ssp. andigena/

127. Solanum tuberosum ssp. andigena x S. tuberosum ssp. tuberosum/

128. Solanum tuberosum ssp. tuberosum/

129. Solanum vernei/

130. Solanum villosum/

131. Solanum xanthocarpum/

132. Withania somnifera/

#2485. <Experimental host range> insusceptible Sterculiaceae/

1. Cola chlamydantha/

2. Cola gigantea /

3. Cola gigantea var. glabrescens/

4. Sterculia tragacantha/

5. Theobroma cacao/

Name starting with T

#2486. <Experimental host range> insusceptible Tamaricaceae/

1. Tamarix/

#2487. <Experimental host range> insusceptible Tetragoniaceae/

1. Tetragonia tetragonioides/

#2488. <Experimental host range> insusceptible Theaceae/

1. Camellia japonica /

2. Camellia sasanqua/

#2489. <Experimental host range> insusceptible Thunbergiaceae/

1. Thunbergia alata/

#2490. <Experimental host range> insusceptible Thymelaeaceae/

1. Daphne cneorum/

2. Daphne genkwa/

3. Daphne giraldii/

4. Daphne laureola/

5. Daphne mezereum/

6. Daphne odora/

7. Daphne retusa /

8. Daphne x burkwoodii/

9. Daphne x dauphinii/

10. Daphne x napolitana/

#2491. <Experimental host range> insusceptible Tiliaceae/

1. Corchorus /

2. Corchorus fasicularis/

3. Corchorus olitorius/

#2492. <Experimental host range> insusceptible Tropaeolaceae/

1. Tropaeolum majus/

2. Tropaeolum tuberosum/

Name starting with U, V, W, Z

#2493. <Experimental host range> insusceptible Ulmaceae/

1. Ulmus americana/

2. Ulmus glabra/

3. Ulmus minor/

#2494. <Experimental host range> insusceptible Umbelliferae <or Apiaceae>/

1. Aethusa cynapium/

2. Ammi majus/

3. Anethum graveolens/

4. Angelica sylvestris/

5. Anthriscus cerefolium/

6. Anthriscus sylvestris/

7. Apium australe/

8. Apium graveolens/

9. Apium graveolens var. dulce/

10. Apium graveolens var. rapaceum/

11. Apium leptophyllum/

12. Apium nodiflorum/

13. Apium repens/

14. Arracacia xanthorrhiza/

15. Bupleurum rotundifolium /

16. Carum carvi /

17. Carum segetum/

18. Chaerophyllum temulum/

19. Conium maculatum/

20. Coriandrum sativum/

21. Daucus carota/

22. Daucus carota ssp. sativus/

23. Eryngium aquaticum/

24. Eryngium planum/

25. Foeniculum/

26. Foeniculum vulgare/

27. Heracleum sphondylium/

28. Levisticum officinale/

29. Oenanthe aquatica/

30. Oenanthe pimpinelloides/

31. Pastinaca sativa/

32. Petroselinum crispum /

33. Pimpinella anisum/

34. Pimpinella saxifraga /

35. Scandix pecten-veneris/

36. Thaspium aureum /

37. Torilis japonica/

38. Trachymene pilosa /

39. Trinia glauca/

#2495. <Experimental host range> insusceptible Urticaceae/

1. Laportea aestuans/

2. Parietaria officinalis/

3. Urtica californica/

4. Urtica dioica/

5. Urtica pilulifera/

6. Urtica urens/

#2496. <Experimental host range> insusceptible Valerianaceae/

1. Fedia cornucopiae/

2. Valeriana officinalis/

3. Valerianella/

4. Valerianella carinata/

#2497. <Experimental host range> insusceptible Verbenaceae/

1. Caryopteris incana/

2. Caryopteris x clandonensis/

3. Verbena hybrida/

#2498. <Experimental host range> insusceptible Violaceae/

1. Viola arvensis/

2. Viola cornuta/

3. Viola odorata/

4. Viola tricolor/

#2499. <Experimental host range> insusceptible Vitidaceae/

1. Vitis berlandieri x Conderc 1613/

2. Vitis berlandieri x V. riparia/

3. Vitis labrusca/

4. Vitis rupestris/

5. Vitis rupestris var. rupestris/

6. Vitis thunbergii/

7. Vitis vinifera/

#2500. <Experimental host range> insusceptible Zingiberaceae/

1. Elettaria cardamomum/

2. Hedychium gardnerianum/

3. Zingiber officinale/

#2501. <Experimental host range> insusceptible Zygophyllaceae/

1. Tribulus /

Additional insusceptible hosts an cell lines

#2502. Families containing insusceptible hosts: <select host name from the host range lists (if in character list) or add scientific name (plus common name) including the whole taxonomic hierarchy from Domain down to Species>/

#2503. Species inoculated with virus that do not show signs of susceptibility: <taxon name see host list>/

#2504. Cell line or tissue culture inoculated with virus that do not show signs of susceptibility: <list name>/

Old set for Experimentally Infected insusceptible Plant Host

#2505. <Plant> species inoculated with virus that do not show signs of susceptibility: <taxon name see host list>/

