Scale 20 kb

1 hg19
chr17: | 41,210,000 | 41,220,000 | 41,230,000 | 41,240,000 | 41,250,000 | 41,260,000 | 41,270,000 |
) RefSeq Genes
BRCA1 f —
BRCA1 4
BRCAI } } —
BRCA1 + 4
BRCAI i —
BRCA1
EvoFold Pretducuglns of Ft!NA Secondsml Sktructure
1 el asker
RepeatMasker | NN | 1 INUN NOENNMI SSSROE w0 oo n o TRTE SRS Y R UL TR LR T O I
ications: Seguences in scientifi
N T TR IR AR B T TN W ol L 01 Il
Genes
Bands

CSC Genes efSe,Uanro!C DS, Rfam, tRNAs rative Genomics
BRCAT et : Moo e e AR ¢ Pl o/ Conmes) '

H3K27Ac Mark (Often Found Near Actlve Regulatory Elements) on 7 cell Imes from ENCODE

Layered H3K27Ac

|
k
7 igital DNasel Hypersensitivity Clusters in 125 cell types from ENCODE
DNase Clusters Pg i Y SII ypi FIO 1 1 n
Transcription Factor ChlIP-seq from ENCODE
Txn Factor ChIP n 1 1
4_

Placental Mammal Basewise Conservation by PhyloP
Mammal Cons

O_M%WWWMMMMMMMMMW@

X_tropicalis
“Zebrafish

[&} ;
Common SNPs(137 | THILLITI W o w1 o mn mwnm ne s NeaEetee Pygamtisms @aShe \3rﬂfﬁ1?‘1ﬂ"ﬂf|iﬁ|°|??ﬁ’fi;ilsll TR TR IS SR TR IR0 0 A0N TRERE [




	Slide 1