1. Abelia grandiflora <Caprifoliaceae>/

2. Abelmoschus esculentus <Malvaceae>/

3. Abelmoschus manihot <Malvaceae>/

4. Abrus precatorius <Leguminosae-Papilionoideae>/

5. Abutilon <Malvaceae>/

6. Abutilon hirtum <Malvaceae>/

7. Abutilon indicum <Malvaceae>/

8. Abutilon theophrasti <Malvaceae>/

9. Acanthospermum hispidum <Compositae>/

10. Acer palmatum <Aceraceae>/

11. Achillea filipendulina <Compositae>/

12. Achillea ptarmica <Compositae>/

13. Adansonia digitata <Bombacaceae>/

14. Adenia lobata <Passifloraceae>/

15. Aegilops <Gramineae>/

16. Aegilops cylindrica <Gramineae>/

17. Aegilops kotschyi <Gramineae>/

18. Aegilops searsii <Gramineae>/

19. Aegilops speltoides <Gramineae>/

20. Aegilops triaristata <Gramineae>/

21. Aegilops triuncialis <Gramineae>/

22. Aegilops umbellulata <Gramineae>/

23. Aeglopsis chevalieri <Rutaceae>/

24. Aesculus carnea <Hippocastanaceae>/

25. Aethusa cynapium <Umbelliferae>/

26. Afraegle paniculata <Rutaceae>/

27. Agapanthus praecox ssp. orientalis <Alliaceae>/

28. Agave <Agavaceae>/

29. Ageratum conyzoides <Compositae>/

30. Ageratum houstonianum <Compositae>/

31. Aglaonema <Araceae>/

32. Agropyron <Gramineae>/

33. Agropyron cristatum <Gramineae>/

34. Agropyron sibiricum <Gramineae>/

35. Agrostis alba <Gramineae>/

36. Agrostis canina <Gramineae>/

37. Agrostis gigantea <Gramineae>/

38. Agrostis palustris <Gramineae>/

39. Agrostis puchella <Gramineae>/

40. Agrostis stolonifera <Gramineae>/

41. Agrostis tenuis <Gramineae>/

42. Aizoaceae <Aizoaceae>/

43. Ajuga reptans <Labiatae>/

44. Albizzia julibrissin <Leguminosae-Mimosoideae>/

45. Alliaria officinalis <Cruciferae>/

46. Allium <Alliaceae>/

47. Allium ampeloprasum var. holmense <Alliaceae>/

48. Allium ampeloprasum var. sectivum <Alliaceae>/

49. Allium cepa <Alliaceae>/

50. Allium cepa var. ascalonicum <Alliaceae>/

51. Allium cepa var. cepa <Alliaceae>/

52. Allium cepa var. perutile <Alliaceae>/

53. Allium chinense <Alliaceae>/

54. Allium fistulosum <Alliaceae>/

55. Allium porrum <Alliaceae>/

56. Allium sativum <Alliaceae>/

57. Allium schoenoprasum <Alliaceae>/

58. Allium tuberosum <Alliaceae>/

59. Allium vineale <Alliaceae>/

60. Alocasia <Araceae>/

61. Alocasia macrorrhizos <Araceae>/

62. Alonsoa warscewiczii <Scrophulariaceae>/

63. Alopecurus aequalis <Gramineae>/

64. Alopecurus geniculatus <Gramineae>/

65. Alopecurus japonicus <Gramineae>/

66. Alopecurus myosuroides <Gramineae>/

67. Alopecurus pratensis <Gramineae>/

68. Alstroemeria <Alstroemeriaceae>/

69. Alstroemeria caryophylla <Alstroemeriaceae>/

70. Alstroemeria psittacina <Alstroemeriaceae>/

71. Alternanthera philoxeroides <Amaranthaceae>/

72. Althaea <Malvaceae>/

73. Althaea officinalis <Malvaceae>/

74. Althaea rosea <Malvaceae>/

75. Althaea sinensis <Malvaceae>/

76. Amaranthaceae <Amaranthaceae>/

77. Amaranthus bicolor <Amaranthaceae>/

78. Amaranthus caudatus <Amaranthaceae>/

79. Amaranthus cruentus <Amaranthaceae>/

80. Amaranthus deflexus <Amaranthaceae>/

81. Amaranthus dilatum <Amaranthaceae>/

82. Amaranthus hybridus <Amaranthaceae>/

83. Amaranthus hypochondriacus <Amaranthaceae>/

84. Amaranthus leucocarpus <Amaranthaceae>/

85. Amaranthus lividus <Amaranthaceae>/

86. Amaranthus retroflexus <Amaranthaceae>/

87. Amaranthus tricolor <Amaranthaceae>/

88. Amaranthus viridis <Amaranthaceae>/

89. Amaryllis <Amaryllidaceae>/

90. Ambrosia <Compositae>/

91. Ammi majus <Umbelliferae>/

92. Amorphophallus <Araceae>/

93. Amorphophallus konjac <Araceae>/

94. Amsonia tabernaemontana <Apocynaceae>/

95. Anagallis arvensis <Primulaceae>/

96. Anagyris foetida <Leguminosae-Papilionoideae>/

97. Ananas comosus <Bromeliaceae>/

98. Anchusa azurea <Boraginaceae>/

99. Andropogon gerardi <Gramineae>/

100. Andropogon hallii <Gramineae>/

101. Andropogon sorghum <Gramineae>/

102. Aneilema aequinoctiale <Commelinaceae>/

103. Anemone coronaria <Ranunculaceae>/

104. Anethum graveolens <Umbelliferae>/

105. Angelica sylvestris <Umbelliferae>/

106. Annona muricata <Annonaceae>/

107. Annona squamosa <Annonaceae>/

108. Anoda cristata <Malvaceae>/

109. Anoda dillerriana <Malvaceae>/

110. Anoda lavateroides <Malvaceae>/

111. Anthoxanthum aristatum <Gramineae>/

112. Anthoxanthum odoratum <Gramineae>/

113. Anthriscus cerefolium <Umbelliferae>/

114. Anthriscus sylvestris <Umbelliferae>/

115. Antirrhinum majus <Scrophulariaceae>/

116. Apera spica-venti <Gramineae>/

117. Apiaceae <Umbelliferae>/

118. Apium australe <Umbelliferae>/

119. Apium graveolens <Umbelliferae>/

120. Apium graveolens var. dulce <Umbelliferae>/

121. Apium graveolens var. rapaceum <Umbelliferae>/

122. Apium leptophyllum <Umbelliferae>/

123. Apium nodiflorum <Umbelliferae>/

124. Apium repens <Umbelliferae>/

125. Aquilegia <Ranunculaceae>/

126. Aquilegia coerulea <Ranunculaceae>/

127. Arabidopsis thaliana <Cruciferae>/

128. Arabis alpina <Cruciferae>/

129. Arabis hirsuta <Cruciferae>/

130. Arabis ludoviciana <Cruciferae>/

131. Arachis hypogaea <Leguminosae-Papilionoideae>/

132. Arachis pintoi <Leguminosae-Papilionoideae>/

133. Araujia angustifolia <Asclepiadaceae>/

134. Araujia hortorum <Asclepiadaceae>/

135. Araujia sericofera <Asclepiadaceae>/

136. Arctium lappa <Compositae>/

137. Arctium minus <Compositae>/

138. Arctotheca calendula <Compositae>/

139. Arisaema <Araceae>/

140. Armeria vulgaris <Plumbaginaceae>/

141. Armoracia rusticana <Cruciferae>/

142. Arracacia xanthorrhiza <Umbelliferae>/

143. Arrhenatherum elatius <Gramineae>/

144. Arundinaria amabilis <Gramineae>/

145. Arundo donax <Gramineae>/

146. Asclepias curassavica <Asclepiadaceae>/

147. Asparagus <Asparagaceae>/

148. Asparagus officinalis <Asparagaceae>/

149. Asperula odorata <Rubiaceae>/

150. Aster amellus <Compositae>/

151. Aster novae-angliae <Compositae>/

152. Aster novi-belgii <Compositae>/

153. Astilbe <Saxifragaceae>/

154. Astragalus glycyphyllos <Leguminosae-Papilionoideae>/

155. Astragalus sinicus <Leguminosae-Papilionoideae>/

156. Astrocarpa sesmoides <Resedaceae>/

157. Asystasia gangetica <Acanthaceae>/

158. Asystasia nemorum <Acanthaceae>/

159. Atriplex <Chenopodiaceae>/

160. Atriplex hastata <Chenopodiaceae>/

161. Atriplex hortensis <Chenopodiaceae>/

162. Atriplex patula <Chenopodiaceae>/

163. Atriplex suberecta <Chenopodiaceae>/

164. Atropa belladonna <Solanaceae>/

165. Aubrieta deltoidea <Cruciferae>/

166. Aucuba japonica <Aucubaceae>/

167. Aurinia saxatilis <Cruciferae>/

168. Aurinia saxatilis var. compactum <Cruciferae>/

169. Austrocylindropuntia cylindrica <Cactaceae>/

170. Avena <Gramineae>/

171. Avena byzantina <Gramineae>/

172. Avena fatua <Gramineae>/

173. Avena sativa <Gramineae>/

174. Avena strigosa <Gramineae>/

175. Axonopus compressus <Gramineae>/

176. Ballota nigra <Labiatae>/

177. Balsamorhiza sagittata <Compositae>/

178. Bambusa beecheyana <Gramineae>/

179. Bambusa edulis <Gramineae>/

180. Bambusa multiplex <Gramineae>/

181. Bambusa oldhamii <Gramineae>/

182. Bambusa vulgaris <Gramineae>/

183. Barbarea verna <Cruciferae>/

184. Barbarea vulgaris <Cruciferae>/

185. Bauhinia purpurea <Leguminosae-Caesalpinioideae>/

186. Beckmannia syzigachne <Gramineae>/

187. Begonia elatior <Begoniaceae>/

188. Begonia semperflorens <Begoniaceae>/

189. Begonia x cheimantha <Begoniaceae>/

190. Begonia x tuberhybrida <Begoniaceae>/

191. Belamcanda chinensis <Iridaceae>/

192. Bellis perennis <Compositae>/

193. Benincasa hispida <Cucurbitaceae>/

194. Berberis darwinii <Berberidaceae>/

195. Berteroa incana <Cruciferae>/

196. Beta macrocarpa <Chenopodiaceae>/

197. Beta maritima <Chenopodiaceae>/

198. Beta patellaris <Chenopodiaceae>/

199. Beta vulgaris <Chenopodiaceae>/

200. Beta vulgaris ssp. cicla <Chenopodiaceae>/

201. Betula <Betulaceae>/

202. Bidens pilosa <Compositae>/

203. Bombax brevicuspe <Bombacaceae>/

204. Borago officinalis <Boraginaceae>/

205. Borreria intricans <Rubiaceae>/

206. Bothriochloa alta <Gramineae>/

207. Bothriochloa barbinodis <Gramineae>/

208. Bouteloua gracilis <Gramineae>/

209. Bouteloua hirsuta <Gramineae>/

210. Brachiaria eruciformis <Gramineae>/

211. Brachiaria miliiformis <Gramineae>/

212. Brachiaria mutica <Gramineae>/

213. Brachiaria ramosa <Gramineae>/

214. Brachiaria reptens <Gramineae>/

215. Brassica actinophylla <Cruciferae>/

216. Brassica campestris <Cruciferae>/

217. Brassica campestris ssp. chinensis <Cruciferae>/

218. Brassica campestris ssp. napus <Cruciferae>/

219. Brassica campestris ssp. pekinensis <Cruciferae>/

220. Brassica campestris ssp. pekinensis var. dentata <Cruciferae>/

221. Brassica campestris ssp. rapa <Cruciferae>/

222. Brassica carinata <Cruciferae>/

223. Brassica japonica <Cruciferae>/

224. Brassica juncea <Cruciferae>/

225. Brassica napus var. napobrassica <Cruciferae>/

226. Brassica napus var. napus <Cruciferae>/

227. Brassica nigra <Cruciferae>/

228. Brassica oleracea <Cruciferae>/

229. Brassica oleracea var. acephala <Cruciferae>/

230. Brassica oleracea var. botrytis <Cruciferae>/

231. Brassica oleracea var. capitata <Cruciferae>/

232. Brassica oleracea var. gemmifera <Cruciferae>/

233. Brassica oleracea var. italica <Cruciferae>/

234. Brassica oleracea var. viridis <Cruciferae>/

235. Brassica perviridis <Cruciferae>/

236. Brassica rapa var. laciniifolia <Cruciferae>/

237. Brassica sinapis <Cruciferae>/

238. Brassicaceae <Cruciferae>/

239. Briza <Gramineae>/

240. Bromus <Gramineae>/

241. Bromus aleutensis <Gramineae>/

242. Bromus arvensis <Gramineae>/

243. Bromus carinatus <Gramineae>/

244. Bromus catharticus <Gramineae>/

245. Bromus commutatus <Gramineae>/

246. Bromus erectus <Gramineae>/

247. Bromus inermis <Gramineae>/

248. Bromus macrostachys <Gramineae>/

249. Bromus mollis <Gramineae>/

250. Bromus racemosus <Gramineae>/

251. Bromus rigidus <Gramineae>/

252. Bromus secalinus <Gramineae>/

253. Bromus sterilis <Gramineae>/

254. Bromus tectorum <Gramineae>/

255. Bromus uniloides <Gramineae>/

256. Browallia speciosa <Solanaceae>/

257. Bryonia cretica <Cucurbitaceae>/

258. Bryonia dioica <Cucurbitaceae>/

259. Bryonopsis laciniosa <Cucurbitaceae>/

260. Bupleurum rotundifolium <Umbelliferae>/

261. Buxus sempervirens <Buxaceae>/

262. Cactaceae <Cactaceae>/

263. Cajanus cajan <Leguminosae-Papilionoideae>/

264. Caladium <Araceae>/

265. Caladium hortulanum <Araceae>/

266. Calamagrostis canadensis <Gramineae>/

267. Calamagrostis epigejos <Gramineae>/

268. Calandrinia caulescens <Portulacaceae>/

269. Calandrinia grandiflora <Portulacaceae>/

270. Calanthe <Orchidaceae>/

271. Calendula chrysantha <Compositae>/

272. Calendula officinalis <Compositae>/

273. Callistephus chinensis <Compositae>/

274. Calochortus <Calochortaceae>/

275. Calopogonium mucunoides <Leguminosae-Papilionoideae>/

276. Calotropis aegyptia <Asclepiadaceae>/

277. Calystegia sepium <Convolvulaceae>/

278. Camelina sativa <Cruciferae>/

279. Camellia <Theaceae>/

280. Camellia japonica <Theaceae>/

281. Camellia sasanqua <Theaceae>/

282. Campanula persicifolia <Campanulaceae>/

283. Canavalia ensiformis <Leguminosae-Papilionoideae>/

284. Canavalia ensiformis x C. virosa <Leguminosae-Papilionoideae>/

285. Canavalia gladiata <Leguminosae-Papilionoideae>/

286. Canavalia maritima <Leguminosae-Papilionoideae>/

287. Canavalia obtusifolia <Leguminosae-Papilionoideae>/

288. Canavalia occidentalis <Leguminosae-Papilionoideae>/

289. Canavalia virosa <Leguminosae-Papilionoideae>/

290. Canna <Cannaceae>/

291. Capparis aegyptia <Capparidaceae>/

292. Capparis spinosa <Capparidaceae>/

293. Capparis spinosa var. rupestris <Capparidaceae>/

294. Capsella bursa-pastoris <Cruciferae>/

295. Capsicum annuum <Solanaceae>/

296. Capsicum baccatum <Solanaceae>/

297. Capsicum baccatum var. pendulum <Solanaceae>/

298. Capsicum cardenasii <Solanaceae>/

299. Capsicum chacoense <Solanaceae>/

300. Capsicum chinense <Solanaceae>/

301. Capsicum eximium <Solanaceae>/

302. Capsicum frutescens <Solanaceae>/

303. Capsicum frutescens var. grossum <Solanaceae>/

304. Capsicum microcarpum <Solanaceae>/

305. Capsicum pendulum <Solanaceae>/

306. Capsicum praetermissum <Solanaceae>/

307. Capsicum pubescens <Solanaceae>/

308. Capsicum sinensis <Solanaceae>/

309. Cardamine <Cruciferae>/

310. Cardamine lilaciana <Cruciferae>/

311. Cardamine lilacina <Cruciferae>/

312. Carica papaya <Caricaceae>/

313. Carnegiea gigantea <Cactaceae>/

314. Carthamus tinctorius <Compositae>/

315. Carum carvi <Umbelliferae>/

316. Carum segetum <Umbelliferae>/

317. Caryopteris incana <Verbenaceae>/

318. Caryopteris x clandonensis <Verbenaceae>/

319. Cassia artemisioides <Leguminosae-Caesalpinioideae>/

320. Cassia bicapsularis <Leguminosae-Caesalpinioideae>/

321. Cassia coluteoides <Leguminosae-Caesalpinioideae>/

322. Cassia corymbosa <Leguminosae-Caesalpinioideae>/

323. Cassia hirsuta <Leguminosae-Caesalpinioideae>/

324. Cassia hoffmanseggi <Leguminosae-Caesalpinioideae>/

325. Cassia leptocarpa <Leguminosae-Caesalpinioideae>/

326. Cassia macranthera <Leguminosae-Caesalpinioideae>/

327. Cassia obtusifolia <Leguminosae-Caesalpinioideae>/

328. Cassia occidentalis <Leguminosae-Caesalpinioideae>/

329. Cassia pleurocarpa <Leguminosae-Caesalpinioideae>/

330. Cassia sylvestris <Leguminosae-Caesalpinioideae>/

331. Cassia tora <Leguminosae-Caesalpinioideae>/

332. Castanospermum <Leguminosae-Papilionoideae>/

333. Castanospermum australe <Leguminosae-Papilionoideae>/

334. Catalpa bignonioides <Bignoniaceae>/

335. Catharanthus roseus <Apocynaceae>/

336. Cattleya <Orchidaceae>/

337. Ceiba chlamydantha <Bombacaceae>/

338. Ceiba pentandra <Bombacaceae>/

339. Celosia argentea <Amaranthaceae>/

340. Celosia cristata <Amaranthaceae>/

341. Celosia plumosa <Amaranthaceae>/

342. Cenchrus argentina <Gramineae>/

343. Cenchrus canterai <Gramineae>/

344. Cenchrus ciliaris <Gramineae>/

345. Cenchrus cucullata <Gramineae>/

346. Cenchrus distichophylla <Gramineae>/

347. Cenchrus echinatus <Gramineae>/

348. Cenchrus gayana <Gramineae>/

349. Cenchrus radiata <Gramineae>/

350. Cenchrus submutica <Gramineae>/

351. Cenchrus virgata <Gramineae>/

352. Centaurea cyanus <Compositae>/

353. Centrosema <Leguminosae-Papilionoideae>/

354. Centrosema pubescens <Leguminosae-Papilionoideae>/

355. Ceratostigma plumbaginoides <Plumbaginaceae>/

356. Cereus <Cactaceae>/

357. Cestrum parqui <Solanaceae>/

358. Chaerophyllum temulum <Umbelliferae>/

359. Chamaecereus sylvestrii <Cactaceae>/

360. Chamaecyparis lawsoniana <Cupressaceae>/

361. Chara australis <Characeae>/

362. Cheiranthus cheiri <Cruciferae>/

363. Chenopodiaceae <Chenopodiaceae>/

364. Chenopodium <Chenopodiaceae>/

365. Chenopodium album <Chenopodiaceae>/

366. Chenopodium amaranticolor <Chenopodiaceae>/

367. Chenopodium ambrosioides <Chenopodiaceae>/

368. Chenopodium berthaultii <Chenopodiaceae>/

369. Chenopodium botrys <Chenopodiaceae>/

370. Chenopodium capitatum <Chenopodiaceae>/

371. Chenopodium ficifolium <Chenopodiaceae>/

372. Chenopodium foetidum <Chenopodiaceae>/

373. Chenopodium foliosum <Chenopodiaceae>/

374. Chenopodium giganteum <Chenopodiaceae>/

375. Chenopodium glaucum <Chenopodiaceae>/

376. Chenopodium hybridum <Chenopodiaceae>/

377. Chenopodium murale <Chenopodiaceae>/

378. Chenopodium polyspermum <Chenopodiaceae>/

379. Chenopodium quinoa <Chenopodiaceae>/

380. Chenopodium schraderianum <Chenopodiaceae>/

381. Chenopodium serotinum <Chenopodiaceae>/

382. Chenopodium urbicum <Chenopodiaceae>/

383. Chloris gayana <Gramineae>/

384. Chloris virgata <Gramineae>/

385. Chlorophytum comosum <Anthericaceae>/

386. Chondrilla juncea <Compositae>/

387. Chrysalidocarpus lutescens <Palmae>/

388. Chrysanthemum <Compositae>/

389. Chrysanthemum carinatum <Compositae>/

390. Chrysanthemum coronarium <Compositae>/

391. Chrysanthemum frutescens <Compositae>/

392. Chrysanthemum leucanthemum <Compositae>/

393. Chrysanthemum maximum <Compositae>/

394. Chrysanthemum morifolium <Compositae>/

395. Chrysanthemum parthenium <Compositae>/

396. Chrysanthemum segetum <Compositae>/

397. Cicer arietinum <Leguminosae-Papilionoideae>/

398. Cichorium endiva <Compositae>/

399. Cichorium intybus <Compositae>/

400. Cirsium arvense <Compositae>/

401. Citrullus colocynthis <Cucurbitaceae>/

402. Citrullus lanatus <Cucurbitaceae>/

403. Citrullus lanatus var. lanatus <Cucurbitaceae>/

404. Citrullus vulgaris <Cucurbitaceae>/

405. Citrullus vulgaris var. fistulosis <Cucurbitaceae>/

406. Citrus aurantifolia <Rutaceae>/

407. Citrus aurantium <Rutaceae>/

408. Citrus excelsa <Rutaceae>/

409. Citrus limon <Rutaceae>/

410. Citrus medica <Rutaceae>/

411. Citrus paradisi <Rutaceae>/

412. Citrus reticulata <Rutaceae>/

413. Citrus sinensis <Rutaceae>/

414. Citrus sinensis x Poncirus trifoliata <Rutaceae>/

415. Citrus unshiu <Rutaceae>/

416. Clarkia amoena <Onagraceae>/

417. Clarkia pulchella <Onagraceae>/

418. Claytonia virginica <Portulacaceae>/

419. Clematis occidentalis <Ranunculaceae>/

420. Clematis vitalba <Ranunculaceae>/

421. Cleome rutidosperma <Cleomaceae>/

422. Cleome spinosa <Cleomaceae>/

423. Clitoria ternatea <Leguminosae-Papilionoideae>/

424. Cnidoscolus acontifolius <Euphorbiaceae>/

425. Coccinea grandis <Cucurbitaceae>/

426. Cocos nucifera <Palmae>/

427. Codiaeum variegatum <Euphorbiaceae>/

428. Coelogyne <Orchidaceae>/

429. Coffea arabica <Rubiaceae>/

430. Coix lacryma-jobi <Gramineae>/

431. Cola chlamydantha <Sterculiaceae>/

432. Cola gigantea <Sterculiaceae>/

433. Cola gigantea var. glabrescens <Sterculiaceae>/

434. Coleus blumei <Labiatae>/

435. Colocasia esculenta <Araceae>/

436. Commelina <Commelinaceae>/

437. Commelina benghalensis <Commelinaceae>/

438. Commelina diffusa <Commelinaceae>/

439. Commelina elegans <Commelinaceae>/

440. Commelina erecta <Commelinaceae>/

441. Conium maculatum <Umbelliferae>/

442. Conringia orientalis <Cruciferae>/

443. Consolida ajacis <Ranunculaceae>/

444. Convolvulus arvensis <Convolvulaceae>/

445. Convolvulus tricolor <Convolvulaceae>/

446. Corchorus <Tiliaceae>/

447. Corchorus fasicularis <Tiliaceae>/

448. Corchorus olitorius <Tiliaceae>/

449. Coreopsis lanceolata <Compositae>/

450. Coreopsis tinctoria <Compositae>/

451. Coriandrum sativum <Umbelliferae>/

452. Cornus florida <Cornaceae>/

453. Cornus sanguinea <Cornaceae>/

454. Coronilla varia <Leguminosae-Papilionoideae>/

455. Coronopus didymus <Cruciferae>/

456. Cortaderia selloana <Gramineae>/

457. Corylus avellana <Corylaceae>/

458. Cosmos bipinnatus <Compositae>/

459. Crambe abyssinica <Cruciferae>/

460. Crambe arreria <Cruciferae>/

461. Crambe cordifolia <Cruciferae>/

462. Crambe hispanica <Cruciferae>/

463. Crambe tataria <Cruciferae>/

464. Crataegus <Rosaceae>/

465. Crataegus monogyna <Rosaceae>/

466. Crepis neglecta <Compositae>/

467. Crinum <Amaryllidaceae>/

468. Crocus vernus <Iridaceae>/

469. Crotalaria <Leguminosae-Papilionoideae>/

470. Crotalaria anagyroides <Leguminosae-Papilionoideae>/

471. Crotalaria goreensis <Leguminosae-Papilionoideae>/

472. Crotalaria intermedia <Leguminosae-Papilionoideae>/

473. Crotalaria juncea <Leguminosae-Papilionoideae>/

474. Crotalaria medicaginea <Leguminosae-Papilionoideae>/

475. Crotalaria mucronata <Leguminosae-Papilionoideae>/

476. Crotalaria paulina <Leguminosae-Papilionoideae>/

477. Crotalaria retusa <Leguminosae-Papilionoideae>/

478. Crotalaria spectabilis <Leguminosae-Papilionoideae>/

479. Croton bonplandianus <Euphorbiaceae>/

480. Croton lobatus <Euphorbiaceae>/

481. Cruciferae <Cruciferae>/

482. Cryptocoryne <Araceae>/

483. Cucumis melo <Cucurbitaceae>/

484. Cucumis melo var. cantalupensis <Cucurbitaceae>/

485. Cucumis melo var. momordica <Cucurbitaceae>/

486. Cucumis metuliferus <Cucurbitaceae>/

487. Cucumis sativus <Cucurbitaceae>/

488. Cucurbita maxima <Cucurbitaceae>/

489. Cucurbita maxima x C. moschata <Cucurbitaceae>/

490. Cucurbita moschata <Cucurbitaceae>/

491. Cucurbita okeechobeensis <Cucurbitaceae>/

492. Cucurbita pepo <Cucurbitaceae>/

493. Cucurbitaceae <Cucurbitaceae>/

494. Cyamopsis tetragonoloba <Leguminosae-Papilionoideae>/

495. Cycas revoluta <Cycadaceae>/

496. Cydonia oblonga <Rosaceae>/

497. Cymbidium <Orchidaceae>/

498. Cymbidium alexanderi <Orchidaceae>/

499. Cymbopogon distans <Gramineae>/

500. Cymbopogon schoenanthus <Gramineae>/

501. Cynanchum acutum <Asclepiadaceae>/

502. Cynara cardunculus <Compositae>/

503. Cynara scolymus <Compositae>/

504. Cynara syriaca <Compositae>/

505. Cynodon dactylon <Gramineae>/

506. Cynosurus cristatus <Gramineae>/

507. Cyperus brevifolius <Cyperaceae>/

508. Cyperus difformis <Cyperaceae>/

509. Cyperus rotundus <Cyperaceae>/

510. Cyphomandra betacea <Solanaceae>/

511. Cypripedium calceolus <Cypripediaceae>/

512. Cyrtosperma <Araceae>/

513. Dactylis <Gramineae>/

514. Dactylis glomerata <Gramineae>/

515. Dactyloctenium aegyptium <Gramineae>/

516. Dactyloctenium gigantea <Gramineae>/

517. Dahlia pinnata <Compositae>/

518. Daphne <Thymelaeaceae>/

519. Daphne cneorum <Thymelaeaceae>/

520. Daphne genkwa <Thymelaeaceae>/

521. Daphne giraldii <Thymelaeaceae>/

522. Daphne laureola <Thymelaeaceae>/

523. Daphne mezereum <Thymelaeaceae>/

524. Daphne odora <Thymelaeaceae>/

525. Daphne retusa <Thymelaeaceae>/

526. Daphne x burkwoodii <Thymelaeaceae>/

527. Daphne x dauphinii <Thymelaeaceae>/

528. Daphne x napolitana <Thymelaeaceae>/

529. Datura alba <Solanaceae>/

530. Datura bernhardii <Solanaceae>/

531. Datura candida <Solanaceae>/

532. Datura ferox <Solanaceae>/

533. Datura inermis <Solanaceae>/

534. Datura innoxia <Solanaceae>/

535. Datura metel <Solanaceae>/

536. Datura meteloides <Solanaceae>/

537. Datura sanguinea <Solanaceae>/

538. Datura stramonium <Solanaceae>/

539. Datura tatula <Solanaceae>/

540. Daucus carota <Umbelliferae>/

541. Daucus carota ssp. sativus <Umbelliferae>/

542. Delphinium elatum <Ranunculaceae>/

543. Delphinium grandiflorum <Ranunculaceae>/

544. Delphinium hybridum <Ranunculaceae>/

545. Dendrobium <Orchidaceae>/

546. Dendrobium nobile <Orchidaceae>/

547. Dendrobium phalaenopsis <Orchidaceae>/

548. Dendrocalamus latiflorus <Gramineae>/

549. Desmodium canescens <Leguminosae-Papilionoideae>/

550. Desmodium canum <Leguminosae-Papilionoideae>/

551. Desmodium distortum <Leguminosae-Papilionoideae>/

552. Desmodium intortum <Leguminosae-Papilionoideae>/

553. Desmodium laevigatum <Leguminosae-Papilionoideae>/

554. Desmodium paniculatum <Leguminosae-Papilionoideae>/

555. Desmodium scorpiurus <Leguminosae-Papilionoideae>/

556. Desmodium tortuosum <Leguminosae-Papilionoideae>/

557. Desmodium triflorum <Leguminosae-Papilionoideae>/

558. Dianthus barbatus <Caryophyllaceae>/

559. Dianthus caryophyllus <Caryophyllaceae>/

560. Dianthus chinensis <Caryophyllaceae>/

561. Dianthus superbus <Caryophyllaceae>/

562. Dieffenbachia picta <Araceae>/

563. Digitalis lanata <Scrophulariaceae>/

564. Digitalis purpurea <Scrophulariaceae>/

565. Digitaria <Gramineae>/

566. Digitaria abyssinica <Gramineae>/

567. Digitaria adscendens <Gramineae>/

568. Digitaria ciliaris <Gramineae>/

569. Digitaria decumbens <Gramineae>/

570. Digitaria didactyla <Gramineae>/

571. Digitaria enantha <Gramineae>/

572. Digitaria horizontalis <Gramineae>/

573. Digitaria longiflora <Gramineae>/

574. Digitaria marginata <Gramineae>/

575. Digitaria milanjiana <Gramineae>/

576. Digitaria pentzii <Gramineae>/

577. Digitaria sanguinalis <Gramineae>/

578. Digitaria setigera <Gramineae>/

579. Digitaria setivalvola <Gramineae>/

580. Digitaria ternata <Gramineae>/

581. Digitaria valida <Gramineae>/

582. Digitaria velutina <Gramineae>/

583. Digitaria violascens <Gramineae>/

584. Dinebra retroflexa <Gramineae>/

585. Diodia teres <Rubiaceae>/

586. Diodia virginiana <Rubiaceae>/

587. Dioscorea alata <Dioscoreaceae>/

588. Dioscorea batatas <Dioscoreaceae>/

589. Dioscorea batatas f. typica <Dioscoreaceae>/

590. Dioscorea bulbifera <Dioscoreaceae>/

591. Dioscorea cayenensis <Dioscoreaceae>/

592. Dioscorea composita <Dioscoreaceae>/

593. Dioscorea dumetorum <Dioscoreaceae>/

594. Dioscorea floribunda <Dioscoreaceae>/

595. Dioscorea praehensilis <Dioscoreaceae>/

596. Dioscorea preussii <Dioscoreaceae>/

597. Dioscorea rotundata <Dioscoreaceae>/

598. Dioscorea trifida <Dioscoreaceae>/

599. Diplachne fusca <Gramineae>/

600. Diplotaxis erucoides <Cruciferae>/

601. Diplotaxis tenuifolia <Cruciferae>/

602. Dipsacus fullonum <Dipsacaceae>/

603. Dipsacus fullonum ssp. sylvestris <Dipsacaceae>/

604. Dodonaea viscosa <Sapindaceae>/

605. Dryopteris filix-mas <Aspidiaceae>/

606. Duchesnea indica <Rosaceae>/

607. Ecballium elaterium <Cucurbitaceae>/

608. Echinocereus procumbens <Cactaceae>/

609. Echinochloa <Gramineae>/

610. Echinochloa colona <Gramineae>/

611. Echinochloa crus-galli <Gramineae>/

612. Echinochloa crus-galli var. formosensis <Gramineae>/

613. Echinochloa crus-galli var. oryzicola <Gramineae>/

614. Echinochloa polystachya <Gramineae>/

615. Echinocystis <Cucurbitaceae>/

616. Echinops exaltatus <Compositae>/

617. Echinopsis <Cactaceae>/

618. Eclipta prostrata <Compositae>/

619. Elettaria cardamomum <Zingiberaceae>/

620. Eleusine africana <Gramineae>/

621. Eleusine coracana <Gramineae>/

622. Eleusine indica <Gramineae>/

623. Elymus canadensis <Gramineae>/

624. Elymus junceus <Gramineae>/

625. Elymus trachycaulus <Gramineae>/

626. Elymus tsukushiensis var. transiens <Gramineae>/

627. Elymus virginicus <Gramineae>/

628. Elytrigia intermedia <Gramineae>/

629. Elytrigia repens <Gramineae>/

630. Embergeria megalocarpa <Compositae>/

631. Emilia flammea <Compositae>/

632. Emilia sagittata <Compositae>/

633. Emilia sonchifolia <Compositae>/

634. Epidendrum <Orchidaceae>/

635. Epilobium montanum <Onagraceae>/

636. Epiphyllum <Cactaceae>/

637. Eragrostis <Gramineae>/

638. Eragrostis abyssinica <Gramineae>/

639. Eragrostis aspera <Gramineae>/

640. Eragrostis cilianensis <Gramineae>/

641. Eragrostis ciliaris <Gramineae>/

642. Eragrostis curvula <Gramineae>/

643. Eragrostis multicaulis <Gramineae>/

644. Eragrostis multiflorum <Gramineae>/

645. Eragrostis pilosa <Gramineae>/

646. Eragrostis poaeoides <Gramineae>/

647. Eragrostis tenella <Gramineae>/

648. Eragrostis valida <Gramineae>/

649. Eremochloa ophiuroides <Gramineae>/

650. Eremopyrum hirsutum <Gramineae>/

651. Erigeron <Compositae>/

652. Erodium botrys <Geraniaceae>/

653. Erodium cicutarium <Geraniaceae>/

654. Erodium moschatum <Geraniaceae>/

655. Eruca sativa <Cruciferae>/

656. Eryngium aquaticum <Umbelliferae>/

657. Eryngium planum <Umbelliferae>/

658. Erysimum cheiranthoides <Cruciferae>/

659. Erysimum crepidifolium <Cruciferae>/

660. Erysimum helveticum <Cruciferae>/

661. Erysimum perovskianum <Cruciferae>/

662. Erysimum pulchellum <Cruciferae>/

663. Erysimum sylvestre <Cruciferae>/

664. Eucalyptus <Myrtaceae>/

665. Eucalyptus cloeziana <Myrtaceae>/

666. Eucalyptus marginata <Myrtaceae>/

667. Eucharis candida <Amaryllidaceae>/

668. Eucharis grandiflora <Amaryllidaceae>/

669. Euchlaena mexicana <Gramineae>/

670. Euchlaena perennis <Gramineae>/

671. Euonymus europaeus <Celastraceae>/

672. Euonymus japonica <Celastraceae>/

673. Euonymus japonica var. microphylla <Celastraceae>/

674. Euphorbia cyathophora <Euphorbiaceae>/

675. Euphorbia fulgens <Euphorbiaceae>/

676. Euphorbia heterophylla <Euphorbiaceae>/

677. Euphorbia loricata <Euphorbiaceae>/

678. Euphorbia marginata <Euphorbiaceae>/

679. Euphorbia milii <Euphorbiaceae>/

680. Euphorbia milii x E. lophogona <Euphorbiaceae>/

681. Euphorbia peplus <Euphorbiaceae>/

682. Euphorbia pulcherrima <Euphorbiaceae>/

683. Eustoma grandiflorum <Gentianaceae>/

684. Eustoma russellianum <Gentianaceae>/

685. Eutrema wasabi <Cruciferae>/

686. Fabaceae <Leguminosae-Papilionoideae>/

687. Fagopyrum esculentum <Polygonaceae>/

688. Fedia cornucopiae <Valerianaceae>/

689. Ferocactus acanthodes <Cactaceae>/

690. Festuca arundinacea <Gramineae>/

691. Festuca elatior <Gramineae>/

692. Festuca gigantea <Gramineae>/

693. Festuca ovina <Gramineae>/

694. Festuca pratensis <Gramineae>/

695. Festuca rubra <Gramineae>/

696. Fibigia clypata <Cruciferae>/

697. Ficus <Moraceae>/

698. Ficus carica <Moraceae>/

699. Fimbristylis miliacea <Cyperaceae>/

700. Fittonia albivenis <Acanthaceae>/

701. Foeniculum <Umbelliferae>/

702. Foeniculum vulgare <Umbelliferae>/

703. Forsythia x intermedia <Oleaceae>/

704. Fragaria chiloensis <Rosaceae>/

705. Fragaria ovalis <Rosaceae>/

706. Fragaria vesca <Rosaceae>/

707. Fragaria vesca var. semperflorens <Rosaceae>/

708. Fragaria virginiana <Rosaceae>/

709. Fragaria x ananassa <Rosaceae>/

710. Fraxinus <Oleaceae>/

711. Fraxinus excelsior <Oleaceae>/

712. Freesia <Iridaceae>/

713. Freesia refracta <Iridaceae>/

714. Fritillaria pudica <Liliaceae>/

715. Fuchsia speciosa x F. hybrida <Onagraceae>/

716. Fumaria officinalis <Fumariaceae>/

717. Furcraea <Agavaceae>/

718. Furcraea macrophylla <Agavaceae>/

719. Gaillardia aristata <Compositae>/

720. Galinsoga parviflora <Compositae>/

721. Gazania rigens <Compositae>/

722. Genipa americana <Rubiaceae>/

723. Genista hispanica <Leguminosae-Papilionoideae>/

724. Gentiana sino-ornata <Gentianaceae>/

725. Geranium dissectum <Geraniaceae>/

726. Geranium pratense <Geraniaceae>/

727. Geranium robertianum <Geraniaceae>/

728. Gerbera <Compositae>/

729. Gerbera jamesonii <Compositae>/

730. Geum chiloense <Rosaceae>/

731. Gladiolus <Iridaceae>/

732. Glechoma hederacea <Labiatae>/

733. Gloriosa rothschildiana <Colchicaceae>/

734. Glyceria fluitans <Gramineae>/

735. Glycine <Leguminosae-Papilionoideae>/

736. Glycine clandestina <Leguminosae-Papilionoideae>/

737. Glycine max <Leguminosae-Papilionoideae>/

738. Glycine soja <Leguminosae-Papilionoideae>/

739. Glycine tabacina <Leguminosae-Papilionoideae>/

740. Glycine tomentella <Leguminosae-Papilionoideae>/

741. Glycine wightii <Leguminosae-Papilionoideae>/

742. Gomphocarpus fruticosus <Asclepiadaceae>/

743. Gomphrena globosa <Amaranthaceae>/

744. Gomphrena globosa var. rubra <Amaranthaceae>/

745. Gomphrena stramonium <Amaranthaceae>/

746. Gossypium <Malvaceae>/

747. Gossypium barbadense <Malvaceae>/

748. Gossypium herbaceum <Malvaceae>/

749. Gossypium hirsutum <Malvaceae>/

750. Gynura aurantiaca <Compositae>/

751. Gypsophila elegans <Caryophyllaceae>/

752. Gypsophila paniculata <Caryophyllaceae>/

753. Gypsophila perfoliata <Caryophyllaceae>/

754. Habenaria radiata <Orchidaceae>/

755. Hablitzia tamnoides <Chenopodiaceae>/

756. Hamelia patens <Rubiaceae>/

757. Hedera helix <Araliaceae>/

758. Hedychium gardnerianum <Zingiberaceae>/

759. Helenium amarum <Compositae>/

760. Helenium amarum hybrids <Compositae>/

761. Helenium autumnale <Compositae>/

762. Helianthus annuus <Compositae>/

763. Helianthus maximilianii <Compositae>/

764. Helichrysum bracteatum <Compositae>/

765. Helleborus niger <Ranunculaceae>/

766. Helminthia echioides <Compositae>/

767. Heracleum sphondylium <Umbelliferae>/

768. Hesperis matronalis <Cruciferae>/

769. Heteropogon contortus <Gramineae>/

770. Hewittia sublobata <Convolvulaceae>/

771. Hibiscus <Malvaceae>/

772. Hibiscus cannabinus <Malvaceae>/

773. Hibiscus rosa-sinensis <Malvaceae>/

774. Hibiscus sabdariffa <Malvaceae>/

775. Hibiscus trionum <Malvaceae>/

776. Hippeastrum equestre <Amaryllidaceae>/

777. Hippeastrum hybridum <Amaryllidaceae>/

778. Holcus lanatus <Gramineae>/

779. Holcus mollis <Gramineae>/

780. Hordeum <Gramineae>/

781. Hordeum jubatum <Gramineae>/

782. Hordeum murinum <Gramineae>/

783. Hordeum sativum <Gramineae>/

784. Hordeum vulgare <Gramineae>/

785. Hoya carnosa <Asclepiadaceae>/

786. Hoya coronaria <Asclepiadaceae>/

787. Humulus <Cannabidaceae>/

788. Humulus japonicus <Cannabidaceae>/

789. Humulus lupulus <Cannabidaceae>/

790. Hyacinthus <Hyacinthaceae>/

791. Hyacinthus orientalis <Hyacinthaceae>/

792. Hydrangea macrophylla <Hydrangeaceae>/

793. Hyoscyamus desertorum <Solanaceae>/

794. Hyoscyamus niger <Solanaceae>/

795. Hyparrhenia rufa <Gramineae>/

796. Hypericum perforatum <Guttiferae>/

797. Hypochoeris aetensis <Compositae>/

798. Hypochoeris radiata <Compositae>/

799. Iberis coronaria <Cruciferae>/

800. Impatiens <Balsaminaceae>/

801. Impatiens balsamina <Balsaminaceae>/

802. Impatiens holstii <Balsaminaceae>/

803. Impatiens walleriana <Balsaminaceae>/

804. Imperata arundinacea <Gramineae>/

805. Imperata cylindrica <Gramineae>/

806. Imperata cylindrica var. major <Gramineae>/

807. Indigofera australis <Leguminosae-Papilionoideae>/

808. Indigofera hirsuta <Leguminosae-Papilionoideae>/

809. Ipomoea aquatica <Convolvulaceae>/

810. Ipomoea batatas <Convolvulaceae>/

811. Ipomoea congesta <Convolvulaceae>/

812. Ipomoea hederacea <Convolvulaceae>/

813. Ipomoea incarnata <Convolvulaceae>/

814. Ipomoea nil <Convolvulaceae>/

815. Ipomoea purpurea <Convolvulaceae>/

816. Ipomoea setosa <Convolvulaceae>/

817. Ipomoea sloteri <Convolvulaceae>/

818. Ipomoea trichocarpa <Convolvulaceae>/

819. Ipomoea tricolor <Convolvulaceae>/

820. Ipomoea trifida <Convolvulaceae>/

821. Iris <Iridaceae>/

822. Iris danfordiae <Iridaceae>/

823. Iris fulva <Iridaceae>/

824. Iris fulva x I. brevicaulis <Iridaceae>/

825. Iris germanica <Iridaceae>/

826. Iris kaempferi <Iridaceae>/

827. Iris laevigata <Iridaceae>/

828. Iris pumila <Iridaceae>/

829. Iris reticulata <Iridaceae>/

830. Iris sanguinea <Iridaceae>/

831. Iris sibirica <Iridaceae>/

832. Iris spuria <Iridaceae>/

833. Iris tingitana x I. xiphium <Iridaceae>/

834. Iris x hollandica <Iridaceae>/

835. Iris xiphium <Iridaceae>/

836. Iris xiphoides <Iridaceae>/

837. Isachne globosa <Gramineae>/

838. Ixophorus unisetus <Gramineae>/

839. Jacquemontia tamnifolia <Convolvulaceae>/

840. Jasminum officinale <Oleaceae>/

841. Jatropha gossypiifolia <Euphorbiaceae>/

842. Jatropha multifida <Euphorbiaceae>/

843. Jatropha podagrica <Euphorbiaceae>/

844. Juglans regia <Juglandaceae>/

845. Kalanchoe blossfeldiana <Crassulaceae>/

846. Kalanchoe daigremontiana <Crassulaceae>/

847. Kalanchoe pinnata <Crassulaceae>/

848. Kalanchoe tubiflora <Crassulaceae>/

849. Kalmia latifolia <Ericaceae>/

850. Kennedya rubicunda <Leguminosae-Papilionoideae>/

851. Kitaibelia vitifolia <Malvaceae>/

852. Lablab purpureus <Leguminosae-Papilionoideae>/

853. Laburnum anagyroides <Leguminosae-Papilionoideae>/

854. Lachenalia <Hyacinthaceae>/

855. Lactuca sativa <Compositae>/

856. Lactuca serriola <Compositae>/

857. Lactuca virosa <Compositae>/

858. Laelia <Orchidaceae>/

859. Laeliocattleya <Orchidaceae>/

860. Lagenaria cineraria <Cucurbitaceae>/

861. Lagenaria cylindrica <Cucurbitaceae>/

862. Lagenaria leucantha <Cucurbitaceae>/

863. Lagenaria siceraria <Cucurbitaceae>/

864. Lagurus <Gramineae>/

865. Lagurus ovatus <Gramineae>/

866. Lamarckia aurea <Gramineae>/

867. Lamiaceae <Labiatae>/

868. Lamium album <Labiatae>/

869. Lamium amplexicaule <Labiatae>/

870. Lamium maculatum <Labiatae>/

871. Lamium purpureum <Labiatae>/

872. Laportea aestuans <Urticaceae>/

873. Lathyrus odoratus <Leguminosae-Papilionoideae>/

874. Launaea aspleniifolia <Compositae>/

875. Launaea naudicaulis <Compositae>/

876. Lavatera ambigua <Malvaceae>/

877. Lavatera arborea <Malvaceae>/

878. Lavatera assurgentiflora <Malvaceae>/

879. Lavatera cretica <Malvaceae>/

880. Lavatera trimestris <Malvaceae>/

881. Leersia hexandra <Gramineae>/

882. Leersia japonica <Gramineae>/

883. Leguminosae <Leguminosae>/

884. Lens culinaris <Leguminosae-Papilionoideae>/

885. Leontodon autumnalis <Compositae>/

886. Lepidium campestre <Cruciferae>/

887. Lepidium virginicum <Cruciferae>/

888. Leptochloa <Gramineae>/

889. Leptochloa filiformis <Gramineae>/

890. Leptochloa virgata <Gramineae>/

891. Leptosiphon <Polemoniaceae>/

892. Lespedeza stipulacea <Leguminosae-Papilionoideae>/

893. Lespedeza striata <Leguminosae-Papilionoideae>/

894. Levisticum officinale <Umbelliferae>/

895. Liatris spicata <Compositae>/

896. Ligustrum vulgare <Oleaceae>/

897. Lilium <Liliaceae>/

898. Lilium elegans <Liliaceae>/

899. Lilium formosanum <Liliaceae>/

900. Lilium longiflorum <Liliaceae>/

901. Limonium latifolium <Plumbaginaceae>/

902. Limonium sinuatum <Plumbaginaceae>/

903. Linum grandiflorum <Linaceae>/

904. Linum usitatissimum <Linaceae>/

905. Lobelia erinus <Campanulaceae>/

906. Lobularia maritima <Cruciferae>/

907. Lolium <Gramineae>/

908. Lolium multiflorum <Gramineae>/

909. Lolium multiflorum x L. perenne <Gramineae>/

910. Lolium perenne <Gramineae>/

911. Lolium persicum <Gramineae>/

912. Lolium remotum <Gramineae>/

913. Lolium subulatum <Gramineae>/

914. Lolium temulentum <Gramineae>/

915. Lolium vulgare <Gramineae>/

916. Lonicera <Caprifoliaceae>/

917. Lonicera americana <Caprifoliaceae>/

918. Lonicera brownii <Caprifoliaceae>/

919. Lonicera caprifolium <Caprifoliaceae>/

920. Lonicera heckottii <Caprifoliaceae>/

921. Lonicera henryi <Caprifoliaceae>/

922. Lonicera japonica <Caprifoliaceae>/

923. Lonicera periclymenum <Caprifoliaceae>/

924. Lonicera telmanniana <Caprifoliaceae>/

925. Lophopyrum elongatum <Gramineae>/

926. Lotus corniculatus <Leguminosae-Papilionoideae>/

927. Luffa acutangula <Cucurbitaceae>/

928. Luffa cylindrica <Cucurbitaceae>/

929. Lunaria annua <Cruciferae>/

930. Lupinus <Leguminosae-Papilionoideae>/

931. Lupinus albus <Leguminosae-Papilionoideae>/

932. Lupinus angustifolius <Leguminosae-Papilionoideae>/

933. Lupinus cosentinii <Leguminosae-Papilionoideae>/

934. Lupinus hartwegii <Leguminosae-Papilionoideae>/

935. Lupinus hirsutus <Leguminosae-Papilionoideae>/

936. Lupinus luteus <Leguminosae-Papilionoideae>/

937. Lupinus mutabilis <Leguminosae-Papilionoideae>/

938. Lupinus polyphyllus <Leguminosae-Papilionoideae>/

939. Lupinus polyphyllus x L. arboreus <Leguminosae-Papilionoideae>/

940. Lychnis chalcedonica <Caryophyllaceae>/

941. Lychnis coronaria <Caryophyllaceae>/

942. Lychnis dioica <Caryophyllaceae>/

943. Lychnis divaricata <Caryophyllaceae>/

944. Lychnis haageana <Caryophyllaceae>/

945. Lycium <Solanaceae>/

946. Lycium barbarum <Solanaceae>/

947. Lycium chinense <Solanaceae>/

948. Lycopersicon chilense <Solanaceae>/

949. Lycopersicon esculentum <Solanaceae>/

950. Lycopersicon hirsutum <Solanaceae>/

951. Lycopersicon peruvianum <Solanaceae>/

952. Lycopersicon pimpinellifolium <Solanaceae>/

953. Lythrum salicaria <Lythraceae>/

954. Maclura pomifera <Moraceae>/

955. Macroptilium atropurpureum <Leguminosae-Papilionoideae>/

956. Macroptilium lathyroides <Leguminosae-Papilionoideae>/

957. Macrotyloma uniflorum <Leguminosae-Papilionoideae>/

958. Malus <Rosaceae>/

959. Malus domestica <Rosaceae>/

960. Malus platycarpa <Rosaceae>/

961. Malus pumila <Rosaceae>/

962. Malus sieboldii <Rosaceae>/

963. Malus sieboldii var. arborescens <Rosaceae>/

964. Malus sylvestris <Rosaceae>/

965. Malva <Malvaceae>/

966. Malva alcea <Malvaceae>/

967. Malva crispa <Malvaceae>/

968. Malva meluca <Malvaceae>/

969. Malva moschata <Malvaceae>/

970. Malva neglecta <Malvaceae>/

971. Malva nicaensis <Malvaceae>/

972. Malva parviflora <Malvaceae>/

973. Malva rotundifolia <Malvaceae>/

974. Malva sylvestris <Malvaceae>/

975. Malva verticillata <Malvaceae>/

976. Malvaceae <Malvaceae>/

977. Malvastrum capense <Malvaceae>/

978. Malvastrum coromandelianum <Malvaceae>/

979. Manetia cordifolia <Rubiaceae>/

980. Manihot <Euphorbiaceae>/

981. Manihot esculenta <Euphorbiaceae>/

982. Manihot glaziovii <Euphorbiaceae>/

983. Marah macrocarpus <Cucurbitaceae>/

984. Marah oreganus <Cucurbitaceae>/

985. Marrubium peregrinum <Labiatae>/

986. Marrubium vulgare <Labiatae>/

987. Matelea floridana <Asclepiadaceae>/

988. Matthiola incana <Cruciferae>/

989. Medicago <Leguminosae-Papilionoideae>/

990. Medicago alba <Leguminosae-Papilionoideae>/

991. Medicago arabica <Leguminosae-Papilionoideae>/

992. Medicago hispida <Leguminosae-Papilionoideae>/

993. Medicago hispida var. denticulata <Leguminosae-Papilionoideae>/

994. Medicago lupulina <Leguminosae-Papilionoideae>/

995. Medicago minima <Leguminosae-Papilionoideae>/

996. Medicago orbicularis <Leguminosae-Papilionoideae>/

997. Medicago polymorpha <Leguminosae-Papilionoideae>/

998. Medicago sativa <Leguminosae-Papilionoideae>/

999. Medicago scutellata <Leguminosae-Papilionoideae>/

1000. Melandrium album <Caryophyllaceae>/

1001. Melandrium nodiflorum <Caryophyllaceae>/

1002. Melilotus albus <Leguminosae-Papilionoideae>/

1003. Melilotus indicus <Leguminosae-Papilionoideae>/

1004. Melilotus officinalis <Leguminosae-Papilionoideae>/

1005. Melothria liukiuensis <Cucurbitaceae>/

1006. Melothria pendula <Cucurbitaceae>/

1007. Mentha arvensis <Labiatae>/

1008. Microlaena stipoides <Gramineae>/

1009. Miltonia <Orchidaceae>/

1010. Mimosa pudica <Leguminosae-Mimosoideae>/

1011. Mimosa sensitiva <Leguminosae-Mimosoideae>/

1012. Mimulus luteus <Scrophulariaceae>/

1013. Mirabilis jalapa <Nyctaginaceae>/

1014. Mirabilis nyctaginea <Nyctaginaceae>/

1015. Miscanthus sacchariflorus <Gramineae>/

1016. Momordica balsamina <Cucurbitaceae>/

1017. Momordica charantia <Cucurbitaceae>/

1018. Monochoria vaginalis <Pontederiaceae>/

1019. Montia perfoliata <Portulacaceae>/

1020. Morrenia brachystephana <Asclepiadaceae>/

1021. Morrenia odorata <Asclepiadaceae>/

1022. Morus alba <Moraceae>/

1023. Mucuna aterrima <Leguminosae-Papilionoideae>/

1024. Mucuna deeringianum <Leguminosae-Papilionoideae>/

1025. Muhlenbergia schreberi <Gramineae>/

1026. Murdannia nudiflora <Commelinaceae>/

1027. Musa <Musaceae>/

1028. Musa acuminata <Musaceae>/

1029. Musa balbisiana <Musaceae>/

1030. Musa sapientum <Musaceae>/

1031. Mycelis muralis <Compositae>/

1032. Myosotis scorpioides <Boraginaceae>/

1033. Myosotis sylvatica <Boraginaceae>/

1034. Nandina domestica <Nandinaceae>/

1035. Napaea dioica <Malvaceae>/

1036. Narcissus <Amaryllidaceae>/

1037. Narcissus jonquilla <Amaryllidaceae>/

1038. Narcissus poeticus <Amaryllidaceae>/

1039. Narcissus pseudonarcissus <Amaryllidaceae>/

1040. Narcissus tazetta <Amaryllidaceae>/

1041. Nelumbo nucifera <Nelumbonaceae>/

1042. Neomarica gracilis <Iridaceae>/

1043. Nepeta cataria <Labiatae>/

1044. Nerine bowdenii <Amaryllidaceae>/

1045. Nerine sarniensis <Amaryllidaceae>/

1046. Nerium oleander <Apocynaceae>/

1047. Neslia paniculata <Cruciferae>/

1048. Nicandra physalodes <Solanaceae>/

1049. Nicotiana <Solanaceae>/

1050. Nicotiana acuminata <Solanaceae>/

1051. Nicotiana affinis <Solanaceae>/

1052. Nicotiana alata <Solanaceae>/

1053. Nicotiana benthamiana <Solanaceae>/

1054. Nicotiana bigelovii <Solanaceae>/

1055. Nicotiana cavicola <Solanaceae>/

1056. Nicotiana clevelandii <Solanaceae>/

1057. Nicotiana debneyi <Solanaceae>/

1058. Nicotiana forgetiana <Solanaceae>/

1059. Nicotiana glauca <Solanaceae>/

1060. Nicotiana glutinosa <Solanaceae>/

1061. Nicotiana glutinosa x N. clevelandii <Solanaceae>/

1062. Nicotiana hesperis <Solanaceae>/

1063. Nicotiana hybrida <Solanaceae>/

1064. Nicotiana knightiana <Solanaceae>/

1065. Nicotiana langsdorffii <Solanaceae>/

1066. Nicotiana longiflora <Solanaceae>/

1067. Nicotiana megalosiphon <Solanaceae>/

1068. Nicotiana occidentalis <Solanaceae>/

1069. Nicotiana occidentalis ssp. obliqua <Solanaceae>/

1070. Nicotiana palmeri <Solanaceae>/

1071. Nicotiana paniculata <Solanaceae>/

1072. Nicotiana pavicola <Solanaceae>/

1073. Nicotiana physalodes <Solanaceae>/

1074. Nicotiana plumbaginafolia <Solanaceae>/

1075. Nicotiana plumbaginifolia <Solanaceae>/

1076. Nicotiana repanda <Solanaceae>/

1077. Nicotiana rustica <Solanaceae>/

1078. Nicotiana sylvestris <Solanaceae>/

1079. Nicotiana tabacum <Solanaceae>/

1080. Nicotiana velutina <Solanaceae>/

1081. Nicotiana x edwardsonii <Solanaceae>/

1082. Nolana prostrata <Nolanaceae>/

1083. Nothoscordum fragrans <Alliaceae>/

1084. Ochradenus baccatus <Resedaceae>/

1085. Ocimum basilicum <Labiatae>/

1086. Odontoglossum <Orchidaceae>/

1087. Odontoglossum grande <Orchidaceae>/

1088. Oenanthe aquatica <Umbelliferae>/

1089. Oenanthe pimpinelloides <Umbelliferae>/

1090. Oenothera biennis <Onagraceae>/

1091. Olea europaea <Oleaceae>/

1092. Oncidium <Orchidaceae>/

1093. Onobrychis biebersteinii <Leguminosae-Papilionoideae>/

1094. Onobrychis viciifolia <Leguminosae-Papilionoideae>/

1095. Ononis repens <Leguminosae-Papilionoideae>/

1096. Oplismenus compositus <Gramineae>/

1097. Opuntia engelmannii <Cactaceae>/

1098. Opuntia vulgaris <Cactaceae>/

1099. Ornithogalum thyrsoides <Hyacinthaceae>/

1100. Oryza australiensis <Gramineae>/

1101. Oryza barthii <Gramineae>/

1102. Oryza cubensis <Gramineae>/

1103. Oryza glaberrima <Gramineae>/

1104. Oryza latifolia <Gramineae>/

1105. Oryza longistaminata <Gramineae>/

1106. Oryza nivara <Gramineae>/

1107. Oryza perennis <Gramineae>/

1108. Oryza punctata <Gramineae>/

1109. Oryza sativa <Gramineae>/

1110. Oryza sativa var. japonica <Gramineae>/

1111. Oryzopsis miliacea <Gramineae>/

1112. Oxalis barrelieri <Oxalidaceae>/

1113. Oxalis corniculata <Oxalidaceae>/

1114. Oxalis regnellii <Oxalidaceae>/

1115. Oxalis tuberosa <Oxalidaceae>/

1116. Pachyrhizus erosus <Leguminosae-Papilionoideae>/

1117. Pamburus missionis <Rutaceae>/

1118. Panicum <Gramineae>/

1119. Panicum bergii <Gramineae>/

1120. Panicum bisulcatum <Gramineae>/

1121. Panicum capillare <Gramineae>/

1122. Panicum coloratum <Gramineae>/

1123. Panicum coloratum var. Makarikari <Gramineae>/

1124. Panicum dichotomiflorum <Gramineae>/

1125. Panicum hallii <Gramineae>/

1126. Panicum maximum <Gramineae>/

1127. Panicum miliaceum <Gramineae>/

1128. Panicum texanum <Gramineae>/

1129. Panicum virgatum <Gramineae>/

1130. Papaver nudicaule <Papaveraceae>/

1131. Papaver rhoeas <Papaveraceae>/

1132. Papaver somniferum <Papaveraceae>/

1133. Paphiopedilum <Orchidaceae>/

1134. Parietaria officinalis <Urticaceae>/

1135. Paspalum almum <Gramineae>/

1136. Paspalum conjugatum <Gramineae>/

1137. Paspalum dilatatum <Gramineae>/

1138. Paspalum membranaceum <Gramineae>/

1139. Paspalum notatum <Gramineae>/

1140. Paspalum orbiculare <Gramineae>/

1141. Paspalum scrobiculatum <Gramineae>/

1142. Paspalum thumbergii <Gramineae>/

1143. Paspalum urvillei <Gramineae>/

1144. Passiflora alata <Passifloraceae>/

1145. Passiflora aurantia <Passifloraceae>/

1146. Passiflora caerulea <Passifloraceae>/

1147. Passiflora edulis <Passifloraceae>/

1148. Passiflora edulis f. flavicarpa <Passifloraceae>/

1149. Passiflora foetida <Passifloraceae>/

1150. Passiflora gibertii <Passifloraceae>/

1151. Passiflora gracilis <Passifloraceae>/

1152. Passiflora maliformis <Passifloraceae>/

1153. Passiflora mollissima <Passifloraceae>/

1154. Passiflora quadrangularis <Passifloraceae>/

1155. Passiflora serrato-digitata <Passifloraceae>/

1156. Passiflora suberosa <Passifloraceae>/

1157. Passiflora subpeltata <Passifloraceae>/

1158. Passifloraceae <Passifloraceae>/

1159. Pastinaca sativa <Umbelliferae>/

1160. Pecteilis <Orchidaceae>/

1161. Pelargonium <Geraniaceae>/

1162. Pelargonium peltatum <Geraniaceae>/

1163. Pelargonium x domesticum <Geraniaceae>/

1164. Pelargonium x hortorum <Geraniaceae>/

1165. Pelargonium zonale <Geraniaceae>/

1166. Pellaea falcata <Sinopteridaceae>/

1167. Pennisetum alopecuroides <Gramineae>/

1168. Pennisetum americanum <Gramineae>/

1169. Pennisetum clandestinum <Gramineae>/

1170. Pennisetum glaucum <Gramineae>/

1171. Pennisetum macrorum <Gramineae>/

1172. Pennisetum pedicellatum <Gramineae>/

1173. Pennisetum purpureum <Gramineae>/

1174. Pennisetum typhoides <Gramineae>/

1175. Pereskia saccharosa <Cactaceae>/

1176. Perilla frutescens <Labiatae>/

1177. Persea americana <Lauraceae>/

1178. Petasites officinalis <Compositae>/

1179. Petroselinum crispum <Umbelliferae>/

1180. Petunia alba <Solanaceae>/

1181. Petunia axillaris <Solanaceae>/

1182. Petunia violacea <Solanaceae>/

1183. Petunia x hybrida <Solanaceae>/

1184. Phacelia campanularia <Hydrophyllaceae>/

1185. Phalaenopsis <Orchidaceae>/

1186. Phalaris <Gramineae>/

1187. Phalaris arundinacea <Gramineae>/

1188. Phalaris canariensis <Gramineae>/

1189. Phalaris paradoxa <Gramineae>/

1190. Phalaris tuberosa <Gramineae>/

1191. Transcription phaseolus <Leguminosae-Papilionoideae>/

1192. Transcription phaseolus acutifolius <Leguminosae-Papilionoideae>/

1193. Transcription phaseolus arborigenus <Leguminosae-Papilionoideae>/

1194. Transcription phaseolus coccineus <Leguminosae-Papilionoideae>/

1195. Transcription phaseolus longipedunculatus <Leguminosae-Papilionoideae>/

1196. Transcription phaseolus lunatus <Leguminosae-Papilionoideae>/

1197. Transcription phaseolus tuberosus <Leguminosae-Papilionoideae>/

1198. Transcription phaseolus vulgaris <Leguminosae-Papilionoideae>/

1199. Philadelphus <Philadelphaceae>/

1200. Philodendron oxycardium <Araceae>/

1201. Philodendron selloum <Araceae>/

1202. Philodendron speciosum <Araceae>/

1203. Philodendron verrucosum <Araceae>/

1204. Phleum <Gramineae>/

1205. Phleum arenarium <Gramineae>/

1206. Phleum paniculatum <Gramineae>/

1207. Phleum pratense <Gramineae>/

1208. Phlox drummondii <Polemoniaceae>/

1209. Phragmites australis <Gramineae>/

1210. Phyllanthus debilis <Euphorbiaceae>/

1211. Phyllitis scolopendrium <Aspleniaceae>/

1212. Phyllostachys nigra <Gramineae>/

1213. Physalis aequata <Solanaceae>/

1214. Physalis alkekengi <Solanaceae>/

1215. Physalis angulata <Solanaceae>/

1216. Physalis floridana <Solanaceae>/

1217. Physalis franchetii <Solanaceae>/

1218. Physalis heterophylla <Solanaceae>/

1219. Physalis ixocarpa <Solanaceae>/

1220. Physalis minima <Solanaceae>/

1221. Physalis peruviana <Solanaceae>/

1222. Physalis subglabrata <Solanaceae>/

1223. Physalis viscosa <Solanaceae>/

1224. Physalis wrightii <Solanaceae>/

1225. Phytolacca americana <Phytolaccaceae>/

1226. Pimpinella anisum <Umbelliferae>/

1227. Pimpinella saxifraga <Umbelliferae>/

1228. Pisum arvense <Leguminosae-Papilionoideae>/

1229. Pisum sativum <Leguminosae-Papilionoideae>/

1230. Pittosporum tobira <Pittosporaceae>/

1231. Plantago asiatica <Plantaginaceae>/

1232. Plantago lanceolata <Plantaginaceae>/

1233. Plantago major <Plantaginaceae>/

1234. Plantago maritima <Plantaginaceae>/

1235. Plantago rugelii <Plantaginaceae>/

1236. Plantago virginica <Plantaginaceae>/

1237. Pleioblastus chino <Gramineae>/

1238. Plumbago capensis <Plumbaginaceae>/

1239. Plumeria acutifolia <Apocynaceae>/

1240. Plumeria alba <Apocynaceae>/

1241. Poa <Gramineae>/

1242. Poa annua <Gramineae>/

1243. Poa canadensis <Gramineae>/

1244. Poa compressa <Gramineae>/

1245. Poa palustris <Gramineae>/

1246. Poa pratensis <Gramineae>/

1247. Poa trivialis <Gramineae>/

1248. Podolepis robusta <Compositae>/

1249. Pogostemon patchouli <Labiatae>/

1250. Polianthes tuberosa <Agavaceae>/

1251. Polygonum aviculare <Polygonaceae>/

1252. Polygonum equisetiforme <Polygonaceae>/

1253. Polygonum persicaria <Polygonaceae>/

1254. Polypodium vulgare <Polypodiaceae>/

1255. Polypogon fugax <Gramineae>/

1256. Polystichum falcatum <Aspidiaceae>/

1257. Poncirus trifoliata <Rutaceae>/

1258. Poncirus trifoliata x Citrus paradisi <Rutaceae>/

1259. Populus balsamifera <Salicaceae>/

1260. Populus candicans <Salicaceae>/

1261. Populus deltoides subspecies angulata, monilifera, missouriensis  <Salicaceae>/

1262. Populus grandidenta <Salicaceae>/

1263. Populus maximowiczii <Salicaceae>/

1264. Populus nigra <Salicaceae>/

1265. Populus tremuloides <Salicaceae>/

1266. Populus trichocarpa <Salicaceae>/

1267. Populus x canadensis <Salicaceae>/

1268. Populus x interamericana <Salicaceae>/

1269. Portulaca grandiflora <Portulacaceae>/

1270. Portulaca oleracea <Portulacaceae>/

1271. Potentilla adscherica <Rosaceae>/

1272. Potentilla canadensis <Rosaceae>/

1273. Potentilla sterilis <Rosaceae>/

1274. Primula malacoides <Primulaceae>/

1275. Primula obconica <Primulaceae>/

1276. Primula sinensis <Primulaceae>/

1277. Proboscidea jussieu <Martyniaceae>/

1278. Prosopis farcta <Leguminosae-Mimosoideae>/

1279. Prunus <Rosaceae>/

1280. Prunus americana x P. salicina <Rosaceae>/

1281. Prunus armeniaca <Rosaceae>/

1282. Prunus avium <Rosaceae>/

1283. Prunus cerasifera <Rosaceae>/

1284. Prunus cerasus <Rosaceae>/

1285. Prunus domestica <Rosaceae>/

1286. Prunus glandulosa <Rosaceae>/

1287. Prunus insititia <Rosaceae>/

1288. Prunus japonica <Rosaceae>/

1289. Prunus mahaleb <Rosaceae>/

1290. Prunus maritima <Rosaceae>/

1291. Prunus persica <Rosaceae>/

1292. Prunus salicina <Rosaceae>/

1293. Prunus serrulata <Rosaceae>/

1294. Prunus sibirica <Rosaceae>/

1295. Prunus spinosa <Rosaceae>/

1296. Prunus tomentosa <Rosaceae>/

1297. Psophocarpus tetragonolobus <Leguminosae-Papilionoideae>/

1298. Ptelea trifoliata <Rutaceae>/

1299. Pteris 'Childsii' <Pteridaceae>/

1300. Pteris cretica var. albo-lineata <Pteridaceae>/

1301. Pueraria lobata <Leguminosae-Papilionoideae>/

1302. Pulicaria dysenterica <Compositae>/

1303. Pyronia veitchii <Rosaceae>/

1304. Pyrus <Rosaceae>/

1305. Pyrus communis <Rosaceae>/

1306. Quercus marilandica <Fagaceae>/

1307. Quercus velutina <Fagaceae>/

1308. Ranunculus arvensis <Ranunculaceae>/

1309. Ranunculus asiaticus <Ranunculaceae>/

1310. Ranunculus ficaria <Ranunculaceae>/

1311. Ranunculus repens <Ranunculaceae>/

1312. Ranunculus sardous <Ranunculaceae>/

1313. Raphanus <Cruciferae>/

1314. Raphanus raphanistrum <Cruciferae>/

1315. Raphanus sativus <Cruciferae>/

1316. Rehmannia <Scrophulariaceae>/

1317. Reichardia tingitana <Compositae>/

1318. Renanthera <Orchidaceae>/

1319. Reseda alba <Resedaceae>/

1320. Reseda odorata <Resedaceae>/

1321. Resedaceae <Resedaceae>/

1322. Rheum rhaponticum <Polygonaceae>/

1323. Rhododendron <Ericaceae>/

1324. Rhynchosia minima <Cyperaceae>/

1325. Ribes <Grossulariaceae>/

1326. Ribes nigrum <Grossulariaceae>/

1327. Ribes rubrum <Grossulariaceae>/

1328. Richardia <Araceae>/

1329. Ricinus communis <Euphorbiaceae>/

1330. Robinia pseudoacacia <Leguminosae-Papilionoideae>/

1331. Rollinia deliciosa <Annonaceae>/

1332. Rorippa amphibia <Cruciferae>/

1333. Rorippa nasturtium-aquaticum <Cruciferae>/

1334. Rorippa sylvestris <Cruciferae>/

1335. Rosa <Rosaceae>/

1336. Rosa setigera <Rosaceae>/

1337. Rosaceae <Rosaceae>/

1338. Rottboellia cochinchinensis <Gramineae>/

1339. Rottboellia exaltata <Gramineae>/

1340. Rubus <Rosaceae>/

1341. Rubus albescens <Rosaceae>/

1342. Rubus fruticosus <Rosaceae>/

1343. Rubus henryi <Rosaceae>/

1344. Rubus idaeus <Rosaceae>/

1345. Rubus lasiocarpus <Rosaceae>/

1346. Rubus loganobaccus <Rosaceae>/

1347. Rubus macraei <Rosaceae>/

1348. Rubus occidentalis <Rosaceae>/

1349. Rubus parviflorus <Rosaceae>/

1350. Rubus phoenicolasius <Rosaceae>/

1351. Rubus procerus <Rosaceae>/

1352. Rubus rigidus <Rosaceae>/

1353. Rubus rosifolius <Rosaceae>/

1354. Rubus strigosus <Rosaceae>/

1355. Rubus ursinus <Rosaceae>/

1356. Rubus x neglectus <Rosaceae>/

1357. Rudbeckia hirta hybridum <Compositae>/

1358. Rumex <Polygonaceae>/

1359. Rumex acetosa <Polygonaceae>/

1360. Rumex conglomeratus <Polygonaceae>/

1361. Rumex crispus <Polygonaceae>/

1362. Rumex obtusifolius <Polygonaceae>/

1363. Rumex patientia <Polygonaceae>/

1364. Rumex pulcher <Polygonaceae>/

1365. Saccharum <Gramineae>/

1366. Saccharum officinarum <Gramineae>/

1367. Sacciolepis indica <Gramineae>/

1368. Saintpaulia ionantha <Gesneriaceae>/

1369. Salpiglossis sinuata <Solanaceae>/

1370. Salsola kali <Chenopodiaceae>/

1371. Salvia splendens <Labiatae>/

1372. Sambucus <Sambucaceae>/

1373. Sambucus canadensis <Sambucaceae>/

1374. Sambucus nigra <Sambucaceae>/

1375. Sambucus racemosa <Sambucaceae>/

1376. Samolus parviflorus <Primulaceae>/

1377. Sanguisorba minor <Rosaceae>/

1378. Saponaria officinalis <Caryophyllaceae>/

1379. Saponaria vaccaria <Caryophyllaceae>/

1380. Sarcostemma clausum <Asclepiadaceae>/

1381. Sarracenia purpurea <Sarraceniaceae>/

1382. Saxifraga cordifolia <Saxifragaceae>/

1383. Scabiosa atropurpurea <Dipsacaceae>/

1384. Scabiosa columbaria <Dipsacaceae>/

1385. Scandix pecten-veneris <Umbelliferae>/

1386. Schedonnardus paniculatus <Gramineae>/

1387. Schizachrium scoparium <Gramineae>/

1388. Schizanthus pinnatus <Solanaceae>/

1389. Schlumbergera bridgesii <Cactaceae>/

1390. Scrophularia californica <Scrophulariaceae>/

1391. Scrophularia nodosa <Scrophulariaceae>/

1392. Scrophulariaceae <Scrophulariaceae>/

1393. Secale <Gramineae>/

1394. Secale cereale <Gramineae>/

1395. Senecio <Compositae>/

1396. Senecio cineraria <Compositae>/

1397. Senecio cruentus <Compositae>/

1398. Senecio vulgaris <Compositae>/

1399. Sesamum indicum <Pedaliaceae>/

1400. Sesbania exaltata <Leguminosae-Papilionoideae>/

1401. Setaria <Gramineae>/

1402. Setaria adhaerans <Gramineae>/

1403. Setaria chevalieri <Gramineae>/

1404. Setaria faberi <Gramineae>/

1405. Setaria halepense <Gramineae>/

1406. Setaria homonyma <Gramineae>/

1407. Setaria italica <Gramineae>/

1408. Setaria lutescens <Gramineae>/

1409. Setaria macrostachya <Gramineae>/

1410. Setaria nigrirostris <Gramineae>/

1411. Setaria pallidifusca <Gramineae>/

1412. Setaria sphacelata <Gramineae>/

1413. Setaria verticillata <Gramineae>/

1414. Setaria viridis <Gramineae>/

1415. Setaria vulpiseta <Gramineae>/

1416. Sida <Malvaceae>/

1417. Sida acuta <Malvaceae>/

1418. Sida alba <Malvaceae>/

1419. Sida linifolia <Malvaceae>/

1420. Sida micrantha <Malvaceae>/

1421. Sida napaeae <Malvaceae>/

1422. Sida rhombifolia <Malvaceae>/

1423. Sida rhomboidea <Malvaceae>/

1424. Sidalcea malvaefolia <Malvaceae>/

1425. Silene armeria <Caryophyllaceae>/

1426. Silene latifolia ssp. alba <Caryophyllaceae>/

1427. Silene pendula <Caryophyllaceae>/

1428. Silene vulgaris <Caryophyllaceae>/

1429. Sinapis alba <Cruciferae>/

1430. Sinapis arvensis <Cruciferae>/

1431. Sinningia speciosa <Gesneriaceae>/

1432. Sisymbrium irio <Cruciferae>/

1433. Sisymbrium loeselii <Cruciferae>/

1434. Sisymbrium officinale <Cruciferae>/

1435. Smithiantha <Gesneriaceae>/

1436. Solanaceae <Solanaceae>/

1437. Solanum acaule <Solanaceae>/

1438. Solanum basendopogon <Solanaceae>/

1439. Solanum basendopogon f. obtusum <Solanaceae>/

1440. Solanum berthaultii <Solanaceae>/

1441. Solanum brachycarpum <Solanaceae>/

1442. Solanum capsicastrum <Solanaceae>/

1443. Solanum carolinense <Solanaceae>/

1444. Solanum chacoense <Solanaceae>/

1445. Solanum chancayense <Solanaceae>/

1446. Solanum commersonii <Solanaceae>/

1447. Solanum demissum <Solanaceae>/

1448. Solanum demissum x S. tuberosum <Solanaceae>/

1449. Solanum dulcamara <Solanaceae>/

1450. Solanum giganteum <Solanaceae>/

1451. Solanum goniocalyx <Solanaceae>/

1452. Solanum incanum <Solanaceae>/

1453. Solanum integrifolium <Solanaceae>/

1454. Solanum jasminoides <Solanaceae>/

1455. Solanum luteum <Solanaceae>/

1456. Solanum megistacrolobum <Solanaceae>/

1457. Solanum melongena <Solanaceae>/

1458. Solanum microdontum <Solanaceae>/

1459. Solanum mochiquense <Solanaceae>/

1460. Solanum muricatum <Solanaceae>/

1461. Solanum nigrum <Solanaceae>/

1462. Solanum nitidibaccatum <Solanaceae>/

1463. Solanum nodiflorum <Solanaceae>/

1464. Solanum pennellii <Solanaceae>/

1465. Solanum pseudocapsicastrum <Solanaceae>/

1466. Solanum quercifolium <Solanaceae>/

1467. Solanum raphanifolium <Solanaceae>/

1468. Solanum rostratum <Solanaceae>/

1469. Solanum seaforthianum <Solanaceae>/

1470. Solanum sodomaeum <Solanaceae>/

1471. Solanum spegazzinii <Solanaceae>/

1472. Solanum stoloniferum <Solanaceae>/

1473. Solanum tuberosum <Solanaceae>/

1474. Solanum tuberosum ssp. andigena <Solanaceae>/

1475. Solanum tuberosum ssp. andigena x S. tuberosum ssp. tuberosum <Solanaceae>/

1476. Solanum tuberosum ssp. tuberosum <Solanaceae>/

1477. Solanum vernei <Solanaceae>/

1478. Solanum villosum <Solanaceae>/

1479. Solanum xanthocarpum <Solanaceae>/

1480. Sonchus <Compositae>/

1481. Sonchus arvensis <Compositae>/

1482. Sonchus asper <Compositae>/

1483. Sonchus hydrophilus <Compositae>/

1484. Sonchus oleraceus <Compositae>/

1485. Sorbus domestica <Rosaceae>/

1486. Sorbus mitchelli <Rosaceae>/

1487. Sorghastrum nutans <Gramineae>/

1488. Sorghum arundinaceum <Gramineae>/

1489. Sorghum bicolor <Gramineae>/

1490. Sorghum genotypes <Gramineae>/

1491. Sorghum halepense <Gramineae>/

1492. Sorghum laxiflorum <Gramineae>/

1493. Sorghum macrospermum <Gramineae>/

1494. Sorghum miliaceum <Gramineae>/

1495. Sorghum propinguum <Gramineae>/

1496. Sorghum stipoideum <Gramineae>/

1497. Sorghum sudanense <Gramineae>/

1498. Sorghum verticilliflorum <Gramineae>/

1499. Sorghum vulgare <Gramineae>/

1500. Sorghum vulgare var. sudanense <Gramineae>/

1501. Sorghum x almum <Gramineae>/

1502. Spartina alternifolia <Gramineae>/

1503. Spartina anglica <Gramineae>/

1504. Spartina glabra <Gramineae>/

1505. Spartina maritima <Gramineae>/

1506. Spartina townsendii <Gramineae>/

1507. Spathiphyllum <Araceae>/

1508. Spergula arvensis <Caryophyllaceae>/

1509. Spinacia oleracea <Chenopodiaceae>/

1510. Spinacia tetranda <Chenopodiaceae>/

1511. Sporobolus elongatus <Gramineae>/

1512. Stellaria media <Caryophyllaceae>/

1513. Stenotaphrum secundatum <Gramineae>/

1514. Sterculia tragacantha <Sterculiaceae>/

1515. Stipa <Gramineae>/

1516. Stipa bromoides <Gramineae>/

1517. Streptocarpus kewensis <Gesneriaceae>/

1518. Strophostyles helvula <Leguminosae-Papilionoideae>/

1519. Stylosanthes <Leguminosae-Papilionoideae>/

1520. Synedrella nodiflora <Compositae>/

1521. Syringa oblata var. affinis <Oleaceae>/

1522. Syringa vulgaris <Oleaceae>/

1523. Tagetes <Compositae>/

1524. Tagetes erecta <Compositae>/

1525. Tagetes patula <Compositae>/

1526. Tamarix <Tamaricaceae>/

1527. Tamus communis <Dioscoreaceae>/

1528. Tanacetum vulgare <Compositae>/

1529. Taraxacum officinale <Compositae>/

1530. Telfairia occidentalis <Cucurbitaceae>/

1531. Tephrosia noctiflora <Leguminosae-Papilionoideae>/

1532. Tephrosia purpurea <Leguminosae-Papilionoideae>/

1533. Tephrosia villosa <Leguminosae-Papilionoideae>/

1534. Tephrosia vogelii <Leguminosae-Papilionoideae>/

1535. Teramnus uncinatus <Leguminosae-Papilionoideae>/

1536. Tetragonia tetragonioides <Tetragoniaceae>/

1537. Thalictrum dipterocarpum <Ranunculaceae>/

1538. Thaspium aureum <Umbelliferae>/

1539. Theobroma cacao <Sterculiaceae>/

1540. Thlaspi arvense <Cruciferae>/

1541. Thunbergia alata <Thunbergiaceae>/

1542. Thymus x citriodorus <Labiatae>/

1543. Tinantia erecta <Commelinaceae>/

1544. Tithonia speciosa <Compositae>/

1545. Tolmiea menziesii <Saxifragaceae>/

1546. Torenia fournieri <Scrophulariaceae>/

1547. Torilis japonica <Umbelliferae>/

1548. Trachymene pilosa <Umbelliferae>/

1549. Tradescantia albiflora <Commelinaceae>/

1550. Tradescantia blossfeldiana <Commelinaceae>/

1551. Tradescantia fluminensis <Commelinaceae>/

1552. Tradescantia navicularis <Commelinaceae>/

1553. Tradescantia spathacea <Commelinaceae>/

1554. Tradescantia zebrina <Commelinaceae>/

1555. Tribulus <Zygophyllaceae>/

1556. Trichachne californica <Gramineae>/

1557. Trichloris crinita <Gramineae>/

1558. Trichloris pluriflora <Gramineae>/

1559. Trichosanthes anguina <Cucurbitaceae>/

1560. Trichosanthes rostrata <Cucurbitaceae>/

1561. Trifolium <Leguminosae-Papilionoideae>/

1562. Trifolium alexandrinum <Leguminosae-Papilionoideae>/

1563. Trifolium cernuum <Leguminosae-Papilionoideae>/

1564. Trifolium dubium <Leguminosae-Papilionoideae>/

1565. Trifolium glomeratum <Leguminosae-Papilionoideae>/

1566. Trifolium hybridum <Leguminosae-Papilionoideae>/

1567. Trifolium incarnatum <Leguminosae-Papilionoideae>/

1568. Trifolium pannonicum <Leguminosae-Papilionoideae>/

1569. Trifolium pratense <Leguminosae-Papilionoideae>/

1570. Trifolium repens <Leguminosae-Papilionoideae>/

1571. Trifolium subterraneum <Leguminosae-Papilionoideae>/

1572. Trifolium vesiculosum <Leguminosae-Papilionoideae>/

1573. Trigonella caerulea <Leguminosae-Papilionoideae>/

1574. Trigonella foenum-graecum <Leguminosae-Papilionoideae>/

1575. Trigonella procumbens <Leguminosae-Papilionoideae>/

1576. Trinia glauca <Umbelliferae>/

1577. Tripsacum dactyloides <Gramineae>/

1578. Trisetum <Gramineae>/

1579. Triticum <Gramineae>/

1580. Triticum aestivum <Gramineae>/

1581. Triticum compactum <Gramineae>/

1582. Triticum dicoccum <Gramineae>/

1583. Triticum durum <Gramineae>/

1584. Triticum sativum <Gramineae>/

1585. Triticum vulgare <Gramineae>/

1586. Tropaeolum majus <Tropaeolaceae>/

1587. Tropaeolum tuberosum <Tropaeolaceae>/

1588. Tulipa <Liliaceae>/

1589. Tulipa gesneriana <Liliaceae>/

1590. Tulipa gesneriana cultivars <Liliaceae>/

1591. Tulipa hybrids <Liliaceae>/

1592. Ullucus tuberosus <Basellaceae>/

1593. Ulmus <Ulmaceae>/

1594. Ulmus americana <Ulmaceae>/

1595. Ulmus glabra <Ulmaceae>/

1596. Ulmus minor <Ulmaceae>/

1597. Urena lobata <Malvaceae>/

1598. Urocarpidium peruvianum <Malvaceae>/

1599. Urochloa helopus <Gramineae>/

1600. Urochloa panicoides <Gramineae>/

1601. Urochloa trichopus <Gramineae>/

1602. Urospermum dalechampii <Compositae>/

1603. Urtica californica <Urticaceae>/

1604. Urtica dioica <Urticaceae>/

1605. Urtica pilulifera <Urticaceae>/

1606. Urtica urens <Urticaceae>/

1607. Vaccinium <Ericaceae>/

1608. Vaccinium angustifolium <Ericaceae>/

1609. Vaccinium corymbosum <Ericaceae>/

1610. Vaccinium formosum <Ericaceae>/

1611. Vaccinium macrocarpon <Ericaceae>/

1612. Valeriana officinalis <Valerianaceae>/

1613. Valerianella <Valerianaceae>/

1614. Valerianella carinata <Valerianaceae>/

1615. Vallota speciosa <Amaryllidaceae>/

1616. Vanda <Orchidaceae>/

1617. Vanilla fragrans <Orchidaceae>/

1618. Vanilla pompona <Orchidaceae>/

1619. Vanilla tahitensis <Orchidaceae>/

1620. Vaseyochloa multinervosa <Gramineae>/

1621. Verbena hybrida <Verbenaceae>/

1622. Verbesina encelioides <Compositae>/

1623. Vernonia <Compositae>/

1624. Veronica chamaedrys <Scrophulariaceae>/

1625. Viburnum <Caprifoliaceae>/

1626. Viburnum opulus <Caprifoliaceae>/

1627. Vicia <Leguminosae-Papilionoideae>/

1628. Vicia articulata <Leguminosae-Papilionoideae>/

1629. Vicia faba <Leguminosae-Papilionoideae>/

1630. Vicia palaestina <Leguminosae-Papilionoideae>/

1631. Vicia sativa <Leguminosae-Papilionoideae>/

1632. Vicia villosa <Leguminosae-Papilionoideae>/

1633. Vigna aconitifolia <Leguminosae-Papilionoideae>/

1634. Vigna angularis <Leguminosae-Papilionoideae>/

1635. Vigna mungo <Leguminosae-Papilionoideae>/

1636. Vigna radiata <Leguminosae-Papilionoideae>/

1637. Vigna sesquipedalis <Leguminosae-Papilionoideae>/

1638. Vigna subterranea <Leguminosae-Papilionoideae>/

1639. Vigna unguiculata <Leguminosae-Papilionoideae>/

1640. Vigna unguiculata ssp. cylindrica <Leguminosae-Papilionoideae>/

1641. Vigna unguiculata ssp. dekindtiana var. dekindtiana  <Leguminosae-Papilionoideae>/

1642. Vigna unguiculata ssp. sesquipedalis  <Leguminosae-Papilionoideae>/

1643. Vigna unguiculata ssp. unguiculata <Leguminosae-Papilionoideae>/

1644. Viola arvensis <Violaceae>/

1645. Viola cornuta <Violaceae>/

1646. Viola odorata <Violaceae>/

1647. Viola tricolor <Violaceae>/

1648. Vitis <Vitidaceae>/

1649. Vitis berlandieri x Conderc 1613 <Vitidaceae>/

1650. Vitis berlandieri x V. riparia <Vitidaceae>/

1651. Vitis labrusca <Vitidaceae>/

1652. Vitis rupestris <Vitidaceae>/

1653. Vitis rupestris var. rupestris <Vitidaceae>/

1654. Vitis thunbergii <Vitidaceae>/

1655. Vitis vinifera <Vitidaceae>/

1656. Vulpia <Gramineae>/

1657. Washingtonia robusta <Palmae>/

1658. Wisteria floribunda <Leguminosae-Papilionoideae>/

1659. Wisteria sinensis <Leguminosae-Papilionoideae>/

1660. Withania somnifera <Solanaceae>/

1661. x Triticosecale <Gramineae>/

1662. Xanthium strumarium <Compositae>/

1663. Xanthosoma <Araceae>/

1664. Xanthosoma caracu <Araceae>/

1665. Yucca <Amaryllidaceae>/

1666. Yucca elephantipes <Amaryllidaceae>/

1667. Zantedeschia <Araceae>/

1668. Zantedeschia elliottiana <Araceae>/

1669. Zea <Gramineae>/

1670. Zea diploperennis <Gramineae>/

1671. Zea mays <Gramineae>/

1672. Zea mays ssp. mays <Gramineae>/

1673. Zea mays ssp. mexicana <Gramineae>/

1674. Zea perennis <Gramineae>/

1675. Zigadenus fremontii <Melanthiaceae>/

1676. Zingiber officinale <Zingiberaceae>/

1677. Zinnia elegans <Compositae>/

1678. Zoysia <Gramineae>/

1679. Zygocactus <Cactaceae>/

1680. Zygocactus truncatus <Cactaceae>/

1681. Zygocactus x Schlumbergera <Cactaceae>/

1682. Zygopetalum <Orchidaceae>/

Diagnostic Host
#2506. Diagnostic host species <whether reported>/

1. reported/

2. not reported/

#2507. <Most useful> diagnostic host species and symptoms: 

/

#2508. Diagnostic host <species 1>/

#2509. <Diagnostic host> infection is <systemic or local>/

1. systemic/

2. local/

#2510. <Diagnostic host> symptoms <whether visible>/

1. visible/

2. not visible/

#2511. <Diagnostic host symptoms visible> after <time lapse until visibility>/

days/

#2512. <Diagnostic host: systemic infection> systemic symptoms include/

1. premature death/

2. wilting/

3. reduced vigour/

4. rosetting/

5. stunting/

6. die-back/

7. epinasty/

8. evanescence/

9. enations/

10. sterility/

11. inflorescence deformation/

12. bud blight/

13. stem blackening/

14. lesions/

15. rugosity/

16. puckering/

17. leaf fall/

18. leaf curling/

19. leaf distortion/

20. leaf narrowing/

21. mosaic/

22. stripe mosaic/

23. green mosaic/

24. yellow mosaic/

25. mottle/

26. green mottle/

27. 'spot' mottle/

28. chlorotic mottle/

29. oak leaf/

30. ringspotting/

31. chlorosis/

32. chlorotic rings/

33. chlorotic lines/

34. chlorotic spots/

35. chlorotic flecks/

36. chlorotic vein banding/

37. necrosis/

38. petiole necrosis/

39. stem necrosis/

40. necrotic rings/

41. necrotic flecks/

42. necrotic vein flecks/

43. necrotic blotches/

44. necrotic line pattern/

45. necrotic streaking/

46. yellowing/

47. reddening/

48. yellow flecks/

49. interveinal chlorosis/

50. interveinal necrosis/

51. interveinal yellowing/

52. vein clearing/

53. vein banding/

54. vein yellowing/

55. vein netting/

56. vein etching/

57. vein necrosis/

58. spotting/

59. yellow spotting/

60. flecking/

61. streaking/

#2513. <Diagnostic host: symptoms of local infection> local symptoms include/

1. lesions/

2. necrosis/

3. necrotic spots/

4. necrotic dots/

5. necrotic flecks/

6. necrotic rings/

7. necrotic ringspots/

8. spots with necrotic centers/

9. veinal necrosis/

10. chlorotic spots/

11. ringspotting/

12. yellow flecking/

13. star-shaped patterns/

14. etched ring/

15. oak leaf pattern/

16. leaf deformity/

#2514. <Diagnostic host> local lesions found on <plant organs>/

1. leaf/

2. stolons/

3. petals/

#2515. <Diagnostic host> lesions are <types>/

1. yellow/

2. yellow-green/

3. brown/

4. red-brown/

5. red/

6. gray/

7. black/

8. chlorotic/

9. necrotic/

#2516. Diagnostically insusceptible host species:/

1. Allium cepa/

2. Allium porrum/

3. Antirrhinum majus/

4. Apium graveolens/

5. Arachis hypogea/

6. Asperula odorata/

7. Avena sativa/

8. Beta vulgaris/

9. Brassica campestris ssp. pekinensis/

10. Brassica nigra/

11. Brassica oleracea/

12. Brassica pekinensis/

13. Brassica rapa/

14. Brassica rapus/

15. Bromus catharticus/

16. Calendula officinalis/

17. Capsella bursapastoris/

18. Capsicum annuum/

19. Carica papaya/

20. Cassia tora/

21. Catharanthus rosea/

22. Chenopodium album/

23. Chenopodium amaranticolor/

24. Chenopodium capitatum/

25. Chenopodium quinoa/

26. Chenopodium foetidum/

27. Chrysantheum maximum/

28. Chrysantheum multifolium/

29. Cichorium endivia/

30. Citrullus lanata/

31. Cosmos sp. var. Orange Flare/

32. Crotalaria spectabilis/

33. Cucumis metuliferus/

34. Cucumis sativus/

35. Cyphomandra betacea/

36. Datura stramonium/

37. Dianthus barbatus/

38. Digitaria ciliaris/

39. Digitaria decumbens/

40. Digitaria sanguinalis/

41. Dinebra retroflexa/

42. Echinochloa colonum/

43. Echinochloa crus-galli/

44. Erodium moschatum/

45. Euchlaena mexicana/

46. Festuca pratensis/

47. Fragaria vesca/

48. Freesia refracta/

49. Gomphrena globosa/

50. Gossypium hirsutum/

51. Helianthus annus/

52. Hibiscus esculentus/

53. Hibiscus manihot/

54. Hippeastrum hybridum/

55. Holcus lanatus/

56. Hordeum vulgare/

57. Hyacinthus orientalis/

58. Lactuca sativa/

59. Lageneria siceraria/

60. Lathyrus odoratus/

61. Lavatera trimestris/

62. Lilium formosanum/

63. Lolium multiflorum/

64. Lycopersicon esculentum/

65. Medicago sativa/

66. Microlaena stipoides/

67. Narcissus pseudonarcissus/

68. Nepeta cataria/

69. Nicotiana benthamiana/

70. Nicotiana clevelandii/

71. Nicotiana x edwardsonii/

72. Nicotiana glauca/

73. Nicotiana glutinosa/

74. Nicotiana rustica/

75. Nicotiana tabacum/

76. Oryza sativa/

77. Petroselium crispum/

78. Petunia hybrida/

79. Transcription phaseolus vulgaris/

80. Phleum pratense/

81. Physalis floridana/

82. Physalis minima/

83. Physalis peruvianum/

84. Pisum sativum/

85. Plantago virginica/

86. Raphanus sativus/

87. Reseda odorata/

88. Secale cereale/

89. Senecio vulgaris/

90. Solanum demissium/

91. Solanum nigrum/

92. Solanum nodiflorum/

93. Sorghum bicolor/

94. Spinacia oleracea/

95. Taraxacum officinale/

96. Tetragonia expansa/

97. Tinantia erecta/

98. Tithonia speciosa/

99. Torenia forneri/

100. Trifolium hybridum/

101. Trifolium incarnatum/

102. Trifolium pratense/

103. Trifolium repens/

104. Triticum aestivum /

105. Vicia faba/

106. Vigna radiata/

107. Vigna unguiculata/

108. Zea mays/

Laboratory Animals
#2517. For virus isolation the most commonly used test animals are/

Cell Culture
#2518. For virus isolation the most commonly used cell lines or tissue cultures are/

#2519. Diagnostic host: insusceptible host species/

#2520. Virus has been propagated in <mode of propagation>/

1. experimental animals/

2. cell culture/

3. organ culture/

4. developing embryo/

5. <other: e.g., protoplasts (specify)>/

Maintenance and Propagation Host
#2521. Most commonly used maintenance and propagation host species are/

propagation and maintenance host includes laboratory animals or commonly used test plants

#2522. Maintenance and propagation hosts are <species incl. cultivars>/

1. Allium cepa/

2. Allium sativum/

3. Althaea sp./

4. Anthriscus cerefolium/

5. Apium graveolens/

6. Avena byzantina/

7. Beta vulgaris/

8. Brassica campestris ssp. pekinensis/

9. Brassica pekinensis/

10. Brassica perviridis/

11. Brassica rapa/

12. Caladium hortulanum/

13. Capsella bursapastoris/

14. Capsicum annuum/

15. Capsicum frutescens/

16. Cardamine lilaciana/

17. Carica papaya/

18. Chara australis/

19. Chenopodium amaranticolor/

20. Chenopodium murale/

21. Chenopodium quinoa/

22. Chloris gayana/

23. Colocasia/

24. Citrus aurantifolia/

25. Citrus excelsa/

26. Citrus limon/

27. Citrus sp./

28. Crambe abyssinica/

29. Crocus vernus/

30. Cucumis melo/

31. Cucumis metuliferus/

32. Cucumis sativus/

33. Cucurbita maxima/

34. Cucurbita moschata/

35. Cucurbita pepo/

36. Cymbidium alexanderi/

37. Cymbidium sp./

38. Datura stramonium/

39. Dianthus barbatus/

40. Dianthus caryophyllus/

41. Digitaria ciliaris/

42. Digitaria decumbens/

43. Eryngium aquaticum/

44. Euphorbia cyathophora/

45. Fragaria ananassa/

46. Fragaria chiloensis/

47. Fragaria vesca/

48. Fragaria virginiana/

49. Glycine max/

50. Glycine soja/

51. Gomphrena globosa/

52. Hibiscus cannabinus/

53. Hibiscus rosa-sinensis/

54. Hippeastrum hybridum/

55. Hordeum vulgare/

56. Humulus lupulus/

57. Hyacinthus orientalis/

58. Ipomoea batatas/

59. Ipomoea incarnata/

60. Ipomoea nil/

61. Ipomoea purpurea/

62. Iris sp./

63. Lactuca sativa/

64. Lathyrus odoratus/

65. Lilium/

66. Lycopersicon esculentum/

67. Malva parviflora/

68. Malva silvestris/

69. Musa sp./

70. Nicotiana benthamiana/

71. Nicotiana clevelandii/

72. Nicotiana debneyi/

73. Nicotiana x edwardsonii/

74. Nicotiana glauca/

75. Nicotiana glutinosa/

76. Nicotiana megalosiphon/

77. Nicotiana occidentalis /

78. Nicotiana rustica/

79. Nicotiana tabacum/

80. Oryza sativa/

81. Paspalum dilatatum/

82. Petunia hybrida/

83. Transcription phaseolus vulgaris/

84. Philodendron selloum/

85. Physalis floridana/

86. Pisum sativum/

87. Prunus domestica/

88. Raphanus sativus/

89. Richardia sp./

90. Saponaria vaccaria/

91. Sida micrantha/

92. Sida rhombifolia/

93. Soja max/

94. Solanum nodiflorum/

95. Solanum tuberosum/

96. Sorghum bicolor/

97. Spinacia oleracea/

98. Trifolium incarnatum/

99. Trifolium subterranean/

100. Triticum aestivum /

101. Tropaelum majus/

102. Tulipa/

103. Verbesina encelioides/

104. Vicia faba/

105. Vigna sinensis/

106. Vigna unguiculata/

107. Vinca rosea /

108. Xanthsoma/

109. Zantedeschia/

110. Zea mays/

111. Zingiber officinale/

112. Zinnia elegans/

#2523. Cell lines or tissue cultures used for propagating virus are/

Embryonated Eggs
#2524. Virus is propagated in embryonated eggs <type>/

#2525. Virus is propagated in embryonated eggs by inoculating <part of embryonated egg>/

1. the allantoic fluid/

2. the amnion/

3. the chorioallantoic membrane/

4. intravenously/

Assay Host 

Assay host 1

#2526. Most commonly used species for assaying the virus are/

assay host includes laboratory animals or commonly used test plants

#2527. <Best> assay hosts (for Local lesions or Whole plants):

/

this character applies only to plant assay hosts

#2528. Species used for local lesion assays:/

1. none/

2. Allium sativum/

3. Amaranthus caudatus/

4. Amaranthus retroflexus/

5. Beta patellaris/

6. Brassica campestris/

7. Brassica campestris ssp. pekinensis/

8. Capsicum annuum/

9. Capsicum frutescens/

10. Cassia occidentalis/

11. Chara australis/

12. Chenopodium album/

13. Chenopodium ambrosoides/

14. Chenopodium amaranticolor/

15. Chenopodium murale/

16. Chenopodium quinoa/

17. Crotolaria spectabilis/

18. Cucumis melo/

19. Cucumis metuliferus/

20. Cucumis sativus/

21. Cucurbita pepo/

22. Cyamopsis tetragonolobus/

23. Datura metel/

24. Datura stramonium/

25. Dianthus barbatus/

26. Dolichos biflorus/

27. Glycine max/

28. Gomphrena globosa/

29. Helianthus annuus/

30. Hibiscus cannabinus/

31. Hippeastrum/

32. Hyposcyamus niger/

33. Lablab purpureus/

34. Lavatera trimestris/

35. Lycium sp./

36. Macroptyilium lathyroides/

37. Macrotyloma uniflorum/

38. Momordia balsamina/

39. Nicandra physalodes/

40. Nicotiana clevelandii/

41. Nicotiana debneyi/

42. Nicotiana glutinosa/

43. Nicotiana rustica/

44. Nicotiana sylvestris/

45. Nicotiana tabacum/

46. Ocimum basilicum/

47. Passiflora edulis/

48. Petunia hybrida/

49. Transcription phaseolus vulgaris/

50. Philodendron verrucosum/

51. Physalis floridana/

52. Pisum sativum/

53. Sesbania exaltata/

54. Solanum chacoense/

55. Solanum demissum/

56. Solanum demissum x S. tuberosum/

57. Solanum tuberosum/

58. Sorghum/

59. Tetragonia expansa/

60. Tulipa gesneriana/

61. Vigna radiata/

62. Vigna sinensis/

63. Vigna unguiculata/

64. Zinnia elegans/

#2529. Species used for whole plant assay are/

1. none/

2. Allium cepa/

3. Allium sativum/

4. Anthriscus cerefolium/

5. Apium graveolens/

6. Apium leptophyllum/

7. Avena byzantina/

8. Avena sativa/

9. Beta vulgaris/

10. Brassica campestris ssp. pekinensis/

11. Brassica pekinensis/

12. Capsella bursapastoris/

13. Capsicum annuum/

14. Capsicum frutescens/

15. Chara australis/

16. Chenopodium album/

17. Chenopodium amaranticolor/

18. Chenopodium quinoa/

19. Chloris gayana/

20. Citrus aurantifolia/

21. Citrus excelsa/

22. Citrus limon/

23. Citrus reticulata/

24. Citrus reticulata x C. sinensis/

25. Claytonia perfoliata/

26. Coriandrum sativum/

27. Crambe abyssinica/

28. Cucumis sativus/

29. Cucurbita pepo/

30. Datura stramonium/

31. Digitaria ciliaris/

32. Digitaria decumbens/

33. Euphorbia cyathophora/

34. Fragaria vesca/

35. Fragaria virginiana/

36. Glycine max/

37. Gomphrena globosa/

38. Hippeastrum hybridum/

39. Hordeum vulgare/

40. Humulus lupulus/

41. Ipomoea incarnata/

42. Ipomoea nil/

43. Lactuca sativa/

44. Lavatera assurgentiflora/

45. Lilium longiflorum/

46. Lycopersicon esculentum/

47. Macroptilium lathyroides/

48. Macrotyloma uniflorum/

49. Malva neglecta/

50. Malva parviflora/

51. Malva rotundifolia/

52. Malva silvestris/

53. Nicotiana benthamiana/

54. Nicotiana clevelandii/

55. Nicotiana glutinosa/

56. Nicotiana megalosiphon/

57. Nicotiana sylvestris/

58. Nicotiana tabacum/

59. Ocimum basilicum/

60. Paspalum dilatatum/

61. Passiflora edulis/

62. Transcription phaseolus vulgaris/

63. Philodendron selloum/

64. Physalis floridana/

65. Pisum sativum/

66. Rumex crispus/

67. Rumex obtusifolius/

68. Rumex lanceolatus/

69. Rumex pulcher/

70. Senecio vulgaris/

71. Sinapsis alba/

72. Sorghum /

73. Spinacia oleracea/

74. Taraxacum officinale/

75. Trifolium subterraneum/

76. Triticum aestivum /

77. Tulipa gesneriana/

78. Vicia faba/

79. Vigna radiata/

80. Vigna sinensis/

81. Vigna unguiculata/

82. Zea mays/

83. Zingiber officinale/

#2530. Virus induces <in assay host 1> <whether local lesions or whole plant host>/

1. local lesions/

2. systemic infection/

#2531. Symptoms expressed <symptoms in assay host 1>/

#2532. Cells used for assaying virus <type>/

#2533. Cytopathological changes in cell lines are observed as <type of changes>/

1. cell proliferation/

2. muscles atrophy/

3. cell hypertrophy/

4. necrosis/

5. lysis/

6. round-vacuolization/

7. syncitical formation/

8. inclusion bodies <specify type>/

9. <other: specify>/

10. swelling/

11. rounding of cells/

12. multinuclear cell formation/

13. detachment of cells/

#2534. Image of cytopathological changes (CPE) <provide image or image path and a short description of CPE, cell line, conditions etc>/

#2535. Infection in embryonated eggs is detected by <type of symptoms>/

1. CAM hemorrhage/

2. CAM pocks/

3. CAM thickening/

4. antigen formation <specify method>/

5. embryo abnormalities/

6. death/

7. <other: list>/

Assay host 2

#2536. Virus induces in <assay host 2> <list name from look-up list>/

#2537. Virus induces <in assay host 2> <whether local lesions or whole plant host>/

1. local lesions/

2. systemic infection/

#2538. Symptoms: <symptoms in assay host 2>/

#2539. Virus induces in <name of cell line 2 used for assaying virus>/

#2540. Virus induces <cytopathological changes in cell line 2>/

1. cell proliferation/

2. muscles atrophy/

3. cell hypertrophy/

4. necrosis/

5. lysis/

6. round-vacuolization/

7. syncitical formation/

8. inclusion bodies <specify type>/

9. <other: specify>/

#2541. Image of cytopathological changes (CPE) <provide image or image path and a short description of CPE, cell line, conditions, etc>/

Assay host 3

#2542. Virus induces in <assay host 3> <list name from look-up list <not yet implemented>>/

#2543. Virus induces <in assay host 3> <whether local lesions or whole plant host>/

1. local lesions/

2. systemic infection/

#2544. Symptoms: <symptoms in assay host 3>/

#2545. Virus induces in <name of cell line 3 used for assaying virus>/

#2546. Image of cytopathological changes (CPE) <provide image or image path and a short description of CPE, cell line, conditions, etc>/

#2547. Virus induces <type of cytopathological changes in cell line 3>/

1. cell proliferation/

2. muscle atrophy/

3. cell hypertrophy/

4. necrosis/

5. lysis/

6. round-vacuolization/

7. syncytial formation/

8. inclusion bodies <specify type>/

9. <other: specify>/

Assay host 4

#2548. Virus induces in <assay host 4> <list name from look-up list <not yet implemented>>/

#2549. Virus induces <in assay host 4> <whether local lesions or whole plant host>/

1. local lesions/

2. systemic infection/

#2550. Symptoms: <symptoms in assay host 4>/

#2551. Virus induces in <name of cell line 4 used for assaying virus>/

#2552. Virus induces <type of cytopathological changes in cell line 4>/

1. cell proliferation/

2. muscle atrophy/

3. cell hypertrophy/

4. necrosis/

5. lysis/

6. round-vacuolization/

7. syncytial formation/

8. inclusion bodies <specify type>/

9. <other: specify>/

#2553. Image of cytopathological changes (CPE) <provide image or image path and a short description of CPE, cell line, conditions, etc>/

Assay host 5

#2554. Virus induces in <assay host 5> <list name from look-up list <not yet implemented>>/

#2555. Virus induces <in assay host 5> <whether local lesions or whole plant host>/

1. local lesions/

2. systemic infection/

#2556. Symptoms: <symptoms in assay host 5>/

#2557. Virus induces in <name of cell line 5 used for assaying virus>/

#2558. Virus induces <type of cytopathological changes in cell line 5>/

1. cell proliferation/

2. muscle atrophy/

3. cell hypertrophy/

4. necrosis/

5. lysis/

6. round-vacuolization/

7. syncytial formation/

8. inclusion bodies <specify type>/

9. <other: specify>/

#2559. Image of cytopathological changes (CPE) <provide image or image path and a short description of CPE, cell line, conditions, etc>/

Mortality rate, images, links and general comments

#2560. On average, the mortality rate among infected host is <proportion of infected assay hosts>/

%/

#2561. Symptoms <path to image file on the Web>/

#2562. Images <still images, movie or slide show> of symptoms in host/

#2563. Comments on host-range:/

References
#2564. 

Reference(s) for host-range data: <list references>/

List [author] (last_name first_name), [year], [title], [journal/bulletin/report/book], [volume], [pages]. If more than one reference should be cited, please add a ';' (semicolon) before the next reference.

PATHOLOGY
 Histopathology
#2565. The virus can be detected best in <excretions or secretions>/

1. urine/

2. feces/

3. mucous/

4. secretions/

5. saliva/

#2566. The virus can be detected best in the <tract or system>/

1. respiratory tract/

2. gastrointestinal tract/

3. nervous system/

4. cardiovascular system/

5. genitourinary system/

6. reticuloendothelial system/

#2567. The virus can be detected best in <tissues or organs>/

1. skin <or dermis>/

2. epithelium/

3. microvilli/

4. blood cells/

5. bone marrow or hemopoietic tissue/

6. lymph nodes/

7. musculo-skeletal tissue/

8. myocardium/

9. brain tissue/

10. nerve tissue/

11. glands <specify>/

12. kidney/

13. liver/

14. lung/

15. pancreas/

16. spleen/

17. adrenal glands/

18. arteries/

19. genitals/

20. heart muscles/

21. heart/

22. nasal mucosa/

23. swim bladder/

24. <other>/

Sites of Infection 

Organs and tissue types
#2568. Virions are found in <specific tissue types, list>/

#2569. Histopathologic lesions are found in <organ or tissue>/

1. skin or dermis/

2. musculo-skeletal tissue/

3. lymphoid tissues/

4. liver/

5. kidney/

6. pancreas/

7. spleen/

8. brain/

Organelles
#2570. Virions are found in the <type of organelles>/

1. cytoplasm/

2. nucleus/

3. nucleolus/

4. perinuclear space/

5. chloroplast/

6. chromoplast/

7. mitochondrion/

8. Golgi apparatus/

9. dictyosome/

10. cell vacuole/

11. mitotic spindle fiber/

12. <in sites other than those listed>/

#2571. Virions are found in <if not covered by previous question>/

#2572. Primary histological changes include/

1. arteritis/

2. congestion/

3. degeneration/

4. exudation/

5. inclusions/

6. inflammation/

7. necrosis/

8. nephritis/

9. plasmacytosis/

10. syncitia/

11. villous atrophy/

12. <other>/

Inclusions
#2573. Inclusions are <presence in infected cells>/

1. present in infected cells/

2. not present in infected cells/

#2574. Inclusion bodies are <whether of diagnostic value>/

1. of diagnostic value/

2. of no diagnostic value/

#2575. Inclusion bodies <whether have antigenic properties>/

1. have antigenic properties/

2. do not have antigenic properties/

#2576. Inclusion bodies in the host cell are found in the <whether cytoplasm or nucleus>/

1. cytoplasm/

2. nucleus/

#2577. Inclusion bodies in the host cell are found in the in nucleus associated with the <organelles in the nucleus>/

1. nucleolus/

2. nuclear membrane/

#2578. Nuclear inclusion bodies are <particular morphology>/

1. amorphous <satellite bodies (sensu Martelli et al)>/

2. crystals/

3. paracrystals/

4. sheets of paracrystalline virus aggregates/

5. tubular structures/

6. fibrils/

#2579. Cytoplasmic inclusions are <particular morphology>/

1. crystals/

2. amorphous X–bodies/

3. membranous bodies/

4. viroplasma/

5. pinwheels/

6. scrolls/

7. laminated aggregates/

8. cylindrical aggregates/

9. multivesiculated bodies/

#2580. Cytoplasmic inclusion bodies are <density of distribution in cell>/

1. single/

2. clustered/

3. accumulated/

4. dispersed/

#2581. Cytoplasmic inclusion bodies are <type of abnormal membrane or vesicle shapes>/

1. vesicles/

2. clustered cytoplasmic vesicles/

3. membrane associated vesicles/

4. membrane associated flask-shaped vesicles <multivesicular bodies (according to Martelli)>/

5. invaginated membranes forming internal vesicles/

6. finger-like protrusions/

7. proliferated membranes/

8. hypertrophied membranes/

#2582. <Membranous> cytoplasmic inclusion bodies are associated with the <organelles in the extra cytoplasm>/

1. endoplasmic reticulum/

2. cisternae of endoplasmic reticulum/

3. Golgi apparatus/

4. peroxisomes/

5. dictiosomes/

6. nuclear envelope/

7. perinuclear space/

8. mitochondria/

9. chloroplasts/

10. tonoplast/

11. vacuole/

12. membranous bodies/

#2583. Inclusions <of unusual shape> are/

#2584. Structures are <of inclusion bodies whether involved with viral replication>/

1. probably involved with viral RNA replication/

2. probably involved with production of non-structural proteins/

3. not associated with any particular function/

#2585. Inclusions <whether containing virions>/

1. contain mature virions/

2. do not contain mature virions/

#2586. Inclusions contain <type of material>/

1. subviral structures/

2. provirions/

3. viral structural proteins/

4. coat protein/

5. viral non-structural proteins/

6. membrane complexes/

7. viral nucleic acid/

8. viral double stranded RNA/

9. host genomic material/

10. host proteins/

#2587. Vesicles are suspected to <categories of RNA replication>/

1. be associated with a Sindbis-like viral RNA replication/

2. contain viral dsRNA and to be associated with a picorna-like viral RNA replication/

#2588. Inclusions do not contain <type of material>/

1. subviral structures/

2. provirions/

3. viral structural proteins/

4. coat protein/

5. viral non-structural proteins/

6. membrane complexes/

7. viral nucleic acid/

8. viral double stranded RNA/

9. host genomic material/

Changes to host due to infection
#2589. Other <structural and> cellular changes include/

#2590. Electron micrograph of a thin section of infected cells <path to image file on the Web>/

GEOGRAPHICAL DISTRIBUTION
#2591. <Whether distributed worldwide or not>/

1. the virus is probably distributed worldwide/

2. geographical distribution of the virus is probably restricted/

#2592. The virus spreads in <major geographic regions>/

1. the Arctic <Greenland and sub-arctic islands>/

2. Eurasia/

3. the Mediterranean <including N. Africa>/

4. the Middle East <including Asia Minor and Arabian Peninsula>/

5. Central Asia <India>/

6. East Asia <China, Indonesia, Japan, Siberia>/

7. Africa/

8. North America <Canada, Mexico, U.S.A., Alaska>/

9. South and Central Americas/

10. Australasia and Pacific Islands <Pacific region>/

11. Antarctica <and Sub-Antarctic islands>/

#2593. Location of first isolation is <longitude deg: insert GIS designation for original record>/

degree longitude/

e.g. the GIS longitude degree for Oracle Arizona is -110.796126. You can check your US GIS for example at http://tiger.census.gov/cgi-bin/mapbrowse-tbl

#2594. Location of first isolation is <latitude deg: insert GIS designation for original record>/

degree latitude/

e.g. the GIS latitude degree for Oracle Arizona is 32.600506. You can check your US GIS for example at http://tiger.census.gov/cgi-bin/mapbrowse-tbl

#2595. The virus is known to occur in <climatic region(s)>/

1. arctic regions/

2. temperate regions/

3. subtropical regions/

4. tropical regions/

5. maritime regions/

6. oceanic regions/

7. mountainous regions/

8. Mediterranean regions/

9. <other: list>/

#2596. The viral host lives under <whether aerobic or anaerobic conditions>/

1. aerobic conditions/

2. anaerobic conditions/

#2597. The viral host lives in <whether above ground or in water>/

1. the atmosphere <above ground>/

2. soil/

3. rocks/

4. water/

5. hot springs/

6. solfataras <salty springs>/

7. the deep sea/

8. deep sea thermal vents/

9. the ocean/

#2598. The viral host is found in <a whether pristine or slightly disturbed, but native habitat>/

1. a pristine environment with no signs of human interference/

2. a undisturbed environment yet with signs of human disturbance/

#2599. The viral host is found in <altered habitat>/

1. an artificial <laboratory> habitat/

2. a disturbed habitat/

3. an agricultural environment/

4. a horticultural environment/

5. a reforested environment/

6. an aquatic environment/

7. a marine environment/

#2600. The viral host is found in <whether remote or populated environment>/

1. a remote habitat/

2. a populated environment/

3. a densely populated environment/

4. an overpopulated environment/

#2601. The virus occurs in <countries>/

1. Afghanistan <AF>/

2. Albania <AL>/

3. Algeria <DZ>/

4. American Samoa <AS>/

5. Andorra <AD>/

6. Angola <AO>/

7. Anguilla Island <AI>/

8. Antarctica <AQ>/

9. Antigua and Barbados <AG>/

10. Argentina <AR>/

11. Armenia <AM>/

12. Aruba <AW>/

13. Australia <AU>/

14. Austria <AT>/

15. Azerbaijan <AZ>/

16. the Bahamas <BS>/

17. Bahrain <BH>/

18. Bangladesh <BD>/

19. Barbados <BB>/

20. Belarus <BY>/

21. Belgium <BE>/

22. Belize <BZ>/

23. Benin <BJ>/

24. Bermuda <BM>/

25. Bhutan <BT>/

26. Bolivia <BO>/

27. Bosnia and Herzegovina <BA>/

28. Botswana <BW>/

29. Bouvet Island <BV>/

30. Brazil <BR>/

31. the British Indian Ocean Territory <IO>/

32. Brunei Darussalam <BN>/

33. Bulgaria <BG>/

34. Burkina Faso <BF>/

35. Burundi <BI>/

36. Cambodia (Kampuchea) <KH>/

37. Cameroon <CM>/

38. Canada <CA>/

39. Cape Verde <CV>/

40. the Cayman Islands <KY>/

41. the Central African Republic <CF>/

42. Chad <TD>/

43. Chile <CL>/

44. China <CN>/

45. the Christmas Islands <CX>/

46. the Cocos Islands <CC>/

47. Colombia <CO>/

48. Comoros <KM>/

49. the Congo <CG>/

50. Congo, Democratic Republic (Zaire) <CD>/

51. the Cook Islands <CK>/

52. Costa Rica <CR>/

53. Cote d'Ivoire <CI>/

54. Croatia (Hrvatska) <HR>/

55. Cuba <CU>/

56. Cyprus <CY>/

57. Czech Republic <CZ>/

58. Czechoslovakia (former) <CS>/

59. Denmark <DK>/

60. Djibouti <DJ>/

61. Dominica <DM>/

62. the Dominican Republic <DO>/

63. East Timor <TP>/

64. Ecuador <EC>/

65. Egypt <EG>/

66. El Salvador <SV>/

67. Equatorial Guinea <GQ>/

68. Eritrea <ER>/

69. Estonia <EE>/

70. Ethiopia <ET>/

71. the Falkland Islands (Malvinas) <FK>/

72. the Faroe Islands <FO>/

73. Fiji <FJ>/

74. Finland <FI>/

75. France <FR>/

76. French, Metropolitan <FX>/

77. French Guiana <GF>/

78. French Polynesia <PF>/

79. French Southern Territories <TF>/

80. F.Y.R.O.M. (Macedonia) <MK>/

81. Gabon <GA>/

82. Gambia <GM>/

83. Georgia <GE>/

84. Germany <DE>/

85. Ghana <GH>/

86. Gibraltar <GI>/

87. Great Britain (UK) <GB>/

88. Greece <GR>/

89. Greenland <GL>/

90. Grenada <GD>/

91. Guadeloupe <GP>/

92. Guam <GU>/

93. Guatemala <GT>/

94. Guinea <GN>/

95. Guinea Bissau <GW>/

96. Guyana <GY>/

97. Haiti <HT>/

98. Heard and McDonald Islands <HM>/

99. Honduras <HN>/

100. Hong Kong <HK>/

101. Hungary <HU>/

102. Iceland <IS>/

103. India <IN>/

104. Indonesia <ID>/

105. Iran <IR>/

106. Iraq <IQ>/

107. Ireland <IE>/

108. Israel <IL>/

109. Italy <IT>/

110. Jamaica <JM>/

111. Japan <JP>/

112. Jordan <JO>/

113. Kazakhstan <KZ>/

114. Kenya <KE>/

115. Kiribati <KI>/

116. Korea (North) <KP>/

117. Korea (South) <KR>/

118. Kuwait <KW>/

119. Kyrgystan <KG>/

120. Laos <LA>/

121. Latvia <LV>/

122. Lebanon <LB>/

123. Lesotho <LS>/

124. Liberia <LR>/

125. Libya <LY>/

126. Liechtenstein <LI>/

127. Lithuania <LT>/

128. Luxembourg <LU>/

129. Macau <MO>/

130. Madagascar <MG>/

131. Malawi <MW>/

132. Malaysia <MY>/

133. the Maldives <MV>/

134. Mali <ML>/

135. Malta <MT>/

136. the Marshall Islands <MH>/

137. Martinique <MQ>/

138. Mauritania <MR>/

139. Mauritius <MU>/

140. Mayotte <YT>/

141. Mexico <MX>/

142. Micronesia <FM>/

143. Monaco <MC>/

144. Moldova <MD>/

145. Mongolia <MN>/

146. Montserrat <MS>/

147. Morocco <MA>/

148. Mozambique <MZ>/

149. Myanmar (Burma) (MM)/

150. Namibia <NA>/

151. Nauru <NR>/

152. Nepal <NP>/

153. the Netherlands <NL>/

154. Netherlands Antilles <AN>/

155. Neutral Zone <NT>/

156. New Caledonia <NC>/

157. New Zealand (Aotearoa) <NZ>/

158. Nicaragua <NI>/

159. Niger <NE>/

160. Nigeria <NG>/

161. Niue <NU>/

162. Norfolk Island <NF>/

163. the Northern Mariana Islands <MP>/

164. Norway <NO>/

165. Oman <OM>/

166. Pakistan <PK>/

167. Palau <PW>/

168. Panama <PA>/

169. Papua New Guinea <PG>/

170. Paraguay <PY>/

171. Peru <PE>/

172. the Philippines <PH>/

173. Pitcairn <PN>/

174. Poland <PL>/

175. Portugal <PT>/

176. Puerto Rico <PR>/

177. Qatar <QA>/

178. Reunion <RE>/

179. Romania <RO>/

180. Russian Federation <RU>/

181. Rwanda <RW>/

182. S. Georgia and S. Sandwich Islands <GS>/

183. Saint Kitts and Nevis <KN>/

184. Saint Lucia <LC>/

185. Saint Vincent and Grenadines <VC>/

186. Samoa <WS>/

187. San Marino <SM>/

188. Sao Tome and Principe <ST>/

189. Saudi Arabia <SA>/

190. Senegal <SN>/

191. the Seychelles <SC>/

192. Sierra Leone <SL>/

193. Singapore <SG>/

194. Slovenia <SI>/

195. the Slovak Republic <SK>/

196. the Solomon Islands <SB>/

197. Somalia <SO>/

198. South Africa <ZA>/

199. Spain <ES>/

200. Sri Lanka <LK>/

201. St. Helena <SH>/

202. St. Pierre and Miquelon <PM>/

203. Sudan <SD>/

204. Suriname <SR>/

205. the Svalbard & Jan Mayen Islands <SJ>/

206. Swaziland <SZ>/

207. Sweden <SE>/

208. Switzerland <CH>/

209. Syria <SY>/

210. Taiwan <TW>/

211. Tajikistan <TJ>/

212. Tanzania <TZ>/

213. Thailand <TH>/

214. Togo <TG>/

215. Tokelau <TK>/

216. Tonga <TO>/

217. Trinidad and Tobago <TT>/

218. Tunisia <TN>/

219. Turkey <TR>/

220. Turkmenistan <TM>/

221. the Turks and Caicos Islands <TC>/

222. Tuvalu <TV>/

223. Uganda <UG>/

224. Ukraine <UA>/

225. the United Arab Emirates <AE>/

226. the United Kingdom <UK>/

227. the United States of America <US>/

228. the US Minor Outlying Islands <UM>/

229. the USSR (former) <SU>/

230. Uruguay <UY>/

231. Uzbekistan <UZ>/

232. Vanuatu <VU>/

233. Vatican City <VA>/

234. Venezuela <VE>/

235. Viet Nam <VN>/

236. the Virgin Islands (US) <VI>/

237. the Virgin Islands (British) <VG>/

238. Wallis and Futuna Islands <WF>/

239. Western Sahara <EH>/

240. Yemen <YE>/

241. Yugoslavia <YU>/

242. Zambia <ZM>/

243. Zimbabwe <ZW>/

#2602. The virus is found, but with no evidence of proliferation, in <countries>/

#2603. Distribution map <path to image file on the Web>/

ECOLOGY, EPIDEMIOLOGY AND CONTROL
#2604. <Ecology and control> studies reported by/

#2605. A fact sheet on this virus is available from the <organization> <insert link to web page(s)>/

1. Centers for Disease Control and Prevention (CDC), National Center for Infectious Diseases (NCID) [[http:]www.cdc.gov/ncidod/diseases/index.htm]/

2. Epidemiology and Disease Control Program in <insert Country, State>/

3. World Health Organization (WHO) [[http:]www.who.int/m/topicgroups/information_resources/en/index.shtml]/

4. FAO/

5. <others: insert name and link to web page>/

#2606. Epidemiological surveillance activities are overseen by <organization>/

1. Centers for Disease Control and Prevention (CDC)/

2. World Health Organization (WHO)/

3. <others: insert name and link to web page>/

#2607. Postings on the disease are found in the archive of [[http:]www.promedmail.org/]ProMED [/a] under the following numbers: <insert archive numbers>/

Go to the web page www.promedmail.org and pull out the relevant postings by using the search facility.

#2608. 

References for sanitation or environmental control:/

#2609. 

References for antiviral chemo-therapeutic agents:/

#2610. 

References for vector control:/

#2611. 

References for behavior modification:/

#2612. 

References for additional control strategies:/

TAXONOMIC STRUCTURE OF THE TAXON
#2613. Taxonomic structure of the/

1. Order/

2. Family /

3. Subfamly /

4. Genus/

5. Species <Serogroups in the Species>/

6. Species <Complexes in the Species>/

7. Species <Strains in the Species>/

8. Species <Subgroups in the Species>/

9. Species <isolates in the Species>/

10. Species <Serotypes in the Species>/

11. Serotype <strains in the serotype>/

12. Strain <isolates in the strain>/

13. Isolate <clones of isolate>/

14. <others>/

List of family names

#2614. <Taxonomic structure of Family> <in future insert file name>/

1. 00.001. Adenoviridae

/

2. 00.003. Arenaviridae

/

3. 03.004. Arteriviridae

/

4. 00.082. Ascoviridae

/

5. 00.002. Asfarviridae

/

6. 00.005. Astroviridae

/

7. 80.002. Asunviroidae

/

8. 00.006. Baculoviridae

/

9. 00.008. Barnaviridae

/

10. 00.009. Birnaviridae

/

11. 01.081. Bornaviridae

/

12. 00.010. Bromoviridae

/

13. 00.011. Bunyaviridae

/

14. 00.012. Caliciviridae

/

15. 00.015. Caulimoviridae

/

16. 00.016. Circoviridae

/

17. 00.017. Closteroviridae

/

18. 00.018. Comoviridae

/

19. 03.019. Coronaviridae

/

20. 00.020. Corticoviridae

/

21. 00.021. Cystoviridae

/

22. 00.101. Dicistroviridae <approved Houston 2002> 

/

23. 01.025. Filoviridae

/

24. 00.026. Flaviviridae

/

25. 00.028. Fuselloviridae

/

26. 00.029. Geminiviridae

/

27. 00.030. Hepadnaviridae

/

28. 00.031. Herpesviridae

/

29. 00.033. Hypoviridae

/

30. 00.035. Inoviridae

/

31. 00.036. Iridoviridae

/

32. 00.037. Leviviridae

/

33. 00.038. Lipothrixviridae

/

34. 00.039. Luteoviridae

/

35. 00.098. Metaviridae

/

36. 00.042. Microviridae

/

37. 02.043. Myoviridae

/

38. 00.093. Nanoviridae <proposed> 

/

39. 00.096. Narnaviridae

/

40. 00.103. Nimaviridae <proposed> 

/

41. 00.045. Nodaviridae

/

42. 00.046. Orthomyxoviridae

/

43. 03.104. Roniviridae

/

44. 00.099. Papillomaviridae

/

45. 01.048. Paramyxoviridae

/

46. 00.049. Partitiviridae

/

47. 00.050. Parvoviridae

/

48. 00.051. Phycodnaviridae

/

49. 00.052. Picornaviridae

/

50. 00.053. Plasmaviridae

/

51. 02.054. Podoviridae

/

52. 00.055. Polydnaviridae

/

53. 00.047. Polyomaviridae

/

54. 80.001. Pospiviroidae

/

55. 00.057. Potyviridae

/

56. 00.058. Poxviridae

/

57. 90.001. Prions

/

58. 00.097. Pseudoviridae

/

59. 00.060. Reoviridae

/

60. 00.061. Retroviridae

/

61. 01.062. Rhabdoviridae

/

62. 00.083. Rudiviridae

/

63. 00.064. Satellites/

64. 00.065. Sequiviridae

/

65. 02.066. Siphoviridae

/

66. 00.068. Tectiviridae

/

67. 00.070. Tetraviridae

/

68. 00.073. Togaviridae

/

69. 00.074. Tombusviridae

/

70. 00.075. Totiviridae

/

71. 00.077. Tymoviridae <suggested> 

/

72. 00.079. Unassigned Viruses/

List of subfamily names

#2615. <Taxonomic Family structure: subfamily> /

1. 00.031.1. Alphaherpesvirinae <31. Herpesviridae> 

/

2. 00.031.2. Betaherpesvirinae <31. Herpesviridae> 

/

3. 00.058.1. Chordopoxvirinae <58. Poxviridae> 

/

4. 00.050.2. Densovirinae <50. Parvoviridae> 

/

5. 00.058.2. Entomopoxvirinae <58. Poxviridae> 

/

6. 00.031.3. Gammaherpesvirinae <31. Herpesviridae> 

/

7. 01.048.1. Paramyxovirinae <48. Paramyxoviridae> 

/

8. 00.050.1. Parvovirinae <50. Parvoviridae> 

/

9. 01.048.2. Pneumovirinae <48. Paramyxoviridae> 

/

10. 00.061.1. Orthoretrovirinae/

11. 00.061.2. Spumaretrovirinae/

List of genus names

#2616. <Taxonomic structure: genus> /

1. 00.010.0.01. Alfamovirus

/

2. 00.091.0.01. Allexivirus

/

3. 00.037.0.02. Allolevirus

/

4. 00.049.0.03. Alphacryptovirus

/

5. 00.045.0.01. Alphanodavirus

/

6. 00.061.0.03. Alpharetrovirus

/

7. 00.073.0.01. Alphavirus

/

8. 00.017.0.03. Ampelovirus or Mealyvirus <proposed> 

/

9. 00.052.0.05. Aphthovirus

/

10. 00.080.0.02. Apscaviroid

/

11. 00.009.0.01. Aquabirnavirus

/

12. 00.060.0.05. Aquareovirus

/

13. 00.003.0.01. Arenavirus

/

14. 03.004.0.01. Arterivirus

/

15. 00.082.0.01. Ascovirus

/

16. 00.002.0.01. Asfivirus

/

17. 00.005.0.01. Astrovirus <split into Aviastrovirus and Mamastrovirus> 



/

18. 00.001.0.03. Atadenovirus

/

19. 00.074.0.07. Aureusvirus

/

20. 00.074.0.06. Avenavirus

/

21. 00.001.0.02. Aviadenovirus

/

22. 00.005.0.02. Aviastrovirus <proposed> 

/

23. 00.009.0.02. Avibirnavirus

/

24. 00.030.0.02. Avihepadnavirus

/

25. 00.058.1.03. Avipoxvirus

/

26. 80.002.0.01. Avsunviroid

/

27. 01.048.1.05. Avulavirus <proposed = NDV-like viruses> 

/

28. 00.093.0.02. Babuvirus <proposed> 

/

29. 00.015.0.05. Badnavirus

/

30. 00.008.0.01. Barnavirus

/

31. 00.042.0.03. Bdellomicrovirus

/

32. 00.029.0.03. Begomovirus

/

33. 00.088.0.01. Benyvirus

/

34. 00.049.0.04. Betacryptovirus

/

35. 00.045.0.02. Betanodavirus

/

36. 00.061.0.01. Betaretrovirus

/

37. 00.072.0.01. Betatetravirus

/

38. 01.081.0.01. Bornavirus

/

39. 00.055.0.02. Bracovirus

/

40. 00.050.2.03. Brevidensovirus

/

41. 00.010.0.03. Bromovirus

/

42. 00.057.0.03. Bymovirus

/

43. 02.066.0.05. "c2–like viruses"

/

44. 00.012.0.01. Calicivirus <obsolete, now Vesivirus> 

/

45. 00.013.0.01. Capillovirus

/

46. 00.058.1.04. Capripoxvirus

/

47. 00.052.0.04. Cardiovirus

/

48. 00.014.0.01. Carlavirus

/

49. 00.074.0.02. Carmovirus

/

50. 00.015.0.03. Cavemovirus ("Cassava vein mosaic–like viruses")

/

51. 00.015.0.01. Caulimovirus

/

52. 00.042.0.04. Chlamydiamicrovirus

/

53. 00.036.0.02. Chloriridovirus

/

54. 00.051.0.01. Chlorovirus

/

55. 00.106.0.01. Chrysovirus <removed from Partitiviridae and proposed as genus in the novel Family Polyrnaviridae> 

/

56. 00.016.0.01. Circovirus

/

57. 00.017.0.01. Closterovirus

/

58. 00.080.0.05. Cocadviroid

/

59. 00.080.0.04. Coleviroid

/

60. 00.060.0.04. Coltivirus

/

61. 00.018.0.01. Comovirus

/

62. 03.019.0.01. Coronavirus

/

63. 00.020.0.01. Corticovirus

/

64. 00.107.0.01. Cribovirus <proposed> 

/

65. 00.101.0.01. Cripavirus ("Cricket paralysis-like viruses")
 

/

66. 00.017.0.02. Crinivirus

/

67. 00.010.0.04. Cucumovirus

/

68. 00.029.0.02. Curtovirus

/

69. 00.060.0.06. Cypovirus

/

70. 00.021.0.01. Cystovirus

/

71. 00.031.2.01. Cytomegalovirus

/

72. 01.062.0.04. Cytorhabdovirus

/

73. 00.061.0.05. Deltaretrovirus

/

74. 82.022.0.01. Deltavirus

/

75. 00.050.2.01. Densovirus

/

76. 00.050.1.03. Dependovirus

/

77. 00.074.0.03. Dianthovirus

/

78. 01.025.0.02. "Ebola-like viruses"

/

79. 00.039.0.03. Enamovirus

/

80. 00.052.0.01. Enterovirus

/

81. 00.009.0.03. Entomobirnavirus

/

82. 00.058.2.01. Entomopoxvirus A

/

83. 00.058.2.02. Entomopoxvirus B

/

84. 00.058.2.03. Entomopoxvirus C

/

85. 00.060.0.11. Entomoreovirus <proposed> 

/

86. 01.062.0.03. Ephemerovirus

/

87. 00.061.0.08. Epsilonretrovirus

/

88. 00.052.0.07. Erbovirus* <equine rhinitis virus> 

/

89. 00.098.0.02. Errantivirus

/

90. 00.050.1.02. Erythrovirus

/

91. 00.018.0.02. Fabavirus

/

92. 00.060.0.07. Fijivirus

/

93. 00.026.0.01. Flavivirus

/

94. 00.090.0.01. Foveavirus

/

95. 00.027.0.01. Furovirus

/

96. 00.028.0.01. Fusellovirus

/

97. 00.061.0.02. Gammaretrovirus

/

98. 00.075.0.02. Giardiavirus

/

99. 00.006.0.02. Granulovirus

/

100. 00.016.0.02. Gyrovirus

/

101. 00.011.0.02. Hantavirus

/

102. 00.097.0.02. Hemivirus

/

103. 01.048.1.04. Henipavirus

/

104. 00.026.0.03. Hepacivirus

/

105. 00.084.0.01. Hepevirus ("Hepatitis E-like viruses")

/

106. 00.052.0.03. Hepatovirus

/

107. 00.102.0.01. Saltrovirus ("His1–like viruses")

/

108. 00.032.0.01. Hordeivirus

/

109. 00.080.0.03. Hostuviroid

/

110. 00.033.0.01. Hypovirus

/

111. 00.055.0.01. Ichnovirus

/

112. 00.031.0.01. "Ictalurid herpes-like viruses"

/

113. 00.034.0.01. Idaeovirus

/

114. 00.010.0.02. Ilarvirus

/

115. 00.105.0.01. Iflavirus ("Infectious flacherie-like viruses") 

/

116. 00.031.1.04. "Infectious laryngo-tracheitis-like viruses"

/

117. 00.046.0.01. Influenzavirus A

/

118. 00.046.0.04. Influenzavirus B

/

119. 00.046.0.02. Influenzavirus C

/

120. 00.035.0.01. Inovirus

/

121. 00.057.0.05. Ipomovirus

/

122. 00.036.0.01. Iridovirus

/

123. 00.046.0.05. Isavirus <proposed for Infectious salmon anemia virus> 

/

124. 00.050.2.02. Iteravirus

/

125. 00.052.0.08. Kobuvirus* <Aichi virus> 
/

126. 02.066.0.04. "L5–like viruses"

/

127. 00.012.0.02. Lagovirus

/

128. 02.066.0.01. "λ–like phages"

/

129. 00.075.0.03. Leishmaniavirus

/

130. 00.061.0.06. Lentivirus

/

131. 00.058.1.05. Leporipoxvirus

/

132. 00.037.0.01. Levivirus

/

133. 00.038.0.02. Lipocylindrusvirus*

/

134. 00.038.0.01. Lipothrixvirus

/

135. 00.039.0.01. Luteovirus

/

136. 00.031.3.01. Lymphocryptovirus

/

137. 00.036.0.04. Lymphocystivirus

/

138. 01.062.0.02. Lyssavirus

/

139. 00.074.0.05. Machlomovirus

/

140. 00.057.0.04. Macluravirus

/

141. 00.005.0.01. Mamastrovirus <proposed> 

/

142. 00.041.0.01. Marafivirus

/

143. 01.025.0.01. "Marburg–like viruses"

/

144. 00.031.1.03. "Marek's disease-like viruses"

/

145. 00.001.0.01. Mastadenovirus

/

146. 00.029.0.01. Mastrevirus

/

147. 01.048.2.02. Metapneumovirus

/

148. 00.098.0.01. Metavirus

/

149. 00.042.0.01. Microvirus

/

150. 00.096.0.02. Mitovirus

/

151. 00.058.1.07. Molluscipoxvirus

/

152. 01.048.1.02. Morbillivirus

/

153. 02.043.0.04. "Mu–like viruses"

/

154. 00.031.2.02. Muromegalovirus

/

155. 02.066.0.07. "N15-like viruses"

/

156. 02.054.0.04. "N4-like viruses"

/

157. 00.011.0.03. Nairovirus

/

158. 00.093.0.01. Nanovirus

/

159. 00.096.0.01. Narnavirus

/

160. 00.074.0.04. Necrovirus

/

161. 00.018.0.03. Nepovirus

/

162. 00.012.0.03. Norovirus <"Norwalk-like viruses"> 

/

163. 01.062.0.06. Novirhabdovirus

/

164. 00.006.0.01. Nucleopolyhedrovirus

/

165. 01.062.0.05. Nucleorhabdovirus

/

166. 03.104.0.01. Okavirus <proposed> 

/

167. 00.010.0.05. Oleavirus

/

168. 00.072.0.02. Omegatetravirus

/

169. 00.094.0.01. Ophiovirus

/

170. 00.060.0.02. Orbivirus

/

171. 00.011.0.01. Orthobunyavirus

/

172. 00.030.0.01. Orthohepadnavirus

/

173. 00.058.1.01. Orthopoxvirus

/

174. 00.060.0.01. Orthoreovirus

/

175. 00.060.0.09. Oryzavirus

/

176. 00.089.0.01. Ourmiavirus

/

177. 02.043.0.02. "P1–like viruses"

/

178. 02.043.0.03. "P2–like viruses"

/

179. 02.054.0.03. "P22–like viruses"

/

180. 00.104.0.01. "P4-like satellite viruses"/

181. 02.043.0.07. "PBS1-like viruses"

/

182. 00.074.0.08. Panicovirus

/

183. 00.099.0.01. Papillomavirus

/

184. 00.058.1.02. Parapoxvirus

/

185. 00.052.0.06. Parechovirus

/

186. 00.049.0.01. Partitivirus

/

187. 00.050.1.01. Parvovirus

/

188. 00.087.0.01. Pecluvirus

/

189. 80.002.0.02. Pelamoviroid

/

190. 00.006.0.03. Penaeovirus*

/

191. 00.026.0.02. Pestivirus

/

192. 00.015.0.06. Petuvirus ("Petunia vein clearing–like viruses")

/

193. 00.051.0.04. Phaeovirus

/

194. 02.054.0.02. "φ 29–like viruses"

/

195. 02.043.0.08. "φC13-like viruses"

/

196. 02.043.0.06. "φH–like viruses"

/

197. 00.011.0.04. Phlebovirus

/

198. 00.060.0.08. Phytoreovirus

/

199. 00.053.0.01. Plasmavirus

/

200. 00.035.0.02. Plectrovirus

/

201. 01.048.2.01. Pneumovirus

/

202. 00.039.0.02. Polerovirus

/

203. 00.047.0.01. Polyomavirus

/

204. 00.086.0.01. Pomovirus

/

205. 00.080.0.01. Pospiviroid

/

206. 00.056.0.01. Potexvirus

/

207. 00.057.0.01. Potyvirus

/

208. Potyvirus, VIDE unassigned

/

209. 00.051.0.02. Prasinovirus

/

210. 00.051.0.03. Prymnesiovirus

/

211. 02.066.0.06. "ψM1–like viruses"

/

212. 00.097.0.01. Pseudovirus

/

213. 00.036.0.03. Ranavirus

/

214. 01.048.1.01. Respirovirus

/

215. 00.031.3.02. Rhadinovirus

/

216. 01.062.0.0I. Rhabdovirus, Unassigned Invertebrate

/

217. 01.062.0.0P. Rhabdovirus, Unassigned Plant

/

218. 01.062.0.0V. Rhabdovirus, Unassigned Vertebrate

/

219. Rhabdovirus, VIDE unassigned Plant

/

220. 00.052.0.02. Rhinovirus

/

221. 00.063.0.01. Rhizidiovirus

/

222. 00.015.0.04. Tungrovirus ("Rice tungro bacilliform–like viruses")

/

223. 00.031.2.03. Roseolovirus

/

224. 00.060.0.03. Rotavirus

/

225. 00.073.0.02. Rubivirus

/

226. 01.048.1.03. Rubulavirus

/

227. 00.083.0.01. Rudivirus

/

228. 00.057.0.02. Rymovirus

/

229. 00.012.0.04. Sapovirus "Sapporo-like viruses"

/

230. 00.060.0.10. Seadornavirus 

/

231. 00.065.0.01. Sequivirus

/

232. 00.001.0.04. Siadenovirus 

/

233. 00.031.1.01. Simplexvirus

/

234. 00.067.0.01. Sobemovirus

/

235. 00.015.0.02. Soymovirus ("Soybean chlorotic mottle–like viruses")

/

236. 02.043.0.05. "SP01–like Phages

/

237. 00.042.0.02. Spiromicrovirus

/

238. 00.061.0.07. Spumavirus

/

239. 00.058.1.06. Suipoxvirus

/

240. 00.095.0.01. "Sulfolobus SNDV-like viruses" <Guttavirus*> 

/

241. 02.066.0.02. "T1–like viruses"

/

242. 02.043.0.01. "T4–like viruses"

/

243. 02.066.0.03. "T5–like viruses"

/

244. 02.054.0.01. "T7–like viruses"

/

245. 00.068.0.01. Tectivirus

/

246. 00.069.0.01. Tenuivirus

/

247. 00.052.0.09. Teschovirus

/

248. 00.046.0.03. Thogotovirus

/

249. 00.071.0.01. Tobamovirus

/

250. 00.072.0.01. Tobravirus

/

251. 00.074.0.01. Tombusvirus

/

252. 00.029.0.04. Topocuvirus

/

253. 03.019.0.02. Torovirus

/

254. 00.011.0.05. Tospovirus

/

255. 00.075.0.01. Totivirus

/

256. 00.048.1.06. "TMPV–like viruses"*

/

257. 00.076.0.01. Trichovirus

/

258. 00.057.0.06. Tritimovirus

/

259. 00.077.0.01. Tymovirus

/

260. 00.078.0.01. Umbravirus

/

261. 00.031.1.02. Varicellovirus

/

262. 00.092.0.01. Varicosavirus

/

263. 01.062.0.01. Vesiculovirus

/

264. 00.012.0.02. Vesivirus

/

265. 00.085.0.01. Vitivirus

/

266. 00.065.0.02. Waikavirus

/

267. 00.103.0.01. Whispovirus <proposed> 

/

268. 00.058.1.08. Yatapoxvirus

/

269. 00.064.0.01. dsDNA Satellites

/

270. 00.064.0.03. dsRNA Satellites

/

271. 00.064.0.02. ssDNA Satellite Viruses

/

272. 00.064.0.05. ssRNA Satellites

/

273. 00.064.0.04. ssRNA Satellite Viruses

/

274. VIDE ungrouped/

#2617. Type species/

1. 00.053.0.01.001. Acholeplasma phage L2
/

2. 00.035.0.02.001. Acholeplasma phage MV-L51
/

3. 00.050.1.03.001. Adeno-associated virus 2
/

4. 00.050.2.03.001. Aedes aegypti densovirus
/

5. 00.002.0.01.001. African swine fever virus
/

6. 00.010.0.01.001. Alfalfa mosaic virus
/

7. 00.020.0.01.001. Alteromonas phage PM2
/

8. 00.058.2.02.001. Amsacta moorei entomopoxvirus
/

9. 00.076.0.01.001. Apple chlorotic leaf spot virus
/

10. 80.001.0.04.001. Apple scar skin viroid
/

11. 00.013.0.01.001. Apple stem grooving virus
/

12. 00.090.0.01.001. Apple stem pitting virus
/

13. 00.060.0.05.001. Aquareovirus A
/

14. 00.006.0.01.001. Autographa californica nucleopolyhedrovirus
/

15. 00.061.0.03.001. Avian leukosis virus
/

16. 01.048.2.02.001. Avian pneumovirus
/

17. 80.002.0.01.001. Avocado sunblotch viroid
/

18. 00.050.1.02.001. B19 virus
/

19. 02.043.0.05.001. Bacillus phage SP01
/

20. 02.054.0.03.001. Bacillus phage φ 29
/

21. 00.032.0.01.001. Barley stripe mosaic virus
/

22. 00.039.0.01.001. Barley yellow dwarf virus
/

23. 00.057.0.03.001. Barley yellow mosaic virus
/

24. 00.042.0.03.001. Bdellovibrio phage MAC 1
/

25. 00.029.0.03.001. Bean golden mosaic virus -Puerto Rico
/

26. 00.029.0.02.001. Beet curly top virus
/

27. 00.088.0.01.001. Beet necrotic yellow vein virus
/

28. 00.017.0.01.001. Beet yellows virus
/

29. 00.060.0.02.001. Bluetongue virus 1
/

30. 00.050.2.02.001. Bombyx mori densovirus
/

31. 01.081.0.01.001. Borna disease virus
/

32. 01.062.0.03.001. Bovine ephemeral fever virus
/

33. 00.061.0.05.001. Bovine leukemia virus
/

34. 00.026.0.02.001. Bovine viral diarrhea virus
/

35. 00.018.0.02.001. Broad bean wilt virus 1
/

36. 00.010.0.03.001. Brome mosaic virus
/

37. 00.011.0.01.001. Bunyamwera virus
/

38. 00.055.0.01.001. Campoletis sonorensis virus
/

39. 00.014.0.01.001. Carnation latent virus
/

40. 00.074.0.02.001. Carnation mottle virus
/

41. 00.074.0.04.001. Carnation ringspot virus
/

42. 00.078.0.01.001. Carrot mottle virus
/

43. 00.015.0.03.001. Cassava vein mosaic virus
/

44. 00.015.0.01.001. Cauliflower mosaic virus
/

45. 00.016.0.02.001. Chicken anemia virus
/

46. 00.058.2.03.001. Chironomus luridus entomopoxvirus
/

47. 00.042.0.04.001. Chlamydia phage 1
/

48. 00.051.0.03.001. Chrysochromulina brevifilum virus
/

49. 00.094.0.01.001. Citrus psorosis virus
/

50. 80.001.0.03.001. Coconut cadang-cadang viroid
/

51. 80.001.0.05.001. Coleus blumei viroid 1
/

52. 00.060.0.04.001. Colorado tick fever virus
/

53. 00.015.0.05.001. Commelina yellow mottle virus
/

54. 00.055.0.02.001. Cotesia melanoscela virus
/

55. 00.047.0.02.001. Cottontail rabbit papillomavirus
/

56. 00.018.0.01.001. Cowpea mosaic virus
/

57. 00.101.0.01.001. Cricket paralysis virus
/

58. 00.033.0.01.001. Cryphonectria hypovirus 1-EP713
/

59. 00.096.0.02.001. Cryphonectria parasitica NB631 dsRNA virus
/

60. 00.010.0.04.001. Cucumber mosaic virus
/

61. 00.006.0.02.001. Cydia pomonella granulovirus
/

62. 00.060.0.06.001. Cypovirus 1
/

63. 00.097.0.02.001. Drosophila melanogaster copia virus
/

64. 00.098.0.02.001. Drosophila melanogaster gypsy virus
/

65. 00.009.0.03.001. Drosophila X virus
/

66. 00.030.0.02.001. Duck hepatitis B virus
/

67. 00.011.0.03.001. Dugbe virus
/

68. 00.051.0.04.001. Ectocarpus siliculosis virus 1
/

69. 00.052.0.04.001. Encephalomyocarditis virus
/

70. 00.042.0.01.001. Enterobacteria phage φX174
/

71. 00.035.0.01.001. Enterobacteria phage M13
/

72. 00.037.0.01.001. Enterobacteria phage MS2
/

73. 02.043.0.04.001. Enterobacteria phage Mu
/

74. 02.043.0.02.001. Enterobacteria phage P1
/

75. 02.043.0.03.001. Enterobacteria phage P2
/

76. 02.054.0.02.001. Enterobacteria phage P22
/

77. 00.068.0.01.001. Enterobacteria phage PRD1
/

78. 00.037.0.02.001. Enterobacteria phage Qβ
/

79. 02.066.0.02.001. Enterobacteria phage T1
/

80. 02.043.0.01.001. Enterobacteria phage T4
/

81. 02.066.0.03.001. Enterobacteria phage T5
/

82. 02.054.0.01.001. Enterobacteria phage T7
/

83. 02.066.0.01.001. Enterobacteria phage λ
/

84. 03.004.0.01.001. Equine arteritis virus
/

85. 03.019.0.02.001. Equine torovirus
/

86. 00.060.0.07.001. Fiji disease virus
/

87. 00.052.0.05.001. Foot-and-mouth disease virus O
/

88. 00.001.0.02.001. Fowl adenovirus A
/

89. 00.058.1.03.001. Fowlpox virus
/

90. 00.036.0.03.001. Frog virus 3
/

91. 00.049.0.01.001. Atkinsonella hypoxylon virus (replacing Gaeumannomyces graminis virus 019/6-A)
/

92. 00.031.1.04.001. Gallid herpesvirus 1
/

93. 00.031.1.03.001. Gallid herpesvirus 2
/

94. 00.075.0.02.001. Giardia lamblia virus
/

95. 00.085.0.01.001. Grapevine virus A
/

96. 02.043.0.06.001. Halobacterium virus φH
/

97. 00.011.0.02.01.01 Hantaan virus
/

98. 00.052.0.03.001. Hepatitis A virus
/

99. 00.030.0.01.001. Hepatitis B virus
/

100. 00.026.0.03.001. Hepatitis C virus
/

101. 82.022.0.01.001. Hepatitis delta virus
/

102. 00.084.0.01.001. Hepatitis E virus
/

103. 80.001.0.02.001. Hop stunt viroid
/

104. 00.001.0.01.001. Human adenovirus C
/

105. 00.005.0.01.001. Human astrovirus 1
/

106. 00.031.1.01.001. Human herpesvirus 1
/

107. 00.031.1.02.001. Human herpesvirus 3
/

108. 00.031.3.01.001. Human herpesvirus 4
/

109. 00.031.2.01.001. Human herpesvirus 5
/

110. 00.031.2.03.001. Human herpesvirus 6
/

111. 00.061.0.06.001. Human immunodeficiency virus 1
/

112. 00.052.0.06.001. Human parechovirus
/

113. 01.048.2.01.001. Human respiratory syncytial virus
/

114. 00.052.0.02.001. Human rhinovirus 1A
/

115. 00.061.0.07.001. Human spumavirus
/

116. 00.031.0.01.001. Ictalurid herpesvirus 1
/

117. 03.019.0.01.001. Infectious bronchitis virus
/

118. 00.009.0.02.001. Infectious bursal disease virus
/

119. 01.062.0.06.001. Infectious hematopoietic necrosis virus
/

120. 00.009.0.01.001. Infectious pancreatic necrosis virus
/

121. 00.046.0.01.001. Influenza A virus
/

122. 00.046.0.04.001. Influenza B virus
/

123. 00.046.0.02.001. Influenza C virus
/

124. 00.036.0.02.001. Invertebrate iridescent virus 3
/

125. 00.036.0.01.001. Invertebrate iridescent virus 6
/

126. 00.050.2.01.001. Junonia coenia densovirus
/

127. 02.066.0.05.001. Lactococcus phage c2
/

128. 00.075.0.03.001. Leishmania RNA virus - 1
/

129. 00.092.0.01.001. Lettuce big-vein virus
/

130. 00.017.0.02.001. Lettuce infectious yellows virus
/

131. 01.062.0.04.001. Lettuce necrotic yellows virus
/

132. 00.003.0.01.001. Lymphocytic choriomeningitis virus
/

133. 00.036.0.04.001. Lymphocystis disease virus
/

134. 00.057.0.04.001. Maclura mosaic virus
/

135. 00.074.0.05.001. Maize chlorotic mottle virus
/

136. 00.077.0.02.001. Maize rayado fino virus
/

137. 00.029.0.01.001. Maize streak virus
/

138. 00.060.0.01.001. Mammalian orthoreovirus
/

139. 01.025.0.01.001. Marburg virus
/

140. 01.048.1.02.001. Measles virus
/

141. 00.058.2.01.001. Melolontha melolontha entomopoxvirus
/

142. 02.066.0.06.001. Methanobacterium virus ψ M1
/

143. 00.051.0.02.001. Micromonas pusilla virus SP1
/

144. 00.058.1.07.001. Molluscum contagiosum virus
/

145. 00.061.0.01.001. Mouse mammary tumor virus
/

146. 01.048.1.03.001. Mumps virus
/

147. 00.031.2.02.001. Murid cytomegalovirus 1
/

148. 00.061.0.02.001. Murine leukemia virus
/

149. 00.050.1.01.001. Murine minute virus
/

150. 00.008.0.01.001. Mushroom bacilliform virus
/

151. 02.066.0.04.001. Mycobacterium phage L5
/

152. 00.058.1.05.001. Myxoma virus
/

153. 00.045.0.01.001. Nodamura virus
/

154. 00.012.0.03.001. Norwalk virus
/

155. 00.070.0.01.001. Nudaurelia capensis β virus
/

156. 00.070.0.02.001. Nudaurelia capensis ω virus
/

157. 00.074.0.06.001. Oat chlorotic stunt virus
/

158. 00.010.0.05.001. Olive latent virus 2
/

159. 00.058.1.02.001. Orf virus
/

160. 00.089.0.01.001. Ourmia melon virus
/

161. 00.001.0.03.001. Ovine adenovirus, isolate 287
/

162. 00.074.0.08.001. Panicum mosaic virus
/

163. 00.051.0.01.001. Paramecium bursaria Chlorella virus 1
/

164. 00.065.0.01.001. Parsnip yellow fleck virus
/

165. 00.039.0.03.001. Pea enation mosaic virus 1
/

166. 80.002.0.02.001. Peach latent mosaic viroid
/

167. 00.087.0.01.001. Peanut clump virus
/

168. 00.049.0.02.001. Penicillium chrysogenum virus
/

169. 00.015.0.06.001. Petunia vein clearing virus
/

170. 00.052.0.01.001. Poliovirus
/

171. 00.039.0.02.001. Potato leaf roll virus
/

172. 00.086.0.01.001. Potato mop-top virus
/

173. 80.001.0.01.001. Potato spindle tuber viroid
/

174. 00.056.0.01.001. Potato virus X
/

175. 00.057.0.01.001. Potato virus Y
/

176. 01.062.0.05.001. Potato yellow dwarf virus
/

177. 00.074.0.07.001. Pothos latent virus
/

178. 00.021.0.01.001. Pseudomonas phage φ6
/

179. 00.012.0.02.001. Rabbit hemorrhagic disease virus
/

180. 01.062.0.02.001. Rabies virus
/

181. 00.034.0.01.001. Raspberry bushy dwarf virus
/

182. 00.063.0.01.001. Rhizidiomyces virus
/

183. 00.060.0.08.001. Rice dwarf virus
/

184. 00.060.0.09.001. Rice ragged stunt virus
/

185. 00.069.0.01.001. Rice stripe virus
/

186. 00.015.0.04.001. Rice tungro bacilliform virus
/

187. 00.065.0.02.001. Rice tungro spherical virus
/

188. 00.011.0.04.001. Rift Valley fever virus
/

189. 00.060.0.03.001. Rotavirus A
/

190. 00.073.0.02.001. Rubella virus
/

191. 00.057.0.02.001. Ryegrass mosaic virus
/

192. 00.096.0.01.001. Saccharomyces cerevisiae 20SRNA narnavirus
/

193. 00.097.0.01.001. Saccharomyces cerevisiae Ty1 virus
/

194. 00.098.0.01.001. Saccharomyces cerevisiae Ty3 virus
/

195. 00.075.0.01.001. Saccharomyces cerevisiae virus L-A
/

196. 00.031.3.02.001. Saimirine herpesvirus 2
/

197. 00.012.0.04.001. Sapporo virus
/

198. 01.048.1.01.001. Sendai virus
/

199. 00.091.0.01.001. Shallot virus X
/

200. 00.058.1.04.001. Sheeppox virus
/

201. 00.047.0.01.001. Simian virus 40
/

202. 00.073.0.01.001. Sindbis virus
/

203. 00.027.0.01.001. Soil-borne wheat mosaic virus
/

204. 00.067.0.01.001. Southern bean mosaic virus
/

205. 00.015.0.02.001. Soybean chlorotic mottle virus
/

206. 00.042.0.02.001. Spiroplasma phage 4
/

207. 00.082.0.01.001. Spodoptera frugiperda ascovirus
/

208. 00.045.0.02.001. Striped jack nervous necrosis virus
/

209. 00.093.0.01.001. Subterranean clover stunt virus
/

210. 00.083.0.01.001. Sulfolobus virus SIRV1
/

211. 00.095.0.01.001. Sulfolobus virus SNDV
/

212. 00.028.0.01.001. Sulfolobus virus SSV1
/

213. 00.057.0.05.001. Sweet potato mild mottle virus
/

214. 00.012.0.01.001. Swine vesicular exanthema virus
/

215. 00.058.1.06.001. Swinepox virus
/

216. 00.038.0.01.001. Thermoproteus virus 1
/

217. 00.046.0.03.001. Thogoto virus
/

218. 00.071.0.01.001. Tobacco mosaic virus
/

219. 00.074.0.03.001. Tobacco necrosis A virus 
/

220. 00.072.0.01.001. Tobacco rattle virus
/

221. 00.018.0.03.001. Tobacco ringspot virus
/

222. 00.010.0.02.001. Tobacco streak virus
/

223. 00.074.0.01.001. Tomato bushy stunt virus
/

224. 00.011.0.05.001. Tomato spotted wilt virus
/

225. 00.077.0.01.001. Turnip yellow mosaic virus
/

226. 00.058.1.01.001. Vaccinia virus
/

227. 01.062.0.01.001. Vesicular stomatitis Indiana virus
/

228. 00.061.0.08.001. Walleye dermal sarcoma virus
/

229. 00.057.0.06.001. Wheat streak mosaic virus
/

230. 00.049.0.03.001. White clover cryptic virus 1
/

231. 00.049.0.04.001. White clover cryptic virus 2
/

232. 00.058.1.08.001. Yaba monkey tumor virus
/

233. 00.026.0.01.001. Yellow fever virus
/

234. 01.025.0.02.001. Zaire Ebola virus
/

235. 90.001.0.01.001. Scrapie agent
/

236. 00.016.0.01.001. Porcine circovirus
/

237. 00.077.0.03.001. Grapevine fleck virus
/

Lower taxonomic levels

#2618. <Taxonomic level contains the following list of taxa> <species:> <list of names>/

Include named taxa of only the next lower taxonomic level e.g. if this taxon is a genus with no named subgenus, list the species.

#2619. <Tentative species:> <list of names>/

List of unassigned viruses

#2620. <Unclassified viruses:> <list of names>/

#2621. <Subgroup:> <list of names>/

#2622. <Serotypes:> <list of names>/

#2623. <Strains:> <list of names>/

#2624. <Isolates:> <list of name>/

#2625. The plant virus database VIDE also lists the following species: <list of names>/

#2626. <The plant virus database VIDE also lists the following> tentative species: <list of names>/

#2627. <Brief description of strains that differentiate them from the described species>/

COMMENTS
#2628. <General comments>/

REFERENCES
#2629. <References to data in this description: list>/

#2630. The following references are cited in the Seventh ICTV Report:/

DATA SOURCES and CONTRIBUTIONS
#2631. The description has been compiled from data presented in the Seventh ICTV Report by/

#2632. Presented data have been collated for ICTVdB by <author, year>/

#2633. VIDEdB, the plant virus database developed at the Australian National University, contains an earlier description of this virus that has been collated by <author, year>/

#2634. A description of the virus is found in database <organizations or university departments>/

1. for animal viruses, Animal Health Laboratory, Geelong, Australia: <[http:www.csiro.au]>/

2. for animal virus information system, University of Puna, India:/

3. of the USDA Animal and Plant Health Inspection Service (APHIS) <[http:www.aphis.usda.gov]>/

4. of U.S. Centers for Disease Control and Prevention (CDC), National Center for Infectious Diseases (NCID) <[http:www.cdc.gov/health/diseases.htm]>/

5. for plant virus DPV form by the Association of Applied Biologists (AAB) <www.dpvweb.net/index.php>/

6. <others>/

#2635. A World Wide Web tutorial on this virus is provided by the <organizations or university departments>/

1. Molecular Virology Laboratory, University of Madison, Wisconsin, USA/

2. Virology Departments, University of Leicester, UK:/

3. Microbiology Departments, University of Cape Town, South Africa:/

4. <others>/

#2636. <Links to > virus description on the Web <enter name of web site>/

#2637. Information about this virus have been posted on the web by <whether health support or other group>/

1. a health support group/

2. discussion groups/

3. concerned group of people/

4. a newspaper/

5. an internet source/

6. <others>/

#2638. This description has been compiled from data presented in <type of source>/

1. the literature/

2. ICTV Reports <other than the latest report>/

3. databases <other than VIDE>/

4. <other sources>/

#2639. For further information on virus please contact/

1. the Subcommittee Chair (see at [[http:]www.danforthcenter.org/iltab/ICTVnet/asp/_MainPage.asp] ICTV web page [/a]) 

/

2. the Study Group (SG) chair (see at [[http:]www.danforthcenter.org/iltab/ICTVnet/asp/_MainPage.asp] ICTV web page [/a])/

3. a SG member (see at [[http:]www.danforthcenter.org/iltab/ICTVnet/asp/_MainPage.asp] ICTV web page [/a]) 

/

4. the [[mailto:]buchen@bio2.columbia.edu] ICTVdB Management [/a]/

CONTRIBUTOR
#2640. Data have been submitted online to ICTVdB on <date dd-mm-yyyy>/

#2641. Data have been submitted online to ICTVdB by

 <name of contributor>/

#2642. 

 <Data have been submitted online to ICTVdB from> <institution/department>/

#2643. 

 <Data have been submitted online to ICTVdB from> <university>/

#2644. 

 <Data have been submitted online to ICTVdB from> <street address or post box>/

#2645. 

 <Data have been submitted online to ICTVdB from> <city>/

#2646. <Data have been submitted online to ICTVdB from> <state>/

#2647. <Data have been submitted online to ICTVdB from> <postal (zip) code>/

#2648. 

 <Data have been submitted online to ICTVdB from> <country>/

#2649. <Data have been submitted online to ICTVdB> 

 Tel: + <country code-area code-phone number>/

#2650. 

 <Data have been submitted online to ICTVdB> Fax: + <country code-area code-fax number>/

#2651. 

 <Data have been submitted online to ICTVdB> email: [mailto] <address>/

#2652. <Whether virus or prion>/

1. virus/

2. prion/

#2653. <Whether virus-like structures or vesicles visible>/

1. virus-like structures or vesicles visible/

2. virus-like structures or vesicles not visible/

#2654. Taxon images:/

#2655. NCBI reference sequence accession number/

#2656. Taxon ID <if different from NCBI TaxID: provide URL plus ID number>/

Use this character only, if the taxon ID is not the TaxID provided by NCBI. Most sequence databanks are now using the NCBI TaxID for the organisms.

#2657. Protein size <of largest (or only) structural virion protein, e.g., 17000>/

Da/

#2658. <Function of largest or only structural virion protein, e.g., coat protein>/

#2659. Protein size of 2nd largest <structural virion protein>/

Da/

#2660. <Function of 2nd largest structural virion protein>/

#2661. Protein size of 3rd largest <structural virion protein>/

Da/

#2662. <Function of 3rd largest structural virion protein>/

#2663. Protein size of 4th largest <structural virion protein>/

Da/

#2664. <Function of 4th largest structural virion protein>/

#2665. Protein size of 5th largest <structural virion protein>/

Da/

#2666. <Function of 5th largest structural virion protein, number>/

#2667. Protein size of 6th largest and smaller, <structural virion proteins>/

Da/

#2668. <Function of 6th largest structural virion protein>/

#2669. Virion structural proteins are <whether glycosylated>/

1. glycosylated/

2. not glycosylated/

#2670. <The structural proteins that are glycosylated> and are the following:/

#2671. Virion structural proteins are <whether phosphorylated>/

1. phosphorylated/

2. not phosphorylated/

#2672. <The virion structural proteins that are phosphorylated> and are the following:/

#2673. Protein size <of largest or only non-structural protein>/

Da/

#2674. <Comments on largest or only virus-coded non-structural protein>/

#2675. Protein size of 2nd largest/

Da/

#2676. <Comments on 2nd largest virus-coded non-structural protein>/

#2677. Protein size of 3rd/

Da/

#2678. <Comments on 3rd largest virus-coded non-structural protein>/

#2679. Protein size of 4th/

Da/

#2680. <Comments on 4th largest virus-coded non-structural protein>/

#2681. Protein size of 5th and smaller/

Da/

#2682. <Comments on 5th largest virus-coded non-structural protein>/

#2683. <Whether dummy taxon>/

1. <not a dummy taxon>/

2. dummy taxon/

#2684. Vaccination is <whether advisalble> <move to Chars 1645>/

1. advisable/

2. not advisable/

